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SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequBIR ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possiblc 
nucleotide insertion) 







LLVVYPWTQRFFDSFGNLSSASAIM 

GNPKVKAHGKKVLTSLGDA1KHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 

•1595 

7092 

A 

1718 

41 

597 

APSPRRPWVISQRRTKATIYTSLWGK 

\VNVE\DAGGET\LGRL\LVVYP\WT\ 

QRFFD\SFG\NLSSASAIHGQPPKVQ 

GTWSKKVLTFLGEMP*KHL\DDLK 

GHLLPKPEVNLHODKPAMWDP\EN 

FKAPGEMLLVTRFWAIPFSAKEFHP 

WRLAGLPGQKDG*LGVGQCPCSFQ 

IPLKPLGP*IQ\SFQG 

1596 

7093 

A 

1719 

3 

573 

HSLFGTSEVINKLLVPDAHGSFHRG 

GPRLLSTSLWGKGECGKMLEEKPL 

GRLLVVYPWT\QRFF\ESFGNLVLLP 

SCPSMGQPPKVKAHGKRRC*LSLG 

RCQ* STLDDLNKGTFCPSLKRNLHC* 

QAGNVGS*RTSKLLGENVAG*PVFG 

QFHFRAKNFTPEGCKASWQKQKM 

AEDGDWSWPVPLFLPDYH 

1597 

7094 

A 

1720 

676 

1283 

QRKILYTHNTTENKWEGIINFT*SFR 

IFLFFLRRSFTLVAQAGVQ\WLDLGS 

LQPLPPRFKQFSCLGLPSSWDYR/RC 

VPAHPANFCIF**RWGFTMLARLLS 

NS*PQGDPPASASQ\SAG1TGVSA/H 

APVRASFFLSLTVSG VQ WRDLG SLQ 

PLPSGFKGFSCLSLPSSWDYGCPPPS 

PANFCIFSRHGFSPCWSGWSQTPDL 

K 

1598 

7095 

A 

1721 

41 

669 

APSSRRPWVISQRRTKATIXTSLWGK 

\VNVE\DAGGRKPLGKAPWLSTPWT . 

\QRFFDSFGNLSSASA/LSMGKPPKS 

KAHGK\KVLTVSLGDA\TKHL\DDLK 

G\TFAQA*SATCTVDKL\HV\DPGGT 

FKLLGENVAG*PVFGQFHFRAKNFT 

PGGCRASWQKQKMAEDGDWSXGQ 

CP\VLQIPLKLNCP*MQSFSRIRLLFL 

QAITNNKSISAKRSP 

1599 

7096 

A 

1722 

2 

307 

TPYLVGQVVAGAQALQLFESHAGH 

LGPQLFNKFALPYIRDVAKQVKARL 

REAGLAPVPMIIFAKDGHFALEELA 

QAGYEVV/GDDFGPHRYIANLGHG 

LYPDM 

1600 

7097 

A 

1723 

20 

473 

AVEFEANGLGPQGFPELKNDIFL*A 

AWGEETDYTPVWCMRQAGRYLPE 

FRETRAAQDFFSTCRSPEACCELTL 

QPLRRFPLDAA1IFSDILVVPQWTLM 

TYMVEGGGSSTMAQAKRWLYQRP 

QASHQLLRILTDALVPYLVGQWA 

GAQAL 

1601 

7098 

A 

1724 

3 

1170 

CKHSLGHTCYSPRGSSYRQLTMEA 

NGLGPQGFPELKNDTFLRAAWGEE 

TDYTPVWCMRQAGRYLPEFRETRA 

AQDFFSTCRSPEACCELTLQALGME 

VTMVPGKGPSFPEPLREEQDLERLR 

DPEVVASELGYVFQAITLTRQRLAG 
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PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
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Me 
tho 

a 
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RVPLIGFAGAPWTLMTYMVEGGGS 

STMAQAKRWLYQRPQASHQLLRIL 

TDALVPYLVGQVVAGAQALQLFES 

HAGHLGPQLFNKFALPYIRDVAKQ 

VKARL\REAGLAPV\PSIIFAKDGHF 

ALEELAQAGY\EVVGLD\WTVAPKK 

AREC\LGKTVTLQGNLDPCALYASE 

EEIGQLVKQNLVDTFGPHRYIANLG 

HGLYPDMDPEHVGAFVDAGHKHS 

RLV*QNMWGPLWMLGINTHVWFD 

KTECIPLPSRTPNPDDWLFSGP 

1602 

7099 

B 

1725 

92 

846 

IIFAMDGHFALEELAQAGYEVVGLD 

WTVAPKKARECVGKTVTLQGNLDP 

CALYASEEEIGQLVKHMLDDFGPH 

RYIANLGHGLYPDMDPQHVGAFVD 

AVHKHLRLV* 

1603 

7100 

A 

1726 

1 

804 


1604 

7101 

A 

1727 

178 

1093 

TFLLPACLLAALLPLRHHVRGRAW 

VQGS1LNEGVG*ALKD\LINE\ACWG 

Y*APAGVNLQSMGHRPTVSL\VQLT 

LRV* G ASTPYRC\DRNLGHGR*NLT 

S\MSKILKMAAGNED/ISLTLRAEDN 

AGYLGR*YFEGTKPGRKFSDYEMK 

LMDLDVEQLGIPEQEVYSCVVKMPS 

GEYA\RICRESQPILGDAW\ISCA\K 

DGSENFSASGELGNETMKLSQTSNV 

DKEEEA\VPIKMNEPYVQPNFCH*GY 

LNFFTKXATPLSSTVDTPVCSADGTP 

LVGRSIKIAGYGDHLKYLLGLPKDP 

RIEEGSLGHS 

1605 

7102 

A 

1728 

58 

483 

AARDRLHLRRTTEQHVPEVEVQVK 

RRRTASLSNQECQLYPRRSQQQQVP 

VVDFQAELRQAFLAETPRGTVAAA 

AMATASIAGAPTQYPPGRGTPPPP 

RRQTTPPPGIM\APPPGMRPPIG/PPPI 

GFPLARGTPISMPPSGN 

1606 

7103 

A 

1729 

292 

531 

FQAKTSLPLGFQKHQVLTVD1GFGG 
TAIMTVGKSSKMLQSLFPLQW/CFV 
KLCRVFVSFLFPHFALIIANNKCIEQ 
KKKKK 

1607 

7104 

B 

1730 

326 

419 

XRLTCKRSLARSIASLNAPQTDASGI 
SGGPDA* 

1608 

7105 

A 

1731 

774 

1763 

GNPRSYLLSIAFPLGLQKAFKVFNC 

GTLDFGWNSNHDLFGKS\SKLLQ\HI 

DYRMRCILQDGRI\FIGTFKAFDKH 

MNLILCDCDEFRKIK\PKNAKQPRA 

VEE/ESRVLGLVLLRG\ENLVSMTVE 

G\PPPKDT\GIARVPLAGAAEGPG\V 

GRAAGRGVPAGWPISPGPLAGLAG 

PCSRGSLGGP/SPQQVMTSTGKEAL* 

AAAAVA\ATASI\AGAPNTVPTQGT 

GTPAPTPSGRATQP\PGIMAPPP\GM 

RPPMGP\PMGLRPARGTP\IGMPAPG 

\MRPPPPG\IRGPPPP\GMRPHKTLSIL 

FDPSQSLFPLQCVLVKLCRVSAELF 

CSLIIAIIRC 

1609 

7106 

A 

1732 

32 

487 

SRRHGSSLWGKVNVEDAGGETLGR 
LLVVYPWTQRFFDSFGNLSSASAIM 
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iq^n^^T 


PCT/US01/08656 


Amino acid SLqiHWe ( X-=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


1610 


7107 


1733 


591 


NFALEAKNSARAISSLVPDAHGVIS 

QRRTKATI\TSLWGK\VNVE\DAGGE 

T\LGRLLVVYPWTQRFFE>QLLANLS 

SASAHHGQPPKVQGHMAKKVLTFL 

GEMPIKHLDDLKGHLLPKPEVNCT 

VDKPAMWDPENFKAPGEMLLVT/L 

FWAIPFSGKEFTP*RLQASWAERWV 

TWSVGQCPCSFQIPLKPLGP*IQ\SFQ 

G 


1611 


7108 


1734 


477 


RRPSWLVAAVLRNANMQIFVKTLT 
GQNHHPLRYETQ*HPLKNVQKPKIS 
KNKGGYPHPD\QQRLDNLPGKQLE 
GWPALLSDYKHPRKESHPAPWCLR 
LR\GGIIEPFSPPGLPQKYYLRQR*SC 
RQVLCFAFNPPCLSTGRKK\KCGSH 
QTTLRPQEGRFK 


1612 


7109 


1735 


254 


1613 


7110 


1736 


MEFHSCCPG WSAMARSQLTAATAS 
QVQSDSPASASRVAGINRHALTHPA 
NFVFLVETRFLHVRQAGLELPPQPP 
KLLGLQV* 


290 


FNLTHIESRPSRLKK/DEYE/FFTHLD 
KRSLPALTNIIK1LRHDIGATVHELS 
RDKKKDTVPWFPRTIQELDRFANQI 
LSYGAELDADHPVSPWPVG 


1614 


7111 


1737 


68 


312 


1615 


7112 


1738 


317 


916 


TSSPPSSLCFLSFSDICHELLGHVPLF 
SDRSFAQFSQE1GLASLGAPDEYIEK 
LAT1YWFTVEFGLCKQGDSIKAYGA 
GLLSSFGELQYCLSEKPKLLPLELEK 
TGIQNYTVTEFQPLYYVAES1NDAK 
EKVGNSAATIPRPFSVRYDPYTQRIE 
GLDNTQQAHDLG*FHLTVEIGILCS 
ALQKNKVKAMDRMVVCQAVE 


1616 


7113 


1739 


389 


1881 


NLQPHVLFANLPVPEALKSQRPHSR 
GASMSTAVLENPGLGRKLSDFGQ\E 
TSYI\EDNCNQKWVPISLDPPHLKER 
KLGALGPKYCALF\EENDVNLT\HIE 
S\RPSRLK\KDEYGFFPPFGIKRSLP\A 
LTN II KILRHDI G A TVHELSRDKKKD 
TVPW\FPRTIQ\ELDRFANQILSYGSG 
NWDA\DHPGFKDPVYRARRKQFAD 
AYNYRHGQPIPRVEYMEEEKKTW 
GTVFKTLKSLYKTHACYEYNHIFP\L 
LEKYCASHEDNIPQL\EDVSQFL\QT 
CTGFRLRPVAGLLSSRDFLGDLAFR 
VFHCTQYIRHGSKPMYTPEPDICHE 
LLGHVPLFSDRSFAQFSQEIGLASLG 
APDESIEKLAP1YWFTVEFGLCKQG 
DS1KAYGAGLLSSFGEFQYCLSEKP 
KLLPL/ESLEKTAIQNYTVTEFQPVLY 
YLAE\SFNDAQGEI*GTFAATI\PRPF 
SV\RHDPHTPQRIGGSWDNTQQL\KI 
LA\DSI*Q*IGIPFAVALQNIK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

mi rtpn-H fl*» 

IIULlCU^tlUC 

sequence 

SEQ ID 
NO: of 
pc|)uuc 

sequence 

Me 
tho 

inUSSN 

09/770 lfift 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for Inst 
amino acid of 
peptide 
sequence 

Amino acid seqiiuee ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 

1617 

7114 

A 

1740 

1 

191 

MQK* ITA WAPAPMKIKHASPERKYS 

VWIGGSIWPQLST/FQQMWISKQEY 

DESGPSIVHRKCF 

1618 

7115 

A 

1741 

1 

360 

SGACPAFLVDRNLRHHETTFNLIMK 

CDVDIRKDLYANTVLSGG\TTMYPG 

IADRMQKEITAL/APPSTLRFRFIAPP/ 

ERRKYSVWIGG\SILASLSTFQQ\MC 

LGKQEYDESGPSIWQRKCF 

1619 

7116 

A 

1742 

13 

1277 

INPPPLSRRCQLSHSVLPPLRRRVSL 
PVAMEEEIAALVIDNGSGMCKAGF 
AGDDAPRAVFPSIVGRPRHQGVMV 
GHGPRTDSYVGDEA/QRSKRGILTL 
KYPIEHGIVTNWDDME\KIWHHTFY 
. NELRV\APEKHPVL\LTEAPLNPKAN 
REKMTQ/ILCFETFNTPGHVPWPIQA 
VLSL*SLWAQPIG1VMDSGVDGVTH 
TV\PILRGATTLLHAI\LRLGPGLARD 
LTDYLMKILT\ERGYSFTTHGPSGKT 
FRNIKGEACATSPLDFEQ\EMGT\AA 
SSSSLEKSYELPDGQVITIGNERFRC 
PEALFQPSFLGMESCGIHETTFNS1M 
KCDVDIRKDLYANTNALSGGTTMDP 
G\IADKIAEGRSTALAAPAP*KIR\IIA 
PP\ERK\YSVWIGGSILASLSTFPARF 
WI\SKQE\YDESGPSI\VHRKCF 

1620 

7117 

A 

1745 

644 

844 

ELSPTTFMPFSEGAEHLYLPPGQPG* 
GSESPGGCPA/PPYPSPYSAPPATPEP 
IEKSQPNPIRHRFPP 

1621 

7118 

A 

1746 

2 

271 


1622 

7119 

A 

1747 

83 

420 

DSSNPSCQSPTQLSKANTLGWHVV 

CELALPDPQSSGTSASRGGLE*THLL 

VA*ALEPIVL*SGAGLPGKL\GPVRP 

LG*AAVGPGAESLLPSVRSGSSLPQ 

RREGLSPDGPLP 

1623 

7120 

A 

1748 

154 

1030 

SDISQAQLSCTGPPAIPGIPGIPGTPG 

PDGQPG\TPGIKGEKGLPG\LAGDHG 

EF\GEKGDPGIPG\N\PGKKFG PKGP 

MGPKGGPGAPGTPGP\KGDSGDYK 

ATQKIAFSATRTINVP/LLRRSQ1MRF 

RPRCITNMNT\NYE\PRSGKFTLQGC 

PGLY*FNLSTPVSRGNLCVN\LMRG 

RERAQKV\VTFCGLMAY\NTFQ\VTT 

GGHGSSAEE/GPQKEGGGGKRKPFF 

LQATDKN\SLTGAWEGANS\IFSGFL 

AFFQIWEGLTCGLASHPTPAPPARN 

AHYTPNNNHMTKPNAHNRDW 

1624 

7121 

A 

1749 

3 

607 

FCPRGQEFGEGNKLLSPRRPWVISQ 
RRTKATIATSLWGKWKCGKNAGKE 
ETPGKGSLVVL/HPWTPRGSFEQLW 
QTCPSALCPSMGNPQSQGTMAKKV 
LTSLGRCP* STLD\DLKGHLLPKPEV 
NLHLLTSLHVGS*RTFKLPGEMLLV 
T/LFWAIPFSAKEFHPLK VAG FPGQK 
DG*LGVGQCPCSFQIPLKPLGP*IQ\S 
FQG 

1625 

7122 

A 

1750 

2 

585 

AAAAPAGGNPEQRLDYERAAALGG 
PDGRAWGGRSPLPPPAP*AQGAPGP 
RWPPPRAGSPAPSPAGCGGGKGGG 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SCQ ID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SH^DNOi 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


qu^nH^l 


PCT/US01/08656 


Amino acta sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


LVTPGRGGPRAAGREL/RAVRCPCP 

VRPRPPSKPALGGSLPQPEPAAAPG 

PSIR/PVLPIQTGS\PWRRPKSLRPVL 

GTRVGRTPPLPPP/PDPAGPPPLPLPG 

P\HPSRPPPPTGPWRPARADGRV 


1626 


7123 


1751 


25 


1295 


KLCATKDLSYLAAAASPTAFAYLG 

GLFSPKLPVTMAHRFPALTP\EQKK 

ELSEIAQSIVANGKGUAAADESVGT 

MGNRLQRIKV\ENT\EENRRQFR\EIL 

FLLWDSSIQPGGIGGC*FLFPRR/YPL 

TQKGTARGKLFPGNIPSREKGDSW 

VGNQV*DQGRLFLFCREPNKGNHH 

FKGLDGLF\ERFVQYKKDGVDFGK 

WRAVLRIADS\CPSSLAIHENANAL 

ARYASICQQNGLVPIVEPQVIPDGD 

HDLEHCQYVTEKVLAAVYKALND 

HHVYLEGTLLKPNMVTAGHACTK 

KYTPEQVGYGSP*QALHRTGPAAV 

PGMCFLSGGMSEEDATLNLNAYQTF 

A/TSTKSPWKLSFSYG\RGLQAQCTG 

LPWGGKAANKGGNPRTAFMKRAH 

GLTCQAAQRDSMFTRVLLGAASHP 

SRLLHKPCLYPT 


1627 


7124 


1752 


1S6 


1FSRDGA\HRVTQDGLDLLTS*SARL 
SLPKCSDYSREPPRPAQTPILIRHFIH 
NSKHEKTME 


1628 


7125 


1754 


74 


595 


RGGQGLLSTSLWGK\VNVE\DAGGE 

TPGKGSLVVYPMGPQRFFDSFG\NL 

SSASAIHGQTPKVKXAHGKKGADFP 

WDDAIKHUDDLKGHLLPKPEVNLH 

C*QACNVGSLRTFKLPGENVAGLT 

VFGNPIFGKRISPLKVAGFPGQKDG* 

LGVGQCPCSFQI\PLKPLGP*IQ\SFQ 

G 


1629 


7126 


1755 


21 


457 


NPRVRGALTMELSESVQKGFQMLA 
DPRSFDSNAFTLLLRAAFQSLLDAQ 
ADEAVL\DNKNSLEILLGSIGRSLPHI 
TDVSWRLEYQIKTNQLHRMYRPAY 
LVTLSVQNTDSPSYPEISSSCSMEQL 
QDLGGKLKDASKSLGKSTQL 


1630 
1631 


7127 


A 1756 


455 


7128 


1757 


468 


1632 


7129 


1758 


50 


895 


THASDGALTMELSESVQKGFQMLA 

DPRSFDSNAFTLLLRAAFQSLLDAQ 

AD\EAVLDHP\DLKHIDP\VVLKHC\ 

HAAA\ATYILEAGKHRA\DKSTL\ST 

YL\EDCKILTEKRIELFFAREYQ\NNK 

\NSLEI\LLGKY*GRSLPSYNRVFSW 

ALWIIQVKDQSTFHRM\YRP\AYLG 

DLKVVQNTGIPPSNYPRELVFSCQPW 

NQL\QDL\VGETLKDASKKPWKRAT 

S V VTLG K VNRSPPSSRRKTQKPPLP 

FSWNHRLCRAGCPFSVEKNFSLLNL 

YPFIHFGHFKNV 


1633 


7130 


1759 


470 


737 


RKSFFLAQTVLKWCCEKMSSPGKK 
LFPGEIWGVKGNKNKLWPLPDPSIR 
HRFERVPSHKRPLPGWVRWLTPIIPS 
TLGGQSAVDHLRSGVRDQPGQHGE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucteo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SamDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







TPSVLKI*KLAGRGGRQL*SQLFGRL 
RQENCLNTGG\RGCSEPRSHHCTPA 
WATE*NSWDYSCLPPRPANFYIFST 
DGVSPCWPGWSRTPDLK. 

1634 

7131 

A 

1760 

1 

297 


1635 

7132 

A 

1761 

1 

162 


1636 

7133 

A 

1762 

54 

504 

YTAIMSIMSYNGGAVMAMKGKNC 

VAIAADRRFGIQAQMVTTDFQKIFP 

MGDRLYIGLAGLATDVQTVAQRLK 

FRLNLYELKEGRQIKPYTLMSMVA 

NLLYEK/RDPDHLFETISQAMLNAV 

DRDAVSGMGVIVHIIEKDKITTRTL 

KARMD 

1637 

7134 

A 

1763 

51 

748 

YTAIMSIMSYNGGAVMAM\KGKNC 

VAIAADRRFGIQ\ARLLTTNFQKIFP 

MGDRLYIGLGPASPLDVQTS/VAQR 

LQVSGLNL Y* V*REG\RQIQTFITLM 

EAWLANLFVMRKRRGPLLTLRPVH 

LPGLGPERPFKALSIC/SL*DLIRVGP 

MGDLNDFCGSSGNLAPNQMLRECV 

ESLWGGPTWVPDSTVLKTIFPRPWL 

NAVGPGWQCSGMGSSLFHIIEKDKI 

TRRTLKARMD 

1638 

7135 

A 

1764 

433 

851 

KPQPFILCSKYNQMILLHLRAPGHA 
DASTQKQQLWL*NLLTSLGQRLFN\ 
FFETESHSVT*L/QCSGM1SAYCN\IC 
LPDSSNPPTSASRVAGTAKRQHHTQ 
LIFCIF/VVQTGFCHVGPGLGFTEAR 
AIHPPWV\PKVLGLQV 

1639 

7136 

A 

1765 

213 

617 

KRFLV*KVASVLKGLHAI\VVSDRD 

GSTLLLKWANDNAPEHAF/RGPGFL 

\STFALATDQGKQTWDFSKNKSI\IC 

LLLTPYQGGFNFNSFYLWVGEFS*A 

QAGSAQLQGLICSA*EKGTWFPLF* 

RN*GQVVEVSLI 

1640 

7137 

A 

1766 

2 

140 


1641 

7138 

A 

1767 

157 

371 


1642 

7139 

A 

1768 

3 

135 


1643 

7140 

A 

1769 

1 

1431 

MHKAGLLGLCARAWNSVRMASSG 

MTRRDPLANKVALVTASTDGIGFAI 

ARRLAQDGAHVWSSRKQQNVDQ 

AVATLQGEGLSVTGTVCHVGKAED 

RERLVATAVKLHGGIDILVSNAAVN 

PFFGSIMDVTEEVWDKTLDINVKAP 

ALMTKAVVPEMEKRGGGSVVIVSSI 

AAFSPSPGFSPYNVSKTALLGLNNT 

LAIELAPRNIRVNCyLAPGLIKTSFSR 

M\LGEPEDCAGIVSFLCSEDASYITG 

ETVVNLSVMFTGGGVCRAASWKE 

GGTGTPRTPRESPRQREPGETSSTDT 

QENKVWNGLPANPQRPAAEGPVRR 

KTNKQKGIASTSAKDSINIRTGKDIH 

TKTPSIGHQHQRPKVDKTTKMERN 

QSKKAETSRNQNVSSLPKEYKSSPA 

REQNWMENKFDDLTDVSFRRSVIT 

NYTQLKEHVLTHCKEAKNLDKML 

NEWLTRMKNLEKSLNDLMELITTV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 

9C(f UCIHC 

SEQ ID 
NO: of 
peptide 

Me 
tho 
d 

SSPIbNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenfe ( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







QELHEGYTSFNS 

1644 

7141 

A 

1770 

53 

582 

RKETVSVSPQQSRHLIGVRSPKGLS 

EVALAGLIHAQGAATSVHCARAGK 

SVRLASSGMTRRDPLTNKVALVTA 

STD*ALHRLSLDLTTTQARQGLFSR 

SA\ALAQIAGATSQGPT/CQ*GKTQT 

SQAPFLYWLPVDYQAAKPYGGIDIL 

SSKAVVNPLFEA*RVSPEEARDLTL 

DUG 

1645 

7142 

A 

1771 

44 

1059 

AMHKTGLLGLCARAWNSVRMASS 

GMTRRDPLANKVALVTASTDGIGF 

AIARRLAQDGAHVVVSSRKQQNVD 

Q\AVATL\QGEGLSVTGTVCHVGKA 

EDRGAAWWPPAVKLHGGIDILVSN 

AAVNPFFGSIMDVTEEV\WDKTLDI\ 

NVKGPKP*MTKAVVPEMEKRGGGS 

WVIGLS1AAPSPSPGFSLYNVSKPAL 

LGLAQT\LPIEL\APRNIRV\NCLAPG\ 

LIKTSF\SRML\WMDKEKEESMKE\T 

LRIKKV*ASPEDCAG\IVSFLCSEDAS 

LHSLGKTVWGGGTPVPASEGTGK 

TAQRPKVGLLSFLVLFPAIQPNWPF 

PTSCSTLLFHPHSNQFLPL 

1646 

7143 

C 

1772 

1 

174 

MWIFIFNKYYQHVKSPTMSRTGKS 

ATCDGCGMAAHCSRCWGLSWGLG 

EALSYSKNVS* 

1647 

7144 

A 

1773 

154 

765 

RAGLEELTAAVMVRLLNCIVAVSQ 

NMGIGKNGDLPWPPLKNEFIYFQR 

MTTTSSVEGKQNLVIMG\KKTW\FSI 

PE/RRNRPFKG*EFNLVLSRELQGNL 

PQGA\HFLFQKF*D/AMPLKLTEQPE 

LANKVDMVWMVGGSSWYKEAMN 

HLGHLKLFVTRIMQDFESDTFFSEID 

LEKYKLLPEYPGILSDVQEGKHIKY 

KFEVCEKDD 

1648 

7145 

A 

1774 

1 

676 

DRPNSGRPRAALAAGSTFPVLACSS 

AMAPKGSSKQQSEEDLLLQDFSRN 

LSAKSSALFFGN\AFIVFAIPIW\LYW 

RIWHMDLFKSAVLYSVMT*LSTYL 

VAFA\YKNVKFVLKHKV\AQKEGK 

DAVSK\EVTRKLFWKLDY*ERCSRE 

GRKD\ERILWK\KNEV\ADYEATNIF 

PIFYNNTLF\LV\LVIVASFF\ILKNFQ 

PHSVSFSRNYILSISG\SSGLIALLFTG 

SK 

1649 

7146 

A 

1775 

99 

362 


1650 

7147 

A 

1776 

3 

403 


1651 

7148 

A 

1777 

184 

360 


1652 

7149 

A 

1778 

1 

885 

EFGTRWDFSMAVFADLDLRAGSDL 

KALRGLV\ET\AAHLGYSVVAINHIV 

DFKEKKQEIEKPVAVSELFTTLPIVQ 

GKSRPIKILTRLTIIVSDPXSHCNGFER 

QLLRGARLYDVVAVF\PKGQEKSLF 

HIA\CTHLGCGDLV\CIT\VTEETT1FT 

SKRPPINVAIDRGLAFDLALIPLLSR 

TPTMRKVYNFPSAPPILMPNLAKGK 

N VN Y YLGG WQERAFREIR\GP\YD V 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^JD NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 







GKS*ACLFGPF*K*TPRVRVST\NCR 
AA\LLHGETRKTAFGIISTVKKPRP\S 
EGDEDCLPASKKAKCEG 

1653 

7150 

A 

1779 

175 

534 

DCSLPSVCHFPHLPSPTHPPTHPPWG 
/CPSGGPEGLPIT*RHQVGSCPTAPPP 
VPAPSRQSDCGAVHSQDENTVNALI 
GGFLVLLHIMCNVVALTFYATIYED 
LCCTCNKYIEKAHTSVW 

1654 

7151 

A 

1780 

190 

390 

TKRGAGEGNSKVVLGLQVGCGSQR 
GNHQGMFTWA/CCGKDSGGACSCL 
GV*CSWGQKSIRVSLLWGF 

1655 

7152 

A 

1781 

805 

1325 

ASKLEGSPCGKG G VGLGGCFPKRPE 

PRNHPHFVLWYLPLPQTRLEPKPLP 

PQLPSVG*\KGPGPSFGLSLTAGPLP 

LQERLVPTQLLPVGKPGPGPFPACA 

TSSGKPKLKRPLCAKSTMP*THPPT 

VP\KPPGQEAVENQAPMASEFPPSSP 

SVSGDLKPWGFRSFLCQGGAWS 

1656 

7153 

A 

1782 

1016 

1560 

KDPELQASHFPCFSYCTPPAHFASLL 

DFAFSDPHLLGFLSSFLERSSI/CGKT 

DLSKTFSLD* SFGLNFSRLRESSYRP 

FGVQDAID*HPPAMFFSASQTLQGP 

SCGVPICAFIPAVPSTFQLPMFLWVR 

FLSLPSFSFPNPPVSSGPSLFPHTPFL 

TTP/LPHG*LFPSAPPALHHATHFRT 

1657 

7154 

C 

1783 

68 

223 

MSPSSVFFVXXXXXXXXXXXXXX 

XRASFIPFPLDLXXXXFFLSFQMKSI 

DF* 

1658 

7155 

A 

1784 

1373 

1651 

LSVLCHCVCVCVCV/CCD*KGLHSY 
LFPWTWKKIFFYLFK*NLLISSNHI*I 
NVKAYFVLYVN* ILKITKYMLLSTT 

1659 

7156 

A 

1785 

6 

140 


1660 

7157 

A 

1786 

223 

397 

QTPP*KSKQPFRTSS*DQVPSQP*\PPI 

PPINNPPIPPPFGEVYYFEPIILRKWV 

KGR 

1661 

7158 

A 

1787 

2287 

2854 


1662 

7159 

A 

1788 

1 

610 

SGRPFFFFLSGGARATAQLAESWRG 

GQHLQSSSPPPPPASPGGPSSSDQRS 

PCSNAKARW/NTSIYSLVADGTC*D 

TALVGNKDP\PSIWAAIPGKTFLNIT 

PAEVGVLWGKDWVKLLSLNGLDT 

GGPRNYNLLVPGDFHWLAGWGN* 

TVDL\QLKSIGGSP\TFNVIVTMTAK 

TLGLLMGKEGIHGNFIDK*CYEMAS 

HLQRSQY 

1663 

7160 

A 

1789 

157 

610 

GYRKKQLRGDRRWA1HR1RITLTSR 

NVKSLEKWC A*L* *RRRKKEKNLK 

S*KGP\VRMPTKT\LRITTKKT\PCG*/ 

EGSKDRWDRFPD*GFHK\RLHLTLH 

SSFLRFV*GRFTSFSYLRPGFEVGSS 

PFADALSQISIHT1DDQLLKKKKKK 

KI 

1664 

7161 

A 

1790 

1367 

1582 

METRWESPPPDNFNIAPVTP*FCSNS 
D/CVLSVPDSSRLPRHFPPSHCTRKR 
PHLPTQQQPFRKCALQEKWFF 

1665 

7162 

A 

1791 

122 

344 

ALGPLPLFFPPSPLPVQKG*YSNQKL 
EGAGPGQGGFQPVFP*LGGTSNFP\P 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^PbNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 

connpnrp 

Nucleotide 
location of last 
codon for last 
amino acid of 

sequence 

Amino acia sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







FRKSPSQVQAH*PGSDEDPRPL*EDP 
RPL 

1666 

7163 

A 

1792 

656 

1068 

NQINFCLNGKYTYVCIDTLPLYMFN 

IHTLKHINTSVIISLEFA1*HKGQVEL 

HIKITYRSN*MWLGHNQRKN/LCPQ 

EGEEIPNEA*IFSIIKRQSWPGTVAH 

ACNLITLGG*DGRIS*DQVFKTSLINI 

VETPSLLKK 

1667 

7164 

A 

1793 

138 

396 


166S 

7165 

A 

1794 

143 

327 

CGVQLLPDRRRESRDIIVEL*AAVA 

AAGGNPDGKKGGGGWEAGQRKER 

KESEDPDAEPDCV 

1669 

7166 

A 

1795 

23 

483 

KAIVLLHIICTEVISIILFNDFIQDKRP 

CRLFTCCSLLRSASPVSSAANMPEL 

FSSTSSSTVSWSLSLSSSLSSCFLSFR 

FGNSSCMSFSSIIPFVRPEDWKRMLL 

AK*GPLMALMLCALFFSSSSRLKPL 

FMSTTILSLKYGGGVQDVGGWQ 

1670 

7167 

A 

1796 

429 

1394 

TISFEADIHMYKT*ETD*TIFLEPYD 

YLLQLPAGKQVRTQT/LSQAFN\HW\ 

LKVPEAKLTDYLFEVDRKLFGLMPS 

LLIVDDIEDNSKLPTWAFPVAHSIYGI 

PSVINSANYVYFLGLEKVLTLDHPD 

AAKLFTRQLLELHHGQGLDIYWRD 

NYTCPTE*EYKAMELQKTGGLFGLS 

KCLKHIVSDYQEYLKPLLNTLGLFF 

QIRDDYANLHSKEYSENKSFCEDLT 

EGKFSFPTIHA1WSRPESTQVQNILR 

QRTENIDIKKYCVHYLED\EGSFEYT - 

RNTLKELVEAKAYKQIDARGGEPLS 

LVA\LVKHLK*RCSKEGKWNNV 

1671 

7168 

A 

1797 

145 

172 

GGCLLESVDTSHGQSLL1SASLNTK 
HPTGMHSTCWFHVELCGKGLGSRH 
TLKQHQSAF*SMPA/PPAPCHIVP\QE 
PTS*VHPCWVFCVETG 

1672 

7169 

A 

1798 

197 

378 

VLMSVLPALGYPPRSMWLYVRGLN 
ADTP*PPSTTFPLALPPSSTWNQ/PS* 
VHPLLGVCVET 

1673 

7170 

A 

1799 

32 

377 

SSMPPTPGPSILSSLVPIPVSPFHPCPP 

VLYLWPAPI/Y*KLLPVPDLAHSPPS 

TPTLHVSHYPMVGITLTPVPLFFIPS 

NSLPNGGDPEPSSDQVEPVQPGLLS 

LPSSKGSGFCF 

1674 

7171 

A 

1800 

168 

224 


1675 

7172 

A 

1801 

224 

527 

CHQLRQELAIFTSFVILQLFSGHLDV 
YMQAWAQRPDKYEYDNK*FIEIKKI 
IQFTLISKRMK/YVGINLTR*VKDLH 
NENYKTLMKEIEEDTSEWKDISCSW 

1676 

7173 

A 

1802 

22 

430 

SPGCRRAESEKSQGSERGVGPSYRI 

WVGSGKLQSKGVVLWQAGAGVIR 

CSAGELLSQEKGFHKVMSSVKAGT 

SHLHFFCDSSVTSGHVDVYVQAWA 

QRPDRYSVHCSGDGCTKVSEITTKN 

LFM*PKTTCTPKTTE 

1677 

7174 

A 

1803 

386 

511 


1678 

7175 

A 

1804 

362 

439 


1679 

7176 

A 

1805 

776 

1376 

GAPWAFGGLPWVHGLAKEGVTAVI 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^ID NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for fast 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







AEHGLWNIGVHEGHGTLQLQHMH 

HYAVALRRHPFIQAQAQRGVLALG 

GGMGTRRE*VRARGQPRVHSNNCH 

TGQNRYTSVPSEGLWT*YLL*GPK 

MTQDAEQAGRDGGDDGGLALVGE 

ALLEAHRDAIEQALPWGLRQLSLTV 

SQIGGHTVGPFVHFPGLSHIGEEHGL 

RGQLSTV 

1680 

7177 

A 

1806 

420 

508 


1681 

7178 

A 

1807 

735 

841 


1682 

7179 

A 

1808 

796 

1123 

IQWICHNTISAPKNYLEISPHINNKQ 
F*KKI*KHFPFA*RT*SKKYLGINVO 

A A^A^A A** 1* A A « A AV A A JU\J111 V 

SLRSLYLEIYK/SLIKMIKN/DT* RYN 
PY**FGKINIVK*LYNPM*FRFNTVPI 
KMPIS 

1683 

7180 

A 

1809 

137 

303 


1684 

7181 

A 

1810 

122 

385 

YPALEHILKAOAIOSRCGCDSCLPPS 
APWDHPGPTTP\SPGRRAAADPWHL 
SPIDGREHLR*VPVLPVTPPSPTLGH 
WVTDPSPGVGG 

1685 

7182 

A 

1811 

77 

1181 

PLEKCYDLFSQNWSGFLPCFQEFQF 

QFKRILINRLKPDLEKSRKMGRK/R 

AEEYRQTFLTADV*RSPKKSRSPRE 

SPKKAKKLEVIIGKPQGSSSF*QRIR 

KRERTPATRA*SQ\KREKARRRSRSI 

DRGFERMR\SDVRNRLTSPSRSRDR 

KGDRRDRDREREKENERGRRRDRD 

YDKERGNEREKERERSRERSKEQRS 

RGEVEEKKHREDKDDRRHRDDKR 

DSKKEKKHSRSRSRERKHRSRSRSR 

NAGKRSRSRSKEKSSKHKNESKEKS 

NKRSRSGSOGRTDSVEKSKKREHSP 

SKEKSRKRSVASKERSHKRDHSDS 

KDQSDKHDRRRSPKYRTREPRKTSI 

KNKDETV*KYFVKCG SH*ILLND 

1686 

7183 

A 

1812 

1 

585 

PLKRSDGCNDGRPTRPPTRPDTTVF 

TSNLKQTRMVHLTPVEKNSAVTAL 

WGQA*TWMKVGGKALGK/RCWW 

LPWDPKRSFEVLWGNLSQLP\DAVN 

GANP*R*KASMAKEKVLGCPLVNG 

PWLT/HWTTLKGHPLPHTEVSLHCD 

A TT X-i 1/11 VT 1 1 A-/1 >.VJ A IX i—tl All 1— « V Uljl X\~*U 

K\LHRGSLKNFRAPGATVLGLCCLA 
HSLLAKEFNPNKLQGLPIQEKLVGW 
VVG 

1687 

7184 

A 

1813 

505 

671 

QKNKVYFFFETYEIYWPGTVAHAC 
NPSTLGS*G/GWIT*AQEFETSLANM 
LKPCLC 

1688 

7185 

B 

1814 

277 

480 

GTGHFYGRTPSDTNCQEQYTHRKL 
CQIKSKADLVLMKNSKSLTRVIRNI 
LAPQDQNHQQNPLNSQFLQ* 

1689 

7186 

A 

1815 

32 

1386 

VLLGPKAERTNSRRNYQRRDYFSA 

PRSITSNQSAKSSSSRGVYSAYQAP 

DIHECCHFRSASFFLDKMATPAVPV 

SAPPATPTPVPAAVPASAPASVPAPT 

PAPAAAPVPAAAPASSSDPAAASAT 

TAAPGQTPUSAQAPAQTPAPALPG 

PALPGPFPGGRVVNRLHPWILASIVD 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SB^DNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


qi^^e^l 


PCT/US01/08656 


Amino acid sequeflFe ( X=Unknown;^*=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 


\SYERRNEGACPS*SGTLFGKLVDK\ 

HSVE\VTN\CFSVPHNESEDEV\AVD 

MEFAK\NMYETGIKKVS\PNKLILG\ 

WYATGHD1TEHSVLMHEYYSREAP 

NPIHLTV\DTSLPGTGRMSIKA\YVST 

\LMGIPLGRT/LWGVMFTPLTV\KY\ 

AYYDTERIRRLTLIMK\TCF*PPTRVI 

WTSQVDLQQEGGGIQLRNPGMPLS 

TSVANMPEGCTCLGKVSADNTIRK 

VGHFLMSL\VN\QVPENRKPMTFET 

MLNSNINDLF\MVTYLANLTQSR\IA 

LNEELVNL 


1690 


7187 


1816 


273 


748 


VIQNLFNKMDVGTGQVRVVHACNP 

RHFRRLRQEPRSGVQDQPDQHGET 

PSLLKIQKLARR/GGWHL*SQLLRR 

LKQENRLNPGGGGCSEPRSHHCTPV 

*VTQ*DSVPPAPRKKKMYVVLTKK 

FHIWHISFTLPNIIKRSDSLRNRKVT 

NFSCYCSKVS 


1691 


7188 


1817 


406 


LCQLETYPPISQCTASDFPGPVTAS 

WAIQEAARSGQAKAGA/GSATLS/M 

AYAGARFVFSLVDAMNGKEGVVE 

CSFVKSQETECTYFSTPLLLGKKGIE 

KNLGIGKVSSFEEKMISDAIPELKAS 

IKKGEDFVKTLK 


1692 


7189 


1818 


1222 


FRQRAGAGQCGGRWSHFRVTSSCA 

CYVDAPPAPAMLSALARAVPSACS/ 

LARSFSTSAXQNNAKVAVLGASGGl 

GQPLSLLLKNSPLVSRLTLYDIAHTP 

\GSGPQDLS\HIETKSRC*KAYLGTW 

NSLP\DCL\KGL*WW*VIPAGVPTKP 

GMDRD\DLF1TNATIVGTLTAACAQ 

HCPEAMICVI\ANPVNST/ISPITSKK 

VFKKAWGQHPQKKSSGVTTLNIVR 

AKTFVAELKGLDPAGVNVPIYTGGH 

AGKTIIPLISQVHAYDPVRGFECTPK 

VDFP\QDQL\AALTG\RIQE\AGTEVV 

KAKAGA\GSATLSQCRNAGA\RFVF 

SXLVDANELEKERCLWECSLPLSPQE 

TECTYFS\TPLL\LGKKGIEKKKAKT\ 

LGIGKSL\PFEEK\MISDAIPELKA\SI 

KKGEDFVKTLK 


1693 


7190 


1819 


876 


1124 


MALGLRQRGIVSLAASITGPCPMSP 
APSHPGTQVLLPTKRHPQVCLSHTC 
VEMRQVTKRLSAFKVRNKPDTRFY 
SALLCSTE* 


1694 


7191 


1821 


103 


483 


1695 


7192 


B 


1822 


798 


MAFLDNPTIILAH1RQSHVTSDDTG 

MCEMVLIDHDVDLEKIHPPSMPGDS 

GSEIQGSNGETQGYVYAQSVDITSS 

WDFGIRRRSNTESPKEPEQLRNLFIG 

GLSFETTNESKRSHCEQWGTLPDCV 

VMKDSNTKRSGGFGFVTYATVEEV 

DAAMNARPHKRRKKYPLLGKNTN 

DKQLDLGPEKGRKHALNCHRMKP 

ALFSVLCEIKEKTGGATQAFAKENN 

QKAYKETYGVSH1TRHDMLQ1PKL 

AQNEKSQVPS1RS1QRLKII* 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SETJTFNO: 
in USSN 
09/770,1«0 


PCIYUS01/08656 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


1696 


7193 


1823 


545 


1697 


7194 


1824 


440 


VYLHLHSSQDRLLPMTVVTMASAR 

VQDLIGLICWQYTSEGRKPKLNDN 

VSAYCLH1AEDDGEWTHDFTTLDS 

NEPIHKFGFSTLALVEKYSSPGLTSK 

ESLFVR\INAAHGFS\LIQVD\TQKVT 

MKEILLKAVKRRKGSQKVSGACD 


1698 


7195 


1825 


293 


2142 


GNWPTERMAFLDNPTIILAHIRQSH 

VTSDDTGMCEMVL1DHDVDLEKIH 

PPSMPGDSGSE1QGSNGETQGYVYA 

QSVD1TSSWDFGIRRRSNTAQRLER 

LRKERQNQIKCKNIQWKNERNSKQS 

AQELKSLF*KKNLSKEKPPISG\KQSI 

LSVRLEQCPLQLNNPFNEYSKFDGK 

GHVGTTATKKMDVYLPLHSSQDRL 

LPMTVATMASARVQDLIGLIC*QYT 

SEG REPKLKDN VSDYCLHIAEDDGE 

VDTDFPPLDSNEPIHKFGFSTLALVE 

KNSSPGLTSKESLFVRTNAAHGFSLI 

QVDNTKVTMKD1LLKAVKRKKGFQ 

NVSGPQYRLEKHSEPNVPADLDSTL 

ESHSAREFCLVRENSSRADGVFEED 

SQID1ATVQDMLSTLHYKSFPVSMI 

HRLRFTTDVQLGISGDKVEIDPVTN 

QKASTKFWIKQKPISIDSDLLCACDL 

AEEKSPS\HALF*LTYL\SNHDYKHS 

TFESDAATANEIVLKVNY1L\ESRAS 

TAR\ADYFAQKQRKLEQTVRAFSFQ 

KEKEIPGSIEQLAFQPQILVPVASEP 

ACPGPSALRSPPGVLKSFGGEAHPL 

GPLGTGAGGLFGEGVGGPLRREAA 

GDIAMGRKFALAMGF 


1699 


7196 


1826 


436 


917 


RLSSKLLHGAYQCFKAKIENYLLSW 

LNRKFRISFKKEKFSKAVCLKNDIW 

LGTVARDCNPNTVRLKWEDHLSPG 

1*DQPGKQ*DL/PSLQKNKKLPRHGG 

\HTLWSQLLGRLRWENHLSLGDQG 

CIEVSSRHCTRA WVTEQDPI* KQLG 

PQGVYHHAWVIFCFFVEMQVSLFS 

RLVSNSWAQVILPLQPHSVGIAVTS 

HCTQPYVIL 


1700 


7197 


1827 


46 


573 


SQTPMGHFTEEDVKATIT\SLWGK\V 

NVE\DAGGE\TPGKGSLVVYP\WT\Q 

RFFD\SFGNLSSASA1HGQTPKVKAH 

G\KKVLTFLGTMPTKHLVDDLKGHL 

LPKPEVNCTFDKLACGILEELSSFLG 

KMLLG*PVFGNPIFGKRISPLEGARF 

FLGRKMGDLELASALVPSRLPLKPL 

GP 


1701 


7198 


1828 


388 


1702 


7199 


1829 


75 


520 


TPERGSAYPRPLLCGAPPGEATVIM 

SDQEAKPSTEDLGDKKEGEYIKLKV 

IGSGF\SE1HFKVKMTT\HLKKL\*ES 

YCQRQG\VPM\NSLRFLF\EGQRIAD\ 

NHTSNKNWGM\EEEDVD*SFFREQT 

GGSFQQFRIFFLFFFFSLKSFFIF 


1703 


7200 


B 


1830 


78 


236 


MSYIPGQPVTAVVQRVEIHKLRQGE 
NLILGFSIGGGIDQDPSQNPFSEDKT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^ID NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







DK* 

1704 

7201 

A 

1831 

67 

587 

IRVEMSYIPGQPGTAVVQRGEIHKL 

RQGENLILGFSIGGGIDQDPSQNPFS 

EDKTDKGIYVTRVSEGGPAEIAGLQ 

IG\DK1MQVNGW\D\MTMVTHDQ\A 

RKRL\TKR\SEEW\RLLG*RGSRMQ 

K\AVQQSMLFLRQPPPSCDSCLPPLC 

TVTPLPHSGPHLASADRWAPASEGL 

1705 

7202 

A 

1832 

3 

420 

HSLSGTSEVINKLLVQTPMGHFTEE 

DKATI\TSLWGK\VNVE\DAGGETLG 

RLLVVYPWTQRRFDSFGNLSSASAI 

VMGNP\KVKAHGKKVLTFLGEMPLK 

HLADDLQG APF AQ A* SELALVDKPA 

MWDP*GTSKLLGEMLLG 

1706 

7203 

A 

1833 

3092 

3227 

ERQ/WPGTVAHACNPSTLGG*GGG 
AGIT*GQEFKTSLANTVNPSLL 

1707 

7204 

A 

1836 

3 

1088 

SMAAVAAESACICRWRRSCSTGQF 

EELLRLKAKSLLVVHFWAPWAPQ\ 

CAQMNEV\MAELAKELP\QVSFVKL 

EAEGVPEVSEKYEISSVPTFLNFFKNS 

QKIVDRLGWVHMPQELTKKVQADM 

HLSGLLPTQALMEHL*RKILQPFGL 

EGNLTSWLAPLAWLFYWKGELPSK 

EPR\CGFSK\QMVEILHKHNIQASSF 

DIFS\DEEVRQGLKAYSSWPTYPQL\ 

YGSGELIGGLDIIKELEASEELDTICP 

KAPKLEERLKVLYTNKASVMLFMK 

GN\KQEAK\CGFSKPNSGKYLNSTW 

C*NLETFRIILEDERKFGQGLKSLTP 

NW\PNIPLSLYVKGE\LVGGLDIVKE\ 

LKRKLGEFAAL*LRGEN 

1708 

7205 

A 

1837 

3 

703 

VEFFSSQRAELYATPLTPAPGPNGGI 

PGWTLWLALPRPGNLRKGPGPLSL 

QEVDEQPQHPLHVTYAGAAV/DDE 

LGKVLTPTQVKNRPT\SISWDGLD/S . 

KGPCLYTLVLT\DPDAPKQGKDP\KY 

REVWHHFLGWSTLKGQMTSATGTV 

LS\DYVGLGGLPKGTGLHR\YVWLV 

\YEQ\DRPLK\CDEPHPSATRS\GDHR 

GKIQRWASLPVKK**SSRAPGGWAP 

CYPQPEVGMNQCAPKL 

1709 

7206 

A 

1838 

717 

1390 

ASTTTSSVHCARTYMGSVYNTPAR 

VRLRVGWRAADQLLLAASSTSAAI 

VSTRALECAKMQNAEAADATLVFI 

GYVVPALATLYAAGATLPRSAGKD 

TPPGTGDHGPAGALGTQAAGGHRV 

HAVWALDATLSDPAGAHGHHLAR 

EARGCTLPGGYCTL*RISPNSWPSPA 

AL* HHFSTAT*TRASPASSNG* *KSC 

PAG/APALLPGPHGGAAGAGVGGP 

ALLGET 

1710 

7207 

A 

1839 

1 

310 

RTSPHSPRNILLLS/EPENADSLMLV 
DFEYSSYNYRGFDIGNHFCEWVYD 
YTHEEWPFYKARPTDYPTQEQQLH 
FIRHYLAEAKKGETLSQEEQRKLEE 
DLLCM 

1711 

7208 

A 

1840 

3 

375 

HYLAEAKKGETLSQEEQRKLEEDL 
LEMYSLKDEMGNLRKLLESTPSPV 


WO 01/79449 


SCQ ID 
NO: or 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SlL^R) HO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iu^^l^> 


PCTYUS01/08656 


Amino acid sequelWS ( A=Un known; *=Stop 
codon; /=possible nucleotide deletion; V=possibIe 
nucleotide insertion) 


VFCHNDIHSSS*LHPPTPWISPGASR 
AGPWREEQRAEGPGDWAEPPSETE 
VQETGLFLSLSRSPWLAGQSPVLCM 


1712 


7209 


1841 


94 


429 


1713 


7210 


B 


1842 


96 


979 


XVGEEPREVLLRLYGAILQGVDSLV 

LESVMFAILAERSLGPQLYGVFPEG 

RLEQYIPVRAQSYPLLPKAPPPPNPT 

PVPNVCLHIPHPNPITTLIASWVQSR 

PLKTQELREPVLSAAIATKMAQFHG 

MEMPFTKEPHWLFGTMER* 


1714 


7211 


1843 


1463 


PEKPRPAGRGAERGRKEPSPSEGSG 

AHPGLGPGRARAMAAEATAVAGS 

GAVGRCLAKNGLQQSKCPDTTPKR 

RRASSLSRDAERRAYQWCREYLGG 

AWRRVQTEELKVYPVSGGLSNLLF 

RCSLPDHLPSVGEEPREVLLRLYGAI 

LQGLDSLVLESVMFAILAERSLGPQ 

LYGVFPEGRLEQY/IPTSWVQSRPLK 

TQELREPVLS/SQAIATKMAQFHGM 

EMPFTKEPHWLFG\TMSRTLKQ1QD 

RPPTGLPEMKLRGNVRLKDE\MGN 

LRKLLESTPSPWFCHNDIQEGNILL 

LSEPENADSLMLVDFXEYSSYNYRG 

FD\IGNHF\CEW\VYDLYSSEE/WPFH 

KKAGPPSPSPHQRQQVHFIRQLPLA 

RGK*KVESLPPRRSQKKNWKE\DLL 

VRKSSRVMFWQSHFLWG\LWS\ILQ\ 

ASMSTA1EFGYLDLCPSLRFQVFLLPS 

KKGQA*PSVHSCILDSTLPLLGFLLE 

PPGQGPWRGGTTSRRPWRLG 


1715 


7212 


1844 


143 


762 


CRQERAVAPARRAMERIPSAQPPTV 

CLPKAPGLEHGDLPGMYPALMYQ 

MYKSRRGLKRSEDSKETYELPHRLI 

EKKRRDRINECIAQLKDLLPEHLKL 

TTLGHLEKAVVLELTLKHVKALTN 

LIDQQQLFKMH YA *LLI VF*L/SSFPV 

FILVLSRCLYL*SCYKYILYKYIKKE 

NVSDVYLYNYLIHTVRKNECIPVFE 

EKNNFFFL 


1716 


7213 


1845 


203 


1507 


1717 


7214 


1846 


628 


1061 


CRQERAVAPARRAMERIPSAQPPPA 

CLPKAPGLEHGDLPGMYPAHMYQ 

VYKSRRGIKRSEDSKETYKLPHRLIE 

KKVRRDRTNECIAQLKDLLPEHLKL 

TTLGHLEKAVWFELTFEH/V*KALT 

NLNLSSSRQKIIALNQSGLQAGELSG 

RNVETGQEMFCSGFQTCAREVLQY 

LA\KHENTRDLKVFASLSTHL\HRV 

VSELL\QGGTSRKPSDPASKVMDFR 

EKPSSPAKGSE\GPRKNCVPVIQRTF 

AHSSGEQSGSDTDTDSGYGGESEK 

GDLRSEQPCFKSDHGRRFTMGERIG 

AIKQESEEPPTKKNRMQLWDD\EGP 

FQLASDLNQLPPFPGPTPQHQPPFCL 

PFYLIPPSS/ATAYLPMLEKC\WYPTS 

VPVLYPGLNASAAALSSFMNPDKIS 

APLLMPQRLPSPLPAHPSVDSSVLL 

QALKP1PPLNLETKD 

AHRKSLYLCEACFPRSRASQETSGL 


WO 01/79449 


SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SE^TONO: 
in USSN 
09/770,160 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


lu^^e^J 


PCT/US01/08656 


Amino acm sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


KEENWRLGRKTSKCRPGLSKKLGC 
ERKDRDCSG/CRKDEQQGPWEAPQ 
AARHSQKSRNARGRPFLEGGPGTE 
NR* QSFPPKNSREQGFNDPVGPQSV 
EPLEQPLFPWEWQWPALAQPREL 


1718 


7215 


1848 


88 


953 


FQAPQLCYDSAFMISSVPSPHILRVC 

EFPCFHAHLRVCEFPCFHAHLCVCE 

FPCFHAHLCVCEFPCFHAHLCVCEF 

PCFUAHLRVSASVNFRFHAHLCVCE 

FPCFHAHLRVCEFPCFHAHLPVSVN 

FCFHIHLCVCEFSCFHAHLRVCEFPC 

FHAHLCVSANFRVFTPTCASVNFRV 

FTPTCVCEFPCFHAHLRVSASVCEFP 

CFHAHLQVYEFPCFHAHLRVCEFPC 

FHAHLRVCEFPCFHAHLCVCEFPCF 

HAHLCVCEFPCFHAHLCVCEFPCFH 

AHLRVSASVNFRFHAHLCVCEFPCF 

HAHLRVCEFPCFHAHLPVSVNFCFH 

IHLCVCEFSCFHAHLRVCEFPCFHA 

HLCVSAN/CPCFHTHLCVCEFPCFHT 

HLCL*ISVFSRPPASVCECL/CN/CPC 

FHAHLQ/CL*ISVFSCPPAGL*ISVFS 

CPPACL*ISVFSCPPVCL*ISVFSCPP 

ACVCEFLCFHAHLCVCDFPCFHAH 

QSATVLV 


1719 


7216 


1849 


254 


1720 


7217 


1850 


308 


1721 


7218 


1851 


380 


IPTPLIGNFGPRGPRIRHERPQKRDD 

RREPSSFGKRRQ*DGTLLC\RRCGS\ 

KAWHLQKSTCGKCGYPAKRKRKY 

NWSAKAKRRNTTGTGRMRHLKIVX 

YRRFRAWDFREGTTPKPK*GSLLQH 

SSSS 


1722 


7219 


1852 


41 


544 


APSPRRPWGHFTEED\KATI\TSLWG 

K\VNVE\DAGGE\TPGKGSLWYP\W 

TQRFFDSFGNLSSAF\AHHGQTPKV 

KAHGK\KVLT\SLGDAIK\HLDDLKG 

TFAQA*VNLHL*QSCNVDP\ENFQA 

PGEMLLVTR/VLAIHF\GK\EFTPGGC 

KASWAEDG*LAVGQWPCSSRYH 


1723 


7220 


1853 


145 


705 


SWRNRTVSNGSAVSASSVHLCFAE 

CKALCGERILTDGSDVSRPTIAAGG 

CNGTVKYLL*QEV\LKTAPLI\HDGP 

SHVGIPRSCPKPLDKRQAH\LCVLAS 

\NCDEPTMYVKLVEAL\CAEHQNQP 

*LRVD\DNKKLG\EWG*GLLLKFDR 

GGGKPRKSWLG\CSCFS*FKDY\GK 

ESQAKDVIV\EYFKCKK 


1724 


7221 


1854 


110 


776 


SLASGPYL\THQQKVLGLYKRALRH 

LE\SWCVQRDKY\RYFACLMRARF\ 

EEHKK*KRIWAKATQL\LKEARGKN 

FWYPVKHPKSQYILPLTSPLGGHPP 

Y*EDHD/CAYKVPRIGCL\D\DWH\PS 

E\KAMYP\DYFCQRREQWKENLRR 

GKAWGTEEGLSSLQE\ETP\PG\GP\L 

TESFAPWPEKEGD\LPPLW\W\YIVT 

RPXRERPMLERERPHLSCLQVKYVT 

EHGTCP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQ1D NO: 
in DSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of . 
peptide 
sequence 

Amino acid sequence ( X=Un known; *=Stop 

CO do ft ^ i^DOS^ihle ntic\pnt\f\p Hpfoftnn* Wnncsihlp 

nucleotide insertion) 

1725 

7222 

A 

1855 

1 

858 


1726 

7223 

A 

1856 

165 

856 

PVSYHPRMCTGGCARCLGGYTLISL 

AFFGFL\ANILLFFPG\GKVIDDNDHL 

\SQEI WFGGILGKRCL* *SFPALVF 

LGA*RNNDCCG\CCGNEGCGKRFA\ 

MFTSTIFAVGWILGELGYSF1ISAISI 

NKGP*NPSMAKK\TWGLPPSNDGD/ 

LDPLSSILLGRREGIQMV\LCAI\QV\ 
VNGPPWGTLCGGTCQCCGCCGG\D 
GPVLNLRA 

1727 

7224 

A 

1857 

163 

1322 

PGPYCGPVATMSLHGRRKEIYKYE 

APWTVYAMNWSVRPDKRFRWALG 

SFME\EHNNEG YLDGLDEERS * VI\S 

KNILDRPYPTNKVMWIPDTKGVYP 

DLLATSGDYLRVWRVGETETRLEC 

LLNNNKNXSDFCAPLTSFDWNEVDP 

YLLGTSSIDTTCTIWGLETGQVLGR 

LNL\VSGHVKTQLIAHDK\EVYDIAF 

SRAGGGRDMF\ASVGADGSVRMFD 

LRHLEHSTUYEDPQHHPLLRLCWT 

KQDPNYLATMAM\DGM\EVVILDV 

RVPCTPVARLNNHRACV\NGHLLW\ 

ApiJoc\r , T4T\r , TA An*ppnpccnx/rn\r\ 
Arrloo\CrU\U I AAU*rruroo WUJ\y 

QMPRA\IEDP\1LAYTAE\GEINNVQ\ 

WA\SNSAPNWESPIC\YNNCPWRYS 

ECSVGGAVPHEAGAFVFPASAPPPK 

1728 

7225 

A 

1858 

1 

420 

REDRIQLWKPPYTDENKKVGLALK 

DRKNLLETRLHITGRELRSKIAETFG 

i rvpxivTT^ivrwif vrvi oi nvri cpnr. 

JLV^JtilN 1 1 Ni V 1 IN IvrvV^L.^L vJXv 1 LiUllv^O 

VAHNVKAMVLELKQSEEDARKNF 

IT Ak"R A APTWHPFMTP 



c 




1V11VJ I IVL»lYlkMJL» i INXi V OOblVO I IJulrlV^IV 

1730 

7227 

A 

I860 

i 

315 


1731 

7228 

A 

1861 

i 

119 


1732 

7229 

A 

1862 

i 

1477 


1733 

7230 

A 

1863 

3 

1866 

PLQSGHSAGRGGSGVAQGWHKKK 

YLQAKM\TKFLREERIQLWKPPYTD 

ENKKVGLALKDLAKQYSDRLECCE 

NEVEKVIEEIRCKA1ERGTGNDNYR 

TTGIATIEVFLPPRLKKNDRKNLLET 

RLHITGRELRSKIAETFGLQENYIKI 

VINKKQLQLGKTLEEQGVAHNVKA 

MVLELKQSEEDARKNFQLEEEEQN 

EAKLKEKQIQRTKRGLEILAKRAAE 

TVVDPEMTPYLD1ANQTGRSIRIPPS 

ERKALMLAMGYHEKGRAFLKRKE 

YGIALPCLLDADKYFCECCRELLDT 

VDNYAVLQLDIVWCYFRLEQLECL 

DDAEKKLNLAQKCFKNCYGENHQ 

RLVHIKGNCGKEKVLFLRLYLLQGI 

RNYHSGNDVEAYEYLN\RHVSSLKS 

RACDGNVDHAATHITNRREELAQIR 

KEEKEKKRRRLENIRFLKGMGYST 

HAGQ\QILLSNPQMWWLNDSNPET 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tbo 
d 

NO: 

in USSN 
09/770460 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X= Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DNRQESS\SQEN IDRLV YMGFMDALV 

\AEPALRVFRGNVQLAAQTLAHNG 

GSLPPELPLSPEDSLSPPATSPSDSAG 

TSSASTDEDMETEAVNEILEDIPEHE 

EDYLDSTLEDEEIIIAEYLSYVENRK 

SATKKN 

1734 

7231 

A 

1864 

1 

727 

MVVWDADTQQVIPNGIQLAGLDKS " 

HSGFALAPPTTLFPSGGGGGGAKAT 

AAAGAGLASPGMKTNGGRCRIRAL 

CWSRREWRGAGEDTAAECPRPQPQ 

QHCLAPRFPVRLGTSPGQGWSGRG 

AGDLAKQYSDRLECCENEVEKVIEE 

IRCKAIERGTGNDNYRTTGIATIEVF 

LPPRLKKDRKNLLETRLHITGRELR 

SKIAETFGLQENYIKIV1NKKQLQLG 

KTLEEQGVAHNVKANMWLELKQSE 

EDARKNFQIAQEEEQNEAKLl EERL 

QRTKRGL\E1LAKRAA\EPWVPEMT 

PYLDIANQTGRSIRIPPSERKALMLA 

MG YHEKGRAFLKRKEYG I ALPCLL\ 

DADKYFCECCRELLDTVDNYAVLQ 

LDIVWCYFRLEQLECLDDAEKKLN 

LAQKCFKNCYGENHQRLVHIKGNC 

GKEKVLFLRLYLLQGIRNYHSGND 

VEAYEYLN\RHVSSLKSYILIHQKW 

TICCSWGLLPRKHRLGLRACDGNV 

DHAATHITNRREELAQIRKEEKEKK 

RRRLENIRFLKGMGYSTHAAQQVL 

HAASGNLDEALK1LLSNPQMWWLN 

DSNPETDNRQESPSQENIDRLVYMG 

FDALVA\EAALRVF\RGKVPVAAQT 

PAYNGGSL/PFPELPLSAEDSLSPPAT 

\SPSDSAGT\SSA\STDEDMETEAVNE 

ILEDIPEHEEDYLDSTLEDEEIIIAEY 

LSYVENRKSSN*RCRIRALCWSRRE 

WRGAGEDTAAECPRPQPQQHCLAP 

RFPVRLGTSPGQGWSGRGAGDLAK 

QYSDRLECCENEVEKVIEEIRCKAIE 

RGTGNDNYRTTfilATIFVFI PPRT K 

KDRKNLLETRLHITG RELRSK1AETF 

GLQENYIKIVINKKQLQLGKTLEEQ 

GVAHNVKADGCLN 

1735 

7232 

A 

1865 

1 

513 

PRVRNLSREWLCDRHLREKMFSSV 
AHVLARANPFDTPHVLQLVHDGLGD 
LRSSSPGPTGQPRRPRNLAAAAVEE 
OYSCDYGSGRFFILCGLGGIISCGTT 
HT\ALVPLD\LVKCRMKV\DPQKYK 
G IFNGVFS VTLKEDGVRGLAKG WAP 
TFLXGYSMQGLLQVLAFYEVFKVLY 

1736 

7233 

A 

1866 

2 

1296 

ALCEPQPFQGSGCVIAILGRKMFSS 

VAHLARANPFNTPHLQLVHDGLGD 

LRSSSPGPTGKPRRPSQ/HMAAAPV 

EEQYSCDYGSGRFFILCGLGGIISCG 

TTHTALVPLDLVK\CRMQVDPQKY 

KGUFNGFSVTLKEDGWRGLAKGW 

APTFLGYSMQGLCKFGFYEVFKSU 

YSNMLGE\ENTYL*RTSLYLAASAS\ 

AEFFADIALAPMEAAKVRIQTQPXG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

3i^D NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknowi; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







YANT*EGISFPKCIKEEGLTSILQGG 

LLPLWMRQIPYTMN*SSPCLERTV\E 

A\LYKFV\VPK\PRRE*FKRQSRLVVT 

IW*QVTIARVFCANCFSPLPEFLG*P 

VLD*GKKVSQCFLWVLQRDLGFK\ 

GV\WKGLFA\RII\MIGTVLT\ALQWFI 

YYSVKGYFR\LPRP\PPP\EMQES\LK 

KKLGVNSVVRIKANCGLNLLVDPV 

FEESAKGTFIYLTV 

1737 

7234 

A 

1867 

127 

433 

RPLESWIGLVRCNICRSPIAEAVFRK 
LVTDQNISKNWRVDSAATSGYEIG 
NPPDYRGQSCMKRHGIPMSHVARQ 
\DLNRKSNRVKTCKAKIELLG SYDP 
QKQL 

1738 

7235 

A 

1868 

2 

535 


1739 

7236 

A 

1869 

551 

1299 

PADPPRPSYYRHRTPPQAHWSRLRR 

SRLRRRGSHTRCPVGVGAGLRRRA 

GARLAVRLRASACGTPRCLGASAR 

GKMAEQATKSVLFVCLGNICRSPIA 

EAVFRKLVTDQNISKN/WEGRQRG 

NFRWVIDSGAVSDWNVGRSPDPRA 

V\SCLRNHGIHTAHKARQIT\KEVFP 

TFDYILCMDESNL\RDLNRKSN\RVK 

TCKS*KFELPWEL*SPQKQLIIED\PY 

YGE*LWTLETVYQQ\CVR\CCRAFL\ 

EKAH 

1740 

7237 

A 

1870 

85 

563 

SSFLD1VHVCNTPNVKKMVSGSSHK 

VIQEQDLSIGDHPVTPVQSVYCKRS 

PKIPKIFVKVSKTNSETQIYLGWQV 

KIGFPNF*NPVAGILDRHCYRIFP*AP 

GIHKLGKYPREI*ASYV*KSPSTSMS 

TAALFPIAKPRAGP*MPTKGSWVK\ 

K1WYGQK 

1741 

7238 

C 

1871 

604 

804 

MKRLRHLRXINNLAKITQPLSKTAL 
NLSPTQGGSKSRAILEFQLSRPGVPN 
PTLNWPSLNPFREPE* 

1742 

7239 

A 

1872 

64 

73 

AFL*RWGSPPCCPRAGLK/PP*P/PSI 
CPPRPPKPAGITRREPPGQAYFL1I*F 
PSI*L 

1743 

7240 

A 

1873 

47 

225 

NSHHVRGRPRCADSSSPSGDRGQPE 

AQPAPDSSAPEHAQEPGRAAVKRP 

DL*SHMTRRP 

1744 

7241 

C 

1874 

101 

232 

MTMITPSSKLTLTKGNKSWSSTAVA 
AALELVDPPGCRNSARGF* 

1745 

7242 

A 

1875 

66 

723 

AILIILLSSEGLWSSDQHRLVGVQDS 

PPQGSLCCHFSAMATSEQSICQARA 

SVMVYDDTSKKWVPIKPG\QQGFSR 

INIYHNTASNTFRWGVKFQDQQW 

VINYSIVKGMKYNQATPPFPQWRD 

ARQVYGLNFASKEEATTFSNAMLF 

ALNIMNSQEGGPSSQRQVQNGPSPD 

EMDIQRRQVMEQHQQQRQEFLERR 

TSATGPILPPGHPSSAASAPVSCSGP 

SPPPPPPVPPPPTGAYTPPPPPPIAPAG 

GAQGSSHDES/SPCSGLAACH*LGPS 

LRRVPNGPEDASGGSSPSGTSKSDA 

NRASSGGGGGGLMEEMNKLLAKR 


WO 01/79449 


SEQID 
NO: of 
nil cleo- tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me]s^^^ 


PCT/US01/08656 


tho 
d 


NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


RKAASQSDKPAEKKEDESQMEDPS 

TSPSPGTRAASQPPNSSK\AGRKPW 

DRNNPLRNPLSSNLVRNPLLAKGPR 

KLRAPFSQQPHSRMKPAGSWSDMA 

\LDAFDLD\RMKQEI* KEV VRELHK 

GERKEIID\AIRQEA*SGISRKKNLGH 

RAHPPTRTSFICSQRPRLM 


1746 


7243 


1876 


66S 


GERGVARHDRPRGTLREYKVVGRC 

LPTPK\CHTPPL\YR\MRIFAP*SMSSL 

SPRFXWYFVSQLKKDEESLQWRFSY 

CAQVFEKSP\LRVK\NFGIWLR\YDS 

RSG\THNMY\REY\RDLDHPQAPVHP 

SCLTRDNGVAPAPAA/HEAHFHFRFI 

ERLEEIXAGQQDCRRPGCSKQFPRIS 

RFKFPAAPPGSLRRQDKPRF\TTKRP 

KTFLKVQGPSSGVCPQNKTQETPR 


1747 


7244 


1877 


1059 


1748 


7245 


1878 


87 


260 


1749 


7246 


1879 


1254 


1750 


7247 


1880 


160 


615 


PSLNTYVTSPLSENFSARYRNHSND 

LTCVHTELQNKTKLTVLEGDILDEP 

FLKRACQ\DVSVI\IHTACIIDVFGV\T 

HRESIMNVNVKGRVAWGGDKARW 

GNEDQKEGQEGKRSLSIEHLLCSGP 

SDFADHYQLGELKAAIFSFIDEKTRT 

EQ 


1751 


7248 


1881 


53 


1338 


CPLQGHPRVTLESDLLPSIFCFLVSD 

SCYFGLATMGWSCLVTGAGGLLGQ 

RIVRLLVEEKELKEIRALDKAFRPEL 

REEFSKLQ\NK\TKLTVLEGDILDEPF 

LKESLARDRLRSIIHTACFHLMSFGV 

\THREFF\MNVQC*KVPSSC*EACVQ 

ASVPVFIYTSSIEVAGPNSYKEIIQNG 

HEEEPLEN\TWPAPYPRSKKLA\KKA 

VLAANGWNLKNNGGALYTCALRPM 

YIYGEGSRFLSVSINEALNNNGILSS 

VGKFST\VNPVYV\GNVAWGHILAL 

RALQDPKKAPSIRGQFYYISDDTPH 

QSYDNLNYTL\SKE\FGPPPLDSRW\S 

FPLSLMYWMGFLLGNR*GFLL\RPIY 

TYRPPFNRHISSHCSN*ALFHLLFIKE 

GFSE1LGVLRPLLTAGGGKAKAGKR 

VGSWVWVPFVDPAQGRNLEVPRIQ 


1752 


7249 


1882 


575 


HSLFGTSEVINKLLVPDA\MGHFTEE 

D\KATI\TSLWGK\VNVE\DAGGE\TP 

GKGSLVVYP\WTQRF\FD\SFGNLSS 

ASA1\MGKPPKSKAHG\KKVLTFLGT 

MPTKHLE*FSRGTFCPSLK*TCTC*Q 

ACMWDPGGTFKLPGENVAGLTVFG 

QSHFRQKNFTPEGARFFLGRKMGD 

LELASALVPSRLPLKPLGP 


1753 


7250 


1883 


960 


GRPAPEDGGPLSLPNAAMARGPKK 

HLKRVAA\PKHWMLDKLTGVFAPR 

PSTGPHKL\RECLPFIIF\LRNRLKYA 

LTS\DEVKKICMQRFIKI\DGQVR\TD 

ITYP\AGFMDVI\SIDKDGREFSVL/Y 

LIDTQGVRFCL*HRITP*GRAKVQSC 

AKMRKILLWAPKGIPSSWVTVHDAR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^ID NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







NHPATPDPPSSKVN*YHFRLDLETG 

KDYLISSKFDTW*PCVMVT\GGA\N 

LGRNWVLITN\RERHPGIF*PLVHVK 

\DANGNKLLATSDFSNIFWLLGKGN 

KPWUSLVPRGKGIPPHHLLEERDKRL 

AAKQSSWVKWGPWVTWSDLLVP 

1754 

7251 

A 

1884 

1 

1218 

FFQNSARGAGAGWQLPWTRFVWTV 

SGLLEINENTLVIQQRGVRIYDGEEKI 

KFDAGTLLLSTHRLIWRDQKNHEC 

CMAILLSQIWFIEEQAXAGIGKSAKI 

VVHL\HPAPPNKEPGP\FQSSKNSYI 

KLSFKEHGQIEFYRRLSEEMTQRRW 

ENMPVSQSLQTNRGPQPGRIRAVGI 

VGTERKLEEKRKETDKNISEAFEDL 

SKLMIKAKEMVELSKSIANK1KDKQ 

GDITEDETIRFKSYIALSMGIANPVT 

RETYGSGTQYHM\QLAKQL\AWNIA 

RVPLEERGGIMSLTEVYCLVNRARG 

MELLSPEDLVNACKMLEALKLPLR 

LRVFDSGVMVIELQSHKEEEMVAS 

ALETVSEMGSLTS*EFAKLVGMSVL 

LAKERLLLAEKMGHLCRDDSVEGL 

RFYPNLFMTQS 

1755 

7252 

C 

1885 

179 

361 

MPKVCFVHNFLKTSSERDLFALMN 
TVGKKHSIMSEKGRSKKFLHLIDSK 
KNEDPHLDGTL* 

1756 

7253 

A 

1886 

2 

913 

RRLLLFGWARSGAVSLGSAGVSSS 

GFLTAPHSRRLTAAAAAAGGAWRF 

EAERHRGWGAEEEQQPEGGAVCPG 

TERPCAMAYAYLFKY1IIGDTGGGR\ 

SCLLLQFTDKRFQPSAMTLTNGVEF 

GARMIT1DGKQIK\LQIW\DTAGQES\ 

FRSITR\SYY\RGAAGALLVYDITR\R 

DTSTHLTTW\LEDA\RQHSHFQHGS 

LCLLGNKSDIAESRKE/VSKKRKEGE 

SFLQPRNHGLHLPWKTSCKNCFPM* 

KEAFINTSKRNFIEK1Q\EGVFDINNE 

A\NGIKIGP\QHAATNATHAGVNQGG 

QQAGGGCC 

1757 

7254 

A 

1893 

138 

426 

FIHSHCCIVFRLFIHFSLHPKVIHSPIN 
SLLRIFQF*AIMNSTV*NILIHVFW*V 
YTFPF\GINPKKGIARL*GVYIFSFSIY 
CQTVFQSDCKKAPF 

1758 

7255 

A 

1894 

45 

1057 

FLVFLVETGFHHVAQAVLELLASSD 

PPALAPPKCWDYRCELLRLAEFCFL 

RTEFWYLLFFFFWRRSLALSPRLEC 

SGANL\THCNLR/LPGFKQFSCLSLSS 

SWDYRCMPPHLATFFVF/SVETGFH 

RVAQASLELLSSGSLPALA/FPKCXW 

DYRAKATV/WPSPGVSSFILGL*TS» 

FHSLEPYLHAWKTTSHLPTKEALT 

W/VSHTAKTKHLWILVSILMEF*VA 

LIS/SFFLGPGGK*T*VTAPQCPSLGQ 

DTLS*FLHAACTRSVPYPGLA/CGPS 

LWLTRVLLLPTPP*QQHNP/DTLEKT 

SFPGPHWIL*/TPQPSLSETPAPKVPP 

FPAFGSIPTHEEPGLP 

1759 

7256 

A 

1895 

2 

289 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SBflD NO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location or last 
codon for last 
amino acid or 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=3 top 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

1760 

7257 

A 

1896 

1 

397 


1761 

7258 

A 

1897 

1 

410 

STMISPVL1LFSSFLCHVAIAGRTCPK 

PDDLPFSTVVPLKTFYEPGEEITYSC 

KPGYVSRGGMNRKFICPLTGLWPIN 

TLKCTPRVCPFAGNLRKMGAVRLIT 

DFLNYSPTRFSFSLLTWGFILEWAL 

DS\AKCIEGG 

1762 

7259 

A 

1898 

19 

1215 

CQCDSSTMIFSRCSSLFSSFLCHVAI 

AGRTCPKPDDLPFSTVVPLKTFYEP 

G\EEITYSCKPGYVSRGGIEESLSCPL 

\TGTVGPFNTSGNVTPRVCPF\AGIFR 

KMGGRTLITTF*NYPNTDPVFSLLTL 

GF*FWNGALDFWPSCTGGKGKW\S 

P\ELPGLVAPII\CPP\PSIP/TGFATLH 

VLLRPFRLGNNSPPIGDTAVFECLA 

HNMAMFG\NDTIT\CTTHGKLDLNY 

PECRGSKMPPFPHQDPDNGIW*TYP 

CQNPNTLFTRVKAPHLGLPHDGIFS 

GMGPRKEI\EC*PQTWGKPGSWPLA 

PSW*KPSLVKGTPVKKRPTVV/YPQ 

GERVKDSREKFKEWECLHG**KFLS 

FCKNKEKKCSYTEDAQCIDGTIEVP 

KCFK\EHSSLAFWKT\DAS\DVKPC 

1763 

7260 

A 

1899 

58 

446 


1764 

7261 

A 

1900 

1 

954 

MGEVSGTSDCTDDQCRQVKKALEG 

GKAARGHRSKIKIRFFRPGGLGPGP 

A1TAVAGMPRVYIGRLSYQAREHA 

VNERLLNGHAKILEVDLKNGYGFVE 

FDDLRDADDAVYELNGKDLCGERV 

IVEHARGPRRDGSYGSGRSGYGYR 

RSGRDKYGPPTRTEDRLIVENVLTSR 

CSWQDLKDYMRQAGEVTYADAHK 

GRQKMKGVIEFVSYSDMKRALEKL 

DGTEVNGRKIRLVEDKPGSRRRRSY 

SRSR\SHSRSRSRSRHSRKSRSRSGSS 

KSSHSKSRSRSRSGSRSRSKSRSRSQ 

SRSRSKKEKSRSPSKDKS\RSRSHSA\ 

GKSRSKSKDQAE\EKFQNNDNV\GK 

PKSRSPSRHKSKSKSRSRSQERRVEE 

GRKRGSF*QGQ/EAQEKSLRQSRSR\ 

SRSKAGSR*PVDRSRSKSKDKRKSR 

KRSREESRSRSRSRSKSERSRKRG\S 

KRDSKAS\SCKKKKKEDTDRSQSRS 

PSRSVXSKEREHA/RSLESSQREGRG 

ESENAGTNQEDPGPGPRSMSKSKP 

NLPIRMHRSKIKSQASKTPISGPMSR 

SR\SASRSP\SRSRSKSRSRSQSRSRS 

KKEKSRSPSKDKSLQPQP 

1765 

7262 

A 

1901 

3 

180 


1766 

7263 

A 

1902 

227 

440 

GMHNVCYVAVNE*FCGFIIR*SLAE 
RRQ1S*EFQLFKFTLCLEL1LARRAC 
RESMA5PVAGSWSHFPEREF 

1767 

7264 

A 

1903 

2 

438 

HEELDTSERKIEFDSASGTYTLYLIM 
GDAHFEEPQSLWNVADLVHQSPPE 
EKAPLDLSCPQNLFTPK\QEIQWIRI 
GA\NVS\NFTFAP\STIIFH\LGHA\AM 
LGLMYVYWTQLNMRQTLKYLAIL 
GSVTFLAGNRMLAQQAVKRTAH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^tDNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

1768 

7265 

A 

1904 

1 

1660 


1769 

7266 

A 

1905 

156 

2369 

PVLKTHPGPQSLPRVPGVPCGGLLE 

PLSRAEVSPRFGLRRDLLGGMAPPG 

SSTVFLLALTI1ASTWALTPTHYLTK 

HDVERLKASLDRPFTNLESAFYSIV 

GLSSLGAQVPDAKKACTYIRSNLDP 

SNVDSLFYA\AQA\SQGLSGCEISISN 

ETKDLLLA\AVSE\DSSVYPRSYHAS 

WQL*SGLLGLSLWAVPKESTQVAL 

NWLVFKQGKETVLXATVQALQTAS 

HLSQQADLRSIVEEIEDLVARLDEL 

GGLYLQVFEEGLETTAL\FVAATYKA 

/LMDH\VGTE\PSIKE\DQVIQLMNA1 

RSKKNFES\LSEAFSV\ASG\AAVLS 

HNRYHVPVVVVPEGSASDTHEQAI 

LRLQVTNVLSQPLTQATVKLEHAK 

SVASRATVLQKTSFTPWGIVFELNF 

MNVKFSGG*CDF\LVEVEGDNRYIS\ 

NTVELRVQDPPTEVGITNVDLSTV\ 

DKDQSIAPXQTTRVTYPAKAKGTFH 

SAGQATRNFGLVLSSW*DVNTG\AE 

LTPHQTFVRLHNQKTGPGSGCLFAE 

PGQQGTCYKFELDTSERKGLNLTSR 

SGTYTLYLIIG*CQL*RTQ1LWKCGL 

MWVI\KFP*GKEASFDCLCSQEPFSL 

PKQGNFRHLFPGRP*GRRAPPPWCP 

NTFTAPESFFGPLL/LCFLRLLWIRD 

WVPKCLPTFTFCFLSTIIFHPWDML 

AYAGTSMYVY*TQAQPCSQTLEVP 

WPILGQCDRFLAGQSGMLAPARQV 

KRIAAEQSSRLAKYRTLRTAH 

1770 

7267 

A 

1906 

37 

404 

PQLSRCRSECMYVNPTWMTSMGQ 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASWPAVPVCALGRGGRER 

WAAASFLYAPDPRPAH\EVEHVVN 

AILFLLSDRSGMTTGSTLPVEGGFW 

AC 

1771 

7268 

A 

1907 

271 

1086 

YTQCPGIEPVCVDLGDWEATERAL 

GSVGPVDLLVNNAAVALLQPFLEV 

TKEAFDR*ACEGGGTSGRGCPGGRS 

SPNL*PGSVPRPLDPLRVNLRAVIQV 

SQIVA\RGLI\ARGVPTGPS*NVSSQC 

FPAGQ*TNHSVLLLPTKGVPLDMLD 

QG*WAL\ELGPHKLSRCRSGVNA\V 

NPHSGG*RSMGPGPPWSDPHK\AKI 

MLNRIP\LGKFAGESEVEHVVNA\IL 

FLLSDRSGMTTGS\TLPVEGGFWAW 

LSSLHTPQAPWACFILTPNPSNKT 

1772 

7269 

A 

1908 

2 

305 

ARESGSLVAPRSRPPWEHGLPGEHS 

♦DAPRPHKSPTLPWLPHLHLSKEAL 

DTHQRSQHE\ECMPLYKFTPTSEKR 

PQLMLPLPEQQCEQLCRFGSTPVTW 

A 

1773 

7270 

A 

1909 

2 

529 

GTVAACGACYWLLGLMAVRASFE 

NMCEIGCFAKLTNTYCLVAIGGSEN 

FYSVFEGELSDTIPWHASIAGCRIIG 

RMCVGXTEEILADVLKVEVFRQTVA 

DQVLVGSYCVFSNQGGLVHPKTSIE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^DNO: 

in USSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia scquCTCe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DQDELSSLLQVPLVAGTVNRGSEV1 

AAGMVVNDWCAFCGLDTTSTELSV 

VE 

1774 

7271 

A 

1910 

18 

889 

GVQGTVAACGACYWLLGLMAVRA 

SFEWACEIGCFAKLTNTYCLVAIGG 

SENFYSVFEGELSDTIPWHASI\AG 

CRI\IGRMCVGN\RHGLL\VPNNTTD 

QYEIAQHISATGLPRHSGRFRAGWKE 

RFLSLWGNFFNHLAIDYVGLGSNQ 

DVLDKGRQEEISGQMLFKGWEVFRQ 

TV\ADQV\LVES\YCVFSNPGRAWVP 

SPRPFQ*RPRNELSSISFKVPL\VAGT 

C*TKGSEVICLLGMGGEMNWCA\FC 

GPGTPNPAQSCQVVEECLQS*NEAP 

ALAPIANRACGNSLMDSLT 

1775 

7272 

A 

1911 

132 

440 


1776 

7273 

A 

1912 

149 

389 

FSWV*REIFSFLISLIFIYETFSKLIKIF 
QDHPLQKTYNYNVLMVPKPQGPLP 
NTALLSLVLMAGTFFFAMMLRKFK 
NSS 

1777 

7274 

A 

1913 

3 

153 


1778 

7275 

A 

1914 

94 

593 

LVVFSSPSQSWERTECLGFLLQIFQD 

HPLQKTYNYNVLMVPKPQGPLPNT 

ALLSLVLMAGTFFFAMMLRKFKNS 

SYFPGKLRRViGDFGVPICILIMVLV 

DFFIQDTYTQKLSVPDGFKVSNSSA 

RG WVI\HPLGLRSEFPI WMMFASAL 

PALLVFILIFLESQITT 

1779 

7276 

A 

1915 

115 

3015 

TTGHSGPRHGGAAGGCSLASAVLP 

PGGSGDLVLDSYLRWGWKSPSQPS . 

LSGHFPQDDYEDMMEENLEQEEYE 

DPDIPESQMEEPAAHDTEATATDYH 

TTSHPGTHKVYVELQELVID\ERIPD 

LQWMEAAPLRXQLDENLGENGAW 

GRPHLSHLTFWSLLELRRVFTKGTV 

LLDLQETSLAGVANQLLDRFIFEDQI 

RPQDREELLRALLLKHSHAGELEAL 

GGVKPAVLTRSGDPSQPLLPQHSSL 

ETQLFCEQGDGGTEGHSPSGILEKSP 

PDSEATLVLVGRADFLEQPVLGFVR 

LQEAAELEAVELPVPIRFLFVLLGPE 

APHID YTQLGRAAATLMSERVFRID 

AYMAQSRGELLHSLEGFLDCSLVLP 

PTDAPSEQALLSLVPVQRELLRRRY 

QSSPAKPDSSFYKGLDLNGGPDDPL 

QQTGQLFGGLVRDIRRRYPYYLSDI 

TDAFSPQVLAAVIFIYFAALSPAITF 

GGLLGEKTRNQMGVSELLISTAVQ 

GILFALLGAQPLLVVGFSGPLLVFEE 

AFFSFCETNGLXEYIVGRVWIGFWLI 

LLVVLVVALRGVASLVRFIS\RYT\Q 

EIFSFLISXLIFIYETFSKLIKIFQDHPL 

QKTYNYNVLMVPKPQGPLPNTALL 

SLVLMAGTFFFAMMLRKFKNSSYF 

PGKLRRVIGDFGVPISILIMVLVNDFF 

IQDTYTQKTSQVPDGFKVSNSSARG 

WVIHPLGLRSEFPIWMMFASA1APC 

LLVFILIFLESQITTLIVSKPERKMVK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sJ^b NO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







GSGFHLDLLLVVGMGGVAALFGMP 

WLSATTVRSVTHANALTVMGKAST 

PGAA\AQ1QEVK\EQRISGLLVAVLV 

GLSILMEPILSRIPLAVLFGIFLYMGV 

TSLSGIQLFDRILLLFKPPKYHPDVP 

YVKRVKTWRMHLFTGIQIICLAVL 

WVVKSTPASLALPFVLILTVPLRRV 

LLPLIFRNVELQCLDADDAKATFDE 

EEGRDEYDEVAMPV 

1780 

7277 

C 

1916 

20 

202 

MAAIKYLG1SAILYYKYKCPRGQGN 
QPEELGTGSILCGNFSLGMLFPVQM 
YTVKKAYRAV* 

1781 

7278 

A 

1917 

1 

493 


1782 

7279 

A 

1918 

214 

612 


1783 

7280 

A 

1919 

287 

• 

847 

SDRPTMAPGVARGPTPYWRLR\LG 

GAALLLLLIPVAAAQEPPGAACSQN 

TNKTCEECLKNVSCLWCNTNKACL 

DYPDTSVLPPASLCKLSSARWGVC 

WVNFDALIITMSWGGTLLLGIAAC 

CCCCCRRKRSRKPDRSEEKAMR\ER 

EDR\WILQEERRAEMNTRHDEIRKK\ 

YGLFKEENPYARFENN 

1784 

7281 

A 

1920 

61 

515 


1785 

7282 

A 

1921 

1 

2175 


1786 

7283 

A 

1922 

3159 

3441 


1787 

7284 

A 

1923 

36 

387 


1788 

7285 

A 

1924 

64 

408 


1789 

7286 

A 

1925 

1 

10514 


1790 

7287 

A 

1926 

64 

601 

VNNILGLGHTFWALLASPKMEHKE 

VVLLLLLFLKSGQGEPLDDYVNTQ 

GPSLFSVTKKQLGAGSREECAAKCE 

EDKEFPPAGARQYHSKEQQCVIMA 

ENRKSSMIMRVRDAVLFGKGKCILF 

RVQDLGMERTTEGRCPKQKMASPC 

QKWEFHFSPADLGQTFPFIFVFIYCK 

VVPLCL 

1791 

7288 

A 

1927 

173 

491 

AGEARWESQSAHLKPEFGGPTGPN 
NAQSPPREADAQQVWREPPGPASK 
APHSPPVGYSSPGHESHLLPGDDPA 
KDGSCPPWPFPLGIEAPVPGPRKRIR 
TCCCMN 

1792 

7289 

A 

1928 

1 

735 


1793 

7290 

B 

1929 

1 

1026 

MRARRLPWALTLVAELGWDTQGG 

DQTSPGGNDRMSMEAECESTTVSP 

LSCSIPTGCGQTREEVSARATPPPSL 

GASLLQTLTPDTHCTGVSATIMSML 

VVFLLLWPFSHSSTLAKHKRIHTGE 

KPYKCEECGKAFSRSSTLAKHKRIH 

TGEKPYKCKECGKAFRQSSTLTKH 

KIIHTEEKPYKCKECDKAFKRLSTL 

AKHKIIHAGEKLYKCEECGKAFNRS 

SNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFI WSSTLTRHKRIHTGEKP YKCE 

ECGKAFSRSSTLTKHKTIHTGEKPY 

KCKECGKLLSTPQPLLNIK* 

1794 

7291 

A 

1930 

1 

2832 



WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S^TDNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino aciu sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


1795 


7292 


1931 


98 


3867 


PAGIGRATAKMPGTPGSLEMGLLTF 

RDVAIEFSPEEWQCLDTAQQNLYR 

NVMLENYRNLAFLGIALSKPDLITY 

LEQGKEPWNMKQHEMVDEPTGICP 

HFPQDFWPEQSMEDSFQKVLLRKY 

EKCGHENLQLRKGCKSVDECKVHK 

EGYNKLNQCLTTAQSKVFQCGKYL 

KVFYKFLNSNRHTIRHTGKKCFKCK 

KCVKSFCIRLHK\TQHKCVYITEKSC 

KCKECEKTLSVASSTLTNHKEIHTED 

KPYKCEECGKAFKQLSTLTTHKIIC 

AKEK1YKCEECGKAFLWSSTLTRHK 

RIHTGEKPYKCEECGKAFSHSSTLA 

KHKRIHTGEKPYKCEECGKAFSHSS 

ALAKHKRIHTGEKPYKCKECGKAF 

SNSSTLANHKITHTEEKPYKCKECD 

KTFKRLSTLTKHKIIHAGEKLYKCE 

ECGKAFNRSSNLTIHKFIHTGEKPY 

KCEECGKAFNWSSSLTKHKRFHTR 

EKPFKCKECGKGFIWSSTLTRHKRI 

HTGEKPYKCEECGKAFRQSSTLTKH 

K1IHTGEKPYKFEECGKAFRQSLTLN 

KHKIIHSREKPYKCKECGKAFKQFS 

TLTTHKIIHAGKKLYKCEECGKAFN 

HSSSLSTHKIIHTGEKSYKCEECGKA 

FLWSSTLRRHKRIHTGEKP\YKCE\E 

CGKAFSHSS\ALAKHKRIHTGEKPY 

KCKECGKAFSNSSTLANHKITHTEE 

KPYKCKECDKTFKRLSTLTKHKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRIHTREKPFKCKECGKAFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFS 

RSSTLTKHKTIHTGEKPYKCKECGK 

AFKHSSALAKHKIIHAGEKLYKCEE 

CGKAFNQSSNLTTHKIIHTKEKPSKS 

EECDKAFIWSSTLTEHKRIHTREKP 

YKCEECGKAFSQPSHLTTHKRMHT 

GEKPYKCEECGKAFSQSSTLTTHKII 

HTGEKPYKCEECGKAFRKSSTLTEH 

KUHTGEKPYKCEECGKAFSQSSTLT 

RHTRMHTGEKPYKCEECGKAFNRS 

SKLTTHKIIHTGEKPYKCEECGKAFI 

SSSTLNGHKRIHTREKPYKCEGCG\ 

KAFSQSFN/TLTGHKRLHTGEKPYK 

CGECGKAFKESSALTKHKIIHTGEK 

PYKCEKCCKAFNQSSILTANHKKIHT 

ITPKIHTREKPYKYKECGKSFNRSST 

FTKHKVIHTGVKLYKCEECGKSFF 

WSSALTRHKKIHTGQQPYKQEKFG 

KAFNQFSHLTTR 


1796 


7293 


1932 


590 


891 


1797 


7294 


1933 


1527 


1798 


7295 


1934 


13 


1668 


PESKMAGSRHRGLRARVRPLFCAL 

LLSLGRFVRGDGVGGDPAVALPHR 

RFEYKYSFIAGPHLVQSDGTVPFWA 

HAGIXAISSSDQIRVAPSLKSQRGSV 

WTKTKXAAFENWEVEVTFRVTGRG 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


MelS^^^ 


tho 
d 


NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acia sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


RIGADGLAIWYAENQGLEGPVFGS 

ADLWNGVGIFFDSFDNDGKKNNPA 

IVIIGNNGQIHYDHQNDGASQALAS 

CQRDFRNKPYPV\RAKITY\YQNTL\ 

TVMI\NNG\FTPDKNDYEFCAKVEN 

MIIPAQGYFGISAATGGLADDHDVL 

SFLTFQLTEPGKEPPTPDKEISEKEK 

EKYQEEFEHFQQELDKKKEEFQKG 

HP\DL\QWQPAEEIFESVRD\RELRQ 

VFEGQNRIHLEIKOLNRQLDMILDE 

QRRYVSSLTEEISKRGAGMPGQHG 

QITQQELDTVVKTQHEILRQVNEM 

KNSMS\EPVRLVSGMQHPGS\AGGV 

YG\TTQHFIDI\KEHLHI\VKR\DIDNL 

VQRNMP\SNEKPKCPELPPFPSCLST 

VHFQ\IFVVVQTV\LF1GYIMYRSQQ 

EAAAKKILLTTIFLCTSSICVQNDVV 

LREFKYLNCFIV 


1799 


7296 


1935 


238 


360 


MGGLGLSLRSLSSASPAXFRPAHAP 
VGAAGLGPASPQGPL* 


1800 


7297 


1936 


1656 


1801 


7298 


1937 


83 


260 


1802 


7299 


1938 


678 


1803 


7300 


1939 


1097 


1804 


7301 


1940 


1706 


MQLLLAECMGQSGPPGAVCHCQR 

VWQARAVRRSKRPVPSTTQGLKSV 

GAWRGSGRQLHLQPQYRIHWVKP 

AGLLSLVGTMENICVWPSDCKYTN 

RHSVSSSRLLDSLKRDYAGKPQPPI 

KSERRNPPSYAMAAAQLRDSEETG 

GSEFVFAEKTLRKCVKCPQVELENV 

AFAKDAEESRDAQRLGHWWPCIME 

TLSNASGTFAIRLLKILCQDNPSHNV 

FCSPVSISSALAMVLLGAKGNTATQ 

MAQALSLNTEEDIHRAFQSLLTEVN 

KAGTQYLLRTANRLFGEKTCQFLST 

FKESCLQFYHAELKELSFIRAAEESR 

KHINTWV\SKKTEGKIEELLPGSS1D 

AETRLVLVNAIYFKGKWNEPFDET 

YTREMPFKINQEEQ\RPVQMMYQE 

ATFKLA\HVGGLRAQLLE\LPYARK 

ELSLLWLLPDDGVELSTVEKSLTFE 

KLTAWTKPDCMKSTEVEVLLPKFK 

LQEDYDMESVLRHLGIVDAFQQGK 

ADLSAMSAERDLCLSKFVHKSFVE 

VNEEGTEAAAASSL\WVVAECCME 

SGPRFCADHPFLFFIRHDRANSILFC 

GRFSSP 


1805 


7302 


1941 


428 


ETLERIKNNDPKLEEVNLNN IRKIPIP 

TLKAYAEALKENSYVKKFSIVGTRS 

NDPVAYALAEMLKENKELKTLNVE 

SNFISGAGILRPGEALPYNTYLVEM 

RSDNQSQPPGNKVEMEIVSMIAEKN 

ATLLRVR*HFSQQDAR 


1806 


7303 


1942 


1258 


ALARPLPAGAPRPPPAS1CPPPAPVP 
QPASAPAPQLCVRVLLSTEIQETQTS 
SSTMSYRRELEKYRDLDEDEILGAL 
TEEELRTLENELDELDPDNALLPAG 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


Sl^b NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acia sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


LRQKDQTTKAPTGPFKREELLDHLE 

KQAKEFKDREDLVPYTGEKRGKV 

WVPKQKPLDPVLESVTLEPELEEAL 

ANASDAELCDIAAILGMHTLMSNQ 

QYYQALSSSSIMNKEGLNSVIKPTQ 

YKPVPDEEPNSTDVEETLERIKNND 

PKLEEVNLNNIRNIPIPTLKAYAEAL 

KENSYVKKFSIVGTRSGDGWAYAL 

AEMLKENKVLKTLNVESNFISGAWI 

LRLVEALPYNTSLVEMKIDNQSQPL 

GNKVEMEIVSMVEKDPHHFLKFGL 

PPYPSKEPRLR\ASTAM\MNTIALVR 

EVRRLAAPDLGPSFPKCRSGV 


1807 


7304 


1943 


382 


EIAHQI1EQQMG/EG*NFVAIESVV*K 

IVTEQQTGQKIQIVTALDHNTQGKQ 

F1LTNHDGSTPSKVILARQDSTPGK\ 

VFLTTPDAAGVNQNLFFTTPDLSAQ 

HLQDVIMGAVTCEGCKGFFKRSIRK 

N 


1808 


7305 


1944 


240 


454 


1809 


7306 


1945 


1851 


1810 


7307 


1946 


128 


512 


TAPLAAGRRPGDALGPRPLAVGVK 

GTPWPPPPTRSLVSPPSVSYRRFCAL 

LTPASGADATVPRLPLVDWGALRE 

ERLKKADGMWDRDSRRRELSVFG 

ACALATGRSGERRS*RSQGGVEGSE 

GRAAAL 


1811 


7308 


1947 


705 


1812 


7309 


1948 


124 


1583 


1MATIEEIAHQIIEQQMGEIVTEQQT 

GQKIQIVTALDHNTQGKQFILTNHD 

GSTPSKVILARQDSTPGKVFLTTPD 

AAGVNQLFFTTPDLSAQHLQLLTD 

NSPDQGPNKVFDLCVVCGDKASGR 

HYGAVTCEGCKGFFKRSIRKNLVYS 

CRGSKD\CIINKHHRNRCQYCRLQR 

CIAFGMKQDSVQCERKPIEVSREKS 

SNCAASTEKIYIRKDLRSPLTATPTF 

VTDSESTRSTGLLDSGMFMNIHPSG 

VKTESAVLMTSDKAESCQGDLSTL 

ANWTSLANLGKTKDLSQNSNEMS 

MIESLSNDDTSLCEFQEMQTNGDVS 

RAFDTLAKALNPGESTACQSSVAG 

MEGSVHLITGDSSINYTEKEGPLLSD 

SHVAFRLTMPSPMPEYLNVHYIGES 

ASRLLFLSMHWALSIPSFQALG\QEK 

QP*SLVKAYWNELFTLGLAQCWQV 

MNVATILATFVNCLHNSLQQDAKV 

1AALIHFTRRAITDL 


1813 


7310 


1949 


2028 


KILRTLTPQKYPRTESSLRRESRSHM 

PTAFLNLSCRSAPQSTRGSRGTVAS 

APDAGGSRAQKRREIMATIEEIAHPI 

IEQQMGEIVTEQQTGQKIQIVTALD 

HKTQGKQVILTNHDGSTPSKVILAR 

QDSTPGKVFLTTPDAAGVNQLFFTT 

PDLSA QHLQLLTDNSPDQGPNKVF 

DLCVVCGDKASGRHYGAVTCEGC 

KGFFKRSIRKNLVYSCRGSKDCIIVN 

KHHRNRCKYCRLQRCIAFGMRQDS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

S^TDNO: 

inUSSN 
09/770,160 

location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=l/nknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







VQCERNPLEVSREKSSNCAASTEKI 

YIRKDLRSPLTATPTFVTDSESTRST 

GLLDSGMFMNIHPSGVKTESAVLM 

TSDKAESCQGDLSTLANVVTSLANL 

GKTKDLSQNSNEMSMIESLSNDDTS 

LCEFQEMQTNGDVSRAFDTLAKAL 

NPGESTACQSSVAGMEGSVHLITGD 

SSINYTD\KEGPLLSDSHVAFRLTMP 

SPMPEYLNVHYIGESASRLLFLSMH 

WALSIPSFQGSRGKENXSISLVESLLG 

IELFTLGLAQCWQVMNVATILAVTF 

VNCLHNSLQQDKMSTDRRKLLME 

HIFKLQEFCNSMVKLCIDGYDYAYL 

KAIVLFSPDHPSLENMEQlEKFQEK 

AYVEFQDYITKTYPDD\TYRLSRLLL 

RLPALRLDGCTIYTEELFFKGLIGNIR 

I\DSVIP\HILKMEPADYNSPIIGHSI 

1814 

7311 

C 

1950 

65 

286 

MDYCNTFLPSNPETVFGDIMPRVNK 

PDLGTALSRGFTHEINKTYLSHLKL 

GSQKTHFWFIISFYAHLTLIIYP* 

1815 

7312 

A 

1951 

15 

82 


1816 

7313 

A 

1952 

2 

1934 

CVQAATSLSVGICPLPGPGPSPPWY 

PGVSVNVWIFKQIDDEGDLRLL1NK 

EVLSGVVVISSKDSVQHQGVSLTME 

GTVNLQLSAKSVGVFEAFYNSVKA 

QLRRSVQATGLEERPALPERLQQEG 

SEEAGGLSGAEAALPRRARGSPIQII 

NSTIEMVKPGKFPSGKTEIPFEFPLH 

LKGNKVLYETYHGVFVNIQYTLRC 

DMKRSLLAKDLTKTCEFIVHSAPQK 

GKFTPSPVDFTITPETLQNVKEHSHQ 

TEAGQQRAFQRFRSALRGGRLTAR 

ADNSSSSNVAQGSQKSGHPCSRPSS 

VLPGQRQVCRVKRALLPKFLL/RRT 

SQLNKLCHHAATNGRAGGGELGSR 

HQKRGAAAGARGDPGQQSRP*P*L* 

KTRGRRGSKSKSVAVP*Q*PRV*GK 

VCR\SYARDATEIQNIQIADGDVCR 

GLSVPIYMVFPRLFTCPTLETTNFKV 

GKWHSPPSPHGPMGRAAQRQGLL 

WVTELRTCRPSVPQCQGLPQAIQLR 

ACCPSAAQQNLVKELLCRTGDTPT 

GSPGACGTSTVTWGNTQTHISVDM 

GRPQPQVGTDSKAPSTAELPQCGA 

QHRVPSAHTMPFPPLLTLGKEMVL 

VCRQDQQGSPISAEESVEKESCLLK 

EFEVNIVVLLHPDHLITENFPLKLCR 

I 

1817 

7314 

A 

1953 

262 

1274 

ATAGREGKGRGPQPSGEAPLVSLGS 

RAATSGGCCGELEMGTGLDIKSKR 

ANKVYHAGEVLSGWVISSKDSVQ 

HQGVSLTMEGTVNLQLSAKSVGVF 

EAFYNSVKPIQIINSTIEMVKPGKFPS 

GKTEIPFEFPLHLKGNKVLYETYHG 

VFWNIQYTLRQDMKRSLLAKDLT 

KTCEFIVHSAPQKGKFTPSPVDFTIT 

PETLQNVKERALLPKFLLRRTS\QLN 

KLCHHAATNGRAGGGELGSRXHQK 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucteo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^fDNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenrc ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; Y=possibIe 
nucleotide insertion) 







RGAAAGARGDVRVCR\SYARDAP\E 
IQNI\QIADGDVCRGLSVPIYMVFPR 
LFTCPTLETTNFKVEFEVNIVVLLHP 
DHLITENFPLKLCRI 

1818 

7315 

A 

1954 

2 

236 

DRCLMLKQGSEAWLTSISIEPPAPPV 
YQAPCQSCPEPPGAHEPSDSPHHTP 
VHPPPEXTRTPVLPQPRAVPPPRSSM 
S 

1819 

7316 

A 

1955 

760 

925 

HLEYLPTYANSSYSWVPSSVAHTCN 
PSTLGGRGGRITGGQEFKTSVAN1T 
KPCLY 

1820 

7317 

A 

1956 

32 

487 

SRRHGSSLWGKVNVEDAGGETLGR 

LLWYPWTQRFFDSFGNLSSASAIM 

GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 

1821 

7318 

A 

1957 

41 

638 

APSPRRPWGHFTEEDQGLLSTSLWG 

KV\NVEKCWKEKTPGKGSLWYP\ 

WT\QRFFD\SFGN\LSSAF\AHHGQTP 

KVKAHGKVKVLTFLGRCQQSTLDD 

LKGTFAQLASELHCDKLHVDPENFK 

LLG\NVLVTVL\AIHF\GKDFTPGGC 

RASW\QKMGD\*SGQCPV\LQ\IPLSS 

LVPMMQSFSRIRLLFLQAITNNKS1SA 

KRSP 

1822 

7319 

A 

1958 

3 

227 


1823 

7320 

C 

1959 

171 

366 

MHTPSVEKPSCGSQLFVYIRKFWKK 

RNLVKVLNMTTSSVTEDVPLYPEW 

CMLWRYPASRPNVRKP* 

1824 

7321 

C 

1960 

332 

421 

MEEKIFSQPGMVAPTCNPSTLGGQG 
RWIT* 

1825 

7322 

A 

1961 

322 

1145 

RFSKSPPDSGAQLVSPSGSRTRQQV 

ELAATPTQCSTLLSPWASDGTGCHG 

AAGRRSSGRLRPTGALRWVPLHFPS 

PARGDSQARSLPTRAAASADSSLPG 

CGRREVCGSRAPAGG/PPLAPAPPA 

APVPASAAAQPPAPAWAYEQVWA 

GRGALRSPSASSGEAADDSYGWA 

GRWGRPVQDSRLGTAGEGIAGRES 

WGSVTSWVLGSHMVKFGLVAELGI 

CETQDWRRGSEGGAGEFGAVAIHC 

IGTWVADNAVTCPLLNTTQLEIPFG 

VQFWML 

1826 

7323 

A 

1962 

30 

2814 

LPRAKVEGAPRAPSPQDPGVPPRAP 

SPRSPSPALRALPAPLSPRSPLDEPM 

ARPRRAREPLLVALLPLAWLAQAG 

LARAAGSVRLAGGLTLGGLFPVHA 

RGAAGRACGPLKKEQGVHRLEAM 

LYALDRVNADPELLPGVRLGARLL 

DTCSRDTYALEQALSFVQALIRGRG 

DGDEVGVRCPGGVPPLRPAPPERV 

VAVVGASASSVSIMVANVLRLFAIP 

QISYASTAPELSDS\TRYDFFSRVVPP 

DSYQAQANMVDIVRALGWNYVSTL 

ASEGNYGESGVEAFVQISREAGGVC 


WO 01/79449 — PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SWDNO: 

in USSN 
09A770.160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcWc ( X=Un known; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 





* 


IAQSIKIPREPKPGEFSKV1RRLMETP 

NARGIIIFANEDDIRRVLEAARQANL 

TGHFLWVGSDSWGAKTSPILSLEDV 

AVGAITILPKRASIDGFDQYFMTRSL 

ENNRRNIWFAEFWEENFNCKLTSSG 

TQSDDSTRKCTGEERIGRDSTYEQE 

GKVQFVIDAVYAIAHALHSMHQAL 

CPGHTGLCPAMEPTDGRMLLQYIR 

AVRFNGSAGTPVMFNENGDAPGRY 

DIFQYQATNGSASSGGYQAVGQWA 

ETLRLDVEALQWSGDPHEVPSSLCS 

LPCGPGERKKMVKGVPCCWHCEA 

CDGYRFQVDEFTCEACPGDMRPTP 

NHTGCRPTPVVRLSWSSPWAAPPLL 

LAVLGIVATTTVVATFVRYNNTPIV 

RASGRELSYVLLTGIFLIYAITFLMV 

AEPGAAVCAARRLFLGLGTTLSYSA 

LLTKTNRIYRIFEQGKRSVTPPPFISP 

TSQLVITFSLTSLQVVGMIAWLGAR 

PPHSVIDYEEQRTVDPEQARGVLKC 

DMSDLSLIGCLGYSLLLMVTCTVY 

AIKARGVPETFNEAKPIGFTMYTTCI 

IWLAFVPIFFGTAQSAEKIYIQTTTLT 

VSLSLSASVSLGMLYVPKTYVILFH 

PEQNVQKRKRSLKATSTVAAPPKG 

EDAEAHK 

1827 

7324 

C 

1963 

334 

387 

MKCYIYIYMTLVLLLIV* 

1828 

7325 

A 

1964 

1 

489 


1829 

7326 

A 

1965 

152 

717 

VESIEDVGNHRTDHGADMISIHYEE 
ENAFILDTL\KKQWKGPDDILLGMV 
YDTDDASFKWVDNSNMTFDKWTD 
\QDDE\EDLVDT\CAFLHIKTGEWKK 
GNCEVSSVEGTLCKTAIPYKRKYLS 
DNHILISALVIASTVILTVLGAIIWFL 
YKKHSDSRFTTVFLTGPQLPWMEN 
CVLVVGEENEYPVQFD 

1830 

7327 

A 

1966 

3 

614 

LLFFPSAKMALETGPKDLRHLRACL 

LCSLV/KGTIDQFEYDGCDI\CYAYL 

QMKGNR\EM\VYDCTSSSFDGIIAM 

MSPED\SWVSK\WQAKSSNFKP\GV 

YA\VSVTGRLAPKGIR/VRELKSR\G 

VALQIPGDTANKDLAKMQGCQHLC 

SPPPCLC1ISCSWNLNEQNFQILPTLQ 

FRLSSTVERAAHHFIILSSLDYRWG 

GRDLGWVD 

1831 

7328 

A 

1967 

66 

407 


1832 

7329 

A 

1968 

2 

1272 

CPWPESTGQSGVTSSKARPSLAERW 

AGPAKKKRKGVEHGPAAIREAGLM 

KRLSS/LGDLLTSPEIEVLFTDIAKVR 

THCPKSLPGTETVQIIELSSFFLN1LG 

GKKKKQSWEQEGCHLKDFGDLSFT 

PVPKDDLYNNLIVNPRSVGLANQEL 

AEVVSRAVSDGYSCVTLGGDHSLAI 

GTISGHARHCPDLCWWVDAHADI 

NTPLTTSSGNLHGQPVSFLLRELQD 

KVPQLPGFSWIKPC1SSASIVYIGLR 

DVDPPEHFILKNYDIQYFSMRDIDR 

LGIQKVMERTFDLLIGKRQRPIHLSF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

siffDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DIDAFDPTLAPATGTPVVGGLTYRE 
GMYIAEEIHNTGQRNTTENFDTSSQ 
TLTEGLLSALDLVEVNPQLATSEEE 
AKTTANLAVDVIASSFGQTREGGHI 
VYDQLPTPSSPDESENQARVRI 

1833 

7330 

A 

1969 

212 

460 


1834 

7331 

A 

1970 

1 

1223 

TVVECLSPAWHEESSGGRWRSLPA 

SNRAEPLPWRFSVLRIMSLRGSLSR 

LLNQTRVRSILKKSVHSVHVIGAPFS 

QGQKRKGVEHGPAAIREAGLMKRL 

SSLGCHLKDF/GQDLSFTPVPKDDL 

YNNLIVNPRSVG\LANQELAEWSR 

AV/SQDGYSCVTLGGDHSLAIGTISG 

HARHCPDLCVVWVDAHAD1NTPLT 

TSSGNLHGQPVSFLLRELQ\DKVPQ 

LPGFSWD/IKPCISSARIVYIGLRDVY 

PPEHFILKGTMDIQYF\SMEEILDR\L 

GIQEGHGNGTFDL\LIGKRQRPIH\LS 

YDIDAFDPTHAPAHRTVPVVGDITYR 

EAMYIAEKIH\NTG\LLSALDLVEVN 

PQLATSEEEAKTTANLAVDVIGLPS 

LWVQTREGGAYWSYDPTFPTP\SSP\ 

DESENQARVRI 

1835 

■ 

7332 

C 

1971 

162 

425 

MVGPSLHAGXXXVYIPRFLYIRSWL 
PCIFFSGGVTVGNIGRQLAMGVPEK 
PIVIESSKPXILESXGRFLEENLXLVD 
YXKGLSFFLK* 

1836 

7333 

A 

1972 

89 

308 


1837 

7334 

A 

1973 

2 

454 


1838 

7335 

A 

1974 

570 

1418 

PMPRLHDHFWSCSCAHSARRRGPP 

RAIAAGLAAKVGEM1IVFVSGPSLM 

AVLSASDADPAPRGRSAVKSGPYP 

GSPYPNTWHHSLMQKSLVLFSVGE 

VLALVLNLLQIQRNVTLFPEEVIATI 

FSSAWWVPP\CCGTAPADVGLLYPC 

IDSHLGEPHKFKERMGQVSMRCIAV 

FVGINHASAKLDFANNVQLSLTLAA 

LSLGLWAVTFDRSRSGLGLGMTIAFL 

ATLMTQFLVYNGVYQYTSPDFLYIR 

SWLPC\IFFSGSVT\VGNIG\RQLGYG 

VFLEKPHSD 

1839 

7336 

A 

1975 

1 

287 

KFQERGIIQIKYPP/RAFTLSHTHTRH 
AHIQAPTVTNQTP/DFP/RPRR*ESSS 
SSEGANSFLKIMT*RQSSSSPKEKDV 
RPATSTTSCSMLLSILFIG 

1840 

7337 

A 

1976 

1 

166 


1841 

7338 

A 

1977 

37 

448 

GGCTCPCSRWQGSPPQAPAGLPPPL 

ASGPAPSASASPQPSGGPIPLH/VR*E 

SSSSSEGANSVCSSRSCSLAETFS*S 

AHCLE*NLTPPSPSFYETPLSVVSLA 

LVVSSGGRPVLGPCAESPGHRGWV 

ASPWSSGWSP 

1842 

7339 

A 

1978 

45 

249 


1843 

7340 

A 

1979 

77 

3801 

KGGVFAHDLVPLPFQGTDSPSPRAP 
PGRGVPLPPGALTMNTRDYTPRVAE 
TSHHLKIFLPKKLLECLPRCPLLPPE 
RLRWNTNEEIASYLITFEKHDEWLS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sl^D NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







CAPKTRPQNGSIILYNRKKVKYRKD 

GYLWKKRKDGKTTREDHMKLKVQ 

GMECLYGCYVHSSIVPTFHRRCYW 

LLQNPDIVLVHYLNVPALEDCGKG 

CSPIFCSISSDRREWLKWSREELLGQ 

LKPMFHGIKWSCGNGTEEFSVEHL 

VQQILDTHPTKPAPRTHACLCSGGL 

GSGSLTHKCSSTKHRIISPKVEPRAL 

TLTSIPHPHPPEPPPLIAPLPPELPKA 

HTSPSSSSSSSSSGFAEPLEIRPSPPTS 

RGGSSRGGTAILLLTGLEQRAGGLT 

PTRHLAPQADPRPSMSLAVVVGTEP 

SAPPAPPSPAFDPDRFLNSPQRGQTY 

GGGQGVSPDFPEAEAAHTPCSALEP 

AAALEPQAAARGPPPQSVAGGRRG 

NCFFIQDDDSGEELKGHGAAPPIPSP 

PPSPPPSPAPLEPSSRVGRGEALFGG 

PVGASELEPFSLSSFPDLMGELISDE 

APSIPAPTPQLSPALSTITDFSPEWSY 

PEGGVKVLITGPWTEAAEHYSCVF 

DHIAVPASLVQPGVLRCYCPAHEV 

GLVSLQVAGREGPLSASVLFEYRAR 

RFLSLPSTQLDWLSLDDNQFRMSIL 

ERLEQMEKRMAEIAAAGQVPCQGP 

DAPPVQDEGQGPGFEARWVLVES 

MIPRSTWKGPERLAHGSPFRGMSLL 

HLAAAQGYARLIETLSQWRSVETG 

SLDLEQEVDPLNVDHFSCTPLMWA 

CALGHLEAAVLLFRWNRQALSIPDS 

LGRLPLSVAHSRGHVRLARCLEELQ 

RQEPSVEPPFALSPPSSSPDTGLSSVS 

SPSELSDGTFSVTSAYSSAPDGSPPP 

APLPASEMTMEDMAPGQLSSGVPE 

APLLLMDYEATNPKGPLSSLPALPP 

ASDDGAAPEDADSPQAVDVIPVDM 

ISLAKQIIEATPERIKREDFVGLPEAG 

ASMRERTGAVGLSETMSWLASYLE 

NVDHFPSSTPPSELPFERGRLAVPSA 

PSWAEFLSASTSGKMESDFALLTLS 

DHEQRELYEAARVIQTAFRKYKGR 

RLKEQQEVAAAVIQRCYRKYKQLT 

WIALKFALYKKMTQAAILIQSKFRS 

YYEQKRFQQSRRAAVLIQQHYRSY 

RRRPGPPHRTSATLPARNKGSFLTK 

KQDQAARKIMRFLRRCRHRMRELK 

QNQELEGLPQPGLAT 

1844 • 

7341 

A 

1980 

1 

4333 

MQVQDDGVNLIPFAKCSRVVSRSPP 

PRLPSQSLRPMPQRYGDVFWKNLN 

QRPTPTWLEEQHIPPMLRATGCSQL 

GLYPPEQLPPPEMLWRRKKRRPCLE 

GMQQQGLGGVPARVRAVTYHLED 

LRRRQSIINDTDSPSPRPLRPGVTLPP 

GALTMNTKDTTEVAENTRP\LKIFLP 

KKLLECLPRCPLLPPERLRWNTNEEI 

ASYLITFEKHDEWLSCAPKTRPQNG 

SIILYNRKKVKYRKDGYLWKKRKD 

GKTTREDHMKLKVQGMECLYGCY 

VHSSIVPTFHRRCYWLLQNPDIVLV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

nurlofwtiflp 

sequence 

SEQ ID 
NO: or 

sequence 

Me 
tho 
u 

in USSN 

ftO/"V7A 1 £f\ 

Uy/7/U,lo0 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequlWfe ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







HYLNVPALEDCGKGCSPIFCSISSDR 

REWLKWSREELLGQLKPMFHGIKW 

SCGNGTEEFSVEHLVQQILDTHPTK 

PAPRTHACLCSGGLGSGSLTHKCSS 

TKHRIISPKVEPRALTLTSIPHAHPPE 

PPPLIAPLPPELPKAHTSPSSSSSSSSS 

GFAEPLEIRPSPPTSRGGSSRGGTAIL 

LLTGLEQRAGGLTPTRHLAPQADPR 

PSMSLAVWGTEPSAPPAPPSPAFDP 

DRFLNSPQRGQTYGGGQGVSPDFPE 

AEAAHTPCSALEPAAALEPQAAAR 

GPPPQSVAGGRRGNCFFIQDDDSGE 

ELKGHGAAPPIPSPPPSPPPSPAPLEP 

SSRVGRGEALFGGPVGASELEPFSL 

SSFPDLMGELISDEAPSIPAPTPQLSP 

ALSTITDFSPEWSYPEGGVKVLITGP 

WTEAAEHYSCVFDHIAVPASLVQP 

GVLRCYCPALPLPYTQKSALLGDLK 

DHQSDRLAALLSTSVFSPSLYSSIQH 

VSHEVGLVSLQVAGREGPLSASVLF 

EYRARRFLSLPSTQLDWLSLDDNQF 

RMSILERLEQMEKRMAEIAAAGQV 

PCQGPDAPPVQDEGQGPGFEARVV 

VLVESMIPRSTWKGPERLAHGSPFR 

GMSLLHLAAAQGYARLIETLSQWR 

SVETGSLDLEQEVDPLNVDHFSCTP 

LMWACALGHLEAAV\LLFRWNRQ 

ALSNPDSLGRLPLSVAHSRGHVRLA 

RCLEELQRQEPSVEPPFALSPPSSSP 

DTGLSSVSSPSEL\TDGTFSVTAAYS 

SAPDGSPPPAPLPASEMTMEDMAPG 

QLSSGGPEAPLLLMDYEATNSKGPL 

SSLPALPPASDDGGGPEDADSPQAV 

DVIPADMISLAKQIIEATPERIKREDF 

VGLPEAGASMRERTGAVGLSETMS 

WLASYIAENVDHFPSSTPPSEIAPFER 

\GRLGLSLTAPSWAEFLSCIPPVGKI 

GKLIFALLTL\SD\QEQRELYEAARVI 

QTAFRKYKGRRLKEQQEVAAAVIQ 

RCYRKYKQFALYKKMTQAAILIQS 

KFRSYYEQKRFQQSRRAAVLIQQH 

YRSYRRRPGPPHRTSATLPARNKGS 

FLTKKQDQAARKIMRFLRRCRHRH 

SALPFKTHRPLSVTPKMADLLGSILS 

SMEKPPSLGDQETRRKAREQAARL 

KETTRARETTESGVS 

1845 

7342 

A 

1982 

1 

145 


1846 

7343 

A 

1983 

1 

419 


1847 

7344 

A 

1984 

3 

532 

PRASRSRPTGLREAAGSGPREAPRR 

SGCKSPGLGTVAMLRPKALTQVLS 

QANTGGVQSTVLLLNNEGSLLA\YS 

GLRGTTDAPGSPAAIA\SNIWA\AYG 

PETGTQAFNEDNLQI/IILHGTCMGG 

AVLGHSPELANLSCLLYCIAKEDRG 

AFGNCFKAKGPGLLGGSYLEEPLTQ 

VAAS 

1848 

7345 

A 

1985 

2 

555 


1849 

7346 

A 

1986 

90 

323 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

1850 

7347 

A 

1987 

1 

4695 


1851 

7348 

A 

1988 

81 

523 

SCLCRDRACLTSLPVSFQVQGVGSK 

GWRDVTTFFSGKAEGPLDSPSEGHS 

YQNSGLDHFQNSNIDQSFWETFGSA 

EPTKTRKSPSSDS\WTCADTSTER\R 

SSDSWEVWGLASTNR\NSNSDGVE 

GGEGTKKAVPPAVPTDDGWDNQN 

W 

1852 

7349 

A 

1989 

1187 

1720 

QNQSRDKM\RDLREGQMEPPKSELI 

GW\GGGETSRWVRGGASPPP\ALSP 

LFLITWSGHKDLK\DLKVRGLRGLE 

APRVNVWETEANQAGLQPLGPPAT 

IGLRPRERPGPGRVGREGGPAWPLG 

EFSGIPGVGLRARHQHELRRWRPGR 

ASPRPERKAAWKGQPGQPAGPADG 

RAARSRG 

1853 

7350 

A 

1990 

738 

1086 

GTASENLGCKILKHRQQMLRKVYP 

VVLHILSYRGSHSSRKKNWGRLKNI 

LKTFFFLGGGGDGSCWQRPGWELQ 

'WALFSGSLQPSPPGFNKQFSCLSLLS 

SWEYRCTPPCLANFCIFQ 

1854 

7351 

A 

1991 

1 

340 

LGEGGRTAVEALPGPSLDHWYRSA 

GEEKDGP/VYCAAQHLRGRRSLPKA 

WPPPPSSLPVLTDEQKSR/YPGHEAH 

DQGGNWDARQSIIRKVVDPETGRTR 

WGAFGLTYTTGSGSVG 

1855 

7352 

A 

1992 

1 

142 


1856 

7353 

A 

1993 

58 

328 

LKKKGKEKAEAQQVEALPGPSLDQ 
WHRSAGEEEDGPVLTDEQKSR/YPG 
HEAHDQGGXWDARQSIIRKCGGPLR 
RGAPGLLKGDGEGPKRKS 

1857 

7354 

A 

1994 

120 

416 

LFFGESSRLTVLEDLKNVFPPQVAV 
FEPSKAEIFHTQKAPLVFLATGFYPD 
HVELSWWVNGKEVHSGVST\DPQP 
LMEQAALNDSRYCLSSRLRVSATF 

1858 

7355 

A 

1995 

1 

977 

VKLPSCPDPAMGTSLLCWMALCLL 

GADHADTGVSQNPRHNITKRGQNV 

TFRCDPISEHNRLYWYRQTLGQGPE 

FLTYFQNEAQLEKSRLLSDRFSAER 

PKGSFSTLEIQRTEQGDSAMYLCAS 

SIGAGLPSSNQPQHFGDGTRLSILED 

LNKVFPPEVAVFEPSEAEISHTQKAT 

LVCLATGIFPDHVELSWWVNGKEV 

HSGVSTDPQPLKEQPALNDSRYCLS 

SRLRVSATFWQNPRNHFRCQVQFY . 

GLSENDEWTQDRAKPVTQIVSAEA 

WGRADCGFTSV\SYQQGVLS\ATIL 

YEILLGKATLYAVLVSALVLMAMV 

KRKDF 

1859 

7356 

A 

1996 

2 

883 

FVSQLSPEKVVCGHHLKMLSLLLLL 

LGLGSVFSAVISQKPSRDICQRGTSV 

KIECRSLDFQATTMFWYRQFPKKSL 

MLMATSNEGSKATYEQGVEKDKFL 

INHASLTLSTLTVTSAHPEDSSFYICS 

ARESTSDPKNEQYFGPVGTRLTVLE 

DLKNVFPPEVAVFEPSEAEISHTQK 

ATLVCLATGVFFPDHVELSWWVNG 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETJ1D NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







KEAHSGVSTDPOPI KFOPAT NDSRV 
CLSSRLRVSATFW\QNPRNHFRCQV 
QFYGLSENDEWTQDRAKPVTQIVS 
AEAWGRAGEWGLGRCLEEIR 

I860 

7357 

A 

1997 

195 

1133 

PQHGGHFPRKIKSCSWQARPLEDEA 

TLGQCGVEALTTLEVTRPACLEVKS 

MVPWPVLEKVRGQTPKVAKHGEK 

KKKKTGRAKRRMQYNRRFVNVVP 

TFGKKKGTTFTKIFVGGLPYHTTDA 

SLRKYFEGFGDIEEAVVITDRQTGK 

SRGYGFVTMADRAAAERACKDPNP 

IIDGRKANVNLAYLGAKPWCLQTG 

FAIGVQQLHPTLIQRTYGLTPNYMY 

PPATVOATVVIPA APVP^II <1<?PVTFVT 
x i v i v v irn/u v roLoor x ic x x 

PASPAYAQYPPATYDQYPY\AASPA 
TWRSFVGYSYPAAVPQALSAAAPA 
GTTFLQYQAPHVQPDRMH 

1861 

7358 

B 

1998 

60 

378 

NAVLEADFAKRGYKLPKVRKTGTT 

1/T.VJ V V X rviyVJl V LAJnLJ X IV/\ 1 E\SIVL V V 

ADKNCSKIHFISPNIYCCGAGTAAD 
TDMTTQLISSLAAMAVFEDKFRPD 
MEEEEAKNLX* 

1862 

7359 

A 

1999 

1 

437 

DPRATEGMVVADKTCQKSTGRLPE 
LVTA1RMLKQMLFRYQGYIGAALV 

1_*VJ VJ V U V x SJrVnjL* I ox I rnuo 1 Ulr\J\\J 

TFNDT CtSftSNIDT PVI^KMKT TYF1 RP 

11 1 1 L^J_* VJ O VJ Oil XU X-i\^ V I OI^IN 1_jIvX 

YTVPNKKGTRLGRYRCEKGTTAVL 
TEKITPLEIEVLEETVQTMDTS 

1863 

7360 

A 

2000 

2290 

2481 


1864 

7361 

A 

2001 

3 

860 

FLGKMAAVSVYAPPVGGFSFDNCR 

RNAVLEADFAKRGYKL\PRPRKTGT 

TIAGWYKDGIVLGADTRATEGMV 

VADKNCSKIHFISPNIYCCGAGYTAA 

DTAMT\TQLISS\NLKLHSL\STGR\LP 

RV\VTA\NRMLKQMLFRYQGYIGAA 

LVLG G VDVTGPHLY\SIYP\HGSTDK 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

WRIFND\LGSGSNIDLCVISK\NKLDF 
LRP\YTVPNKKGTRLGW\RYRCEKG 
\TTAVLTEKIPLLWST 

186S 

7362 

A 

2002 

1 

340 

RQGTIVAISSIQGKMSIPFRSAYAAS 
KHATOAFFnn R AFMFOYFTFVTVI 

SPGRSC/VEVAQDVLAAAGKKKKD 

VILADLLPSLAVYLRTLAPGLFFSL 

MASRAR*ERKSKNS 

1866 

7363 

A 

2003 

56 

385 

RPWTSSPPQPSCPCCSAAWASSASS 
firr^firAORPTrfiMT ww*^r>APA 

vj^v^ovj^/\vji\Jr l v^kjivxi^ w w o\£r\i r\ 
OGRSPVEVAODVLAAVrSKKKKDVT 
LADLLPSLAVYLRTLAPGLFFSLMA 
SRARKERKSKNS 

1867 

7364 

A 

2004 

2 

409 


1868 

7365 

A 

2005 

1 

1092 


1869 

7366 

A 

2006 

50 

1101 

LTMVSPATMKSLPKVKAMDFIIAST 
AIL\PLLFGCLGV\FGL\FRLLQWV\R 
GKAYLRNAVWITGATSGLGKECA 
KVFYAAGAKLVLCGRNGGALEELIX 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SB^ID NO: 

in USSN 
09A770.160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







RELTASXHATKVQTHKPLLGGPSDL 

TDSGAIVAAAAEESFSCF\GYGRHY 

FVNNAGISYRGT\TMDT\TVDVDKR 

VMETNYFGPVALTKALLPSMIKRR 

QGHIVAISSIQGKM\SIPFRSGICQPS 

KHATQ\AFFDCLAVPEM\EQY\EIEV 

TVISPG\YIHTNLS\VNAITADGSRYG 

V\MDTT\TSPGPESPVEGGPRMFLAC 

LWGKKK\KDV\TLADLPALPLAVY\ 

LRTLAP\GLLPSSLPCLPRAQKRAGN 

PKNSLVL 

1870 

7367 

A 

2007 

75 

461 


1871 

7368 

A 

2008 

3 

426 

DAWVCLSPAFILLELCAARV*EGLP 

NRVHRTEEVNHVDFYAFSYYYDLA 

GGAGPIDAEKGGSLVVGDFEIATKY 

VCRTLETQSQSSPFSCMDLTYVSLL 

LQEVGFPRSKVLKLTRKIDNVYTT 

WAPGAIFHYIDSLNRQKS 

1872 

7369 

A 

2009 

3 

421 

QALGNRGVVSRGWRPGWRRPGRG 

SPKDRLPPAPRKRALVSVGVAERA 

VHETPTLTHETFKALKPGLSAYADD 

VEKSAQGIRELLDVAKQDIPFDF*K 

ATPLILK/ATAGLRLLPEKKAQR*LA 

\KGKEVFKAWLFFEGNDW 

1873 

7370 

A 

2010 

337 

769 

PLALCLAPAASLHELCAAKVSEVLH 

NRVHRTEEVKHVDFHAFSYYYDLA 

AGVGLIDAEKGGSLVVGDFEIAAK 

YWGVTWSVKGRVSSPVCRTLETQP 

QSSPFSCMDLTYVSLLLQEFGFPRS 

KVLKLTRKIDNVETSWALGA1F 

1874 

7371 

A 

2011 

2 

486 


1875 

7372 

A 

2012 

176 

1643 

MKKGIRYETSRKTNYIFQQPQHGP 

WQTRMRKISNHGSLRVAKVAYPLG 

LCVGVFIYVAYIKWHRANATQAFF 

SITRAAPGARWGQQAHSPLGTAAD 

GHEVFYGIMFDAGSTGTRVHVFQF 

TRPPRETPTL/TAHETFKALKPGLSA 

YADDVEKSAQGIRELLDVAKQDIPF 

DFWKATPLVLKATAGLRLLPGEKA ' 

QKLLQKVKEVFKASPFLVGDDCVSI 

MNGTNE\GVSAWITINFLTGSLKTPR 

RSNVGMLDLGGGSTQIVFLTHVEG 

TLQASPPRYLTALRMFNRTYKLYC 

YSYLGLGLMSARLAILGGVEGQPA 

KDGKELVSPCLSPSFKGEWEHAEVT , 

YRVSGQKAAASLHELCAARVSEVL 

QNRVHRTEEVKHV\DFYAFSYY\YD 

LAAGVG\LIDA\EKGGSLVVGDFEI\ 

AAKYV/CVRTLGETQP\QSSPFSCMD 

LTYVSLLLQEFGFPRSKVLKLTRKID 

NVETSWALGAIFHYIDSLNRQKSPA 

S 

1876 

7373 

A 

2013 

21 

119 

PGWPQTPDFKRS/PPLWPPKVLGLQ 
V*ATAPGPK 

1877 

7374 

A 

2014 

1420 

1627 

IGLNPSSVPSTFFSYSPQFTEGVPP/P 
GMERP/PFPWEQRPTGWSFFSPCPQ 
TPXSPPPTSEHGTPPNWPKC 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SWlDNO: 

inUSSN 
09/770,i60 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

1878 

7375 

A 

2015 

447 

775 

QIPKEHLHHP/PQTSHSNRPLR/P/GN 

RPNPESPTGSPPQECCSCLAPRGSA 

WGDPNPLQRTPGAGKVAGGPFPPP 

TQQSPPGKALCINLKGKFAAIKLLD 

NVLQPSSALGFL 

1879 

7376 

C 

2016 

49 

519 

MYGKGKSNSSAVPSDXQAREKLAL 

YVYEYLLHVGAQKSAQTFLSEIRW 

EKMTLGEPPGFLHSWWCVFWDLY 

CAAPERRETCEHSSEAKAFHDYPFM 

SPRYPGGPRPPLRIPNQALGGVPGS 

QPLLPSGMDPTRQQGHPNMGGPMQ 

RMTPPRGMVP* 

1880 

7377 

A 

2017 

1 

1155 


1881 

7378 

A 

2018 

56 

1416 

WVDRCVTVGAALGTSMYGKGMCS 

NSSAVPSDSQAREKLALYVYEYLL 

HVGAQKSAQTF\LSEIRWEK\NITLG 

EPPG\FLHSWWCVFWDLYCAAPER 

RETCEH\SSEAKAFHDYSAAAA\PSP 

VLGVNIPPGRWACQLGPVTTRGSFQ 

PFMFTFGYPG\GPRSPLRV\PNQALG 

G\VPGGQPLLPSGMDST\RQQ\GHPN 

MGGAMQR\MTPPRGM\VPLGPQFLT 

PWLSLQNYGGAVMRPPLVNALGGPG 

MPGMEQGSRCGRPWNPTNAXNSL 

PFSSAFSWNLLGPPG\GGGPPG\TPI\ 

MPSSSRFQPTSGDNMYTLMNAVPP 

GPVNRPNF\PMGP\GSDGPMGGLGG 

MESHHMNGSLGS\GDMASISKNSPN 

N\MSLS1QP\GIPK\DDG AMGANFLN 

PFQSESYSPSKPYKCVFPFPGLFMKP 

TVSQPFPELRTEENYSSTSVPVKQR 

NLSHTKPTFLFPALSPLL 

1882 

7379 

B 

2019 

162 

349 

LEELEEEEEELDLVLLRAFCLLLSW 
DVEAEQFLEVSFLLFFFLFSDPRPRD 
RLRLLERLREPT* 

1883 

7380 

A 

2020 

2 

353 

SSSDGRKKRGKYKDKRRKKKKKR 

KKLKKKGKEKAEAOOVEALPGPSL 

DQWHRSAGEEEDGPVLTDEQKSR/ 

YPGHEAHDQGGXWDARQSIIRKW 

DPETGRTRWGAFGLTYTTGSGSVG 

1884 

7381 

A 

2021 

1 

142 


1885 

7382 

A 

2022 

404 

946 

PVCACPRPEQGTKVYLFPSWLSSLT 

FSLHHREKQAEGRGEEEDASSASSS 

SSSSSSSSSASSSSSSSSDGRKKRGK 

YKDKRRKKKKKRKKLKKKGKEKA 

EAQQVEALPGPSLDQWHRSAGEEE 

DGPVLTDEQKSR/YPGHE\THDQGG\ 

WDARQSIIRKCGGPLRRGAPGLLKG 

DGEGPKRKS 

1886 

7383 

A 

2023 

3 

634 


1887 

7384 

A 

2024 

131 

546 

VAGTPGRHPHTRLIFPVFCRGGVFL 

CFPGWSFFFFKPSDLDSFHLEMIHPR 

CESWKMPGALPM/YCSP/CCLLVLL 

KDQGQGASTGVRRRKESWLPAPHS 

STVQVTQEGWREQSRELPKTECQL 

GWFLFLLQPYSRSRFY 

1888 

7385 

A 

2025 

363 

578 

RPYPCLSPPRSSSTNPLSS**LNKIPS 


WO 01/79449 


PCTYUS01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^ID NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 

CP/It II* It <*P 

Nucleotide 
location of last 
codon for last 
amino acid of 

sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







LPSSWEKW*IPPKNNCLSLLNPSPPS 
LAPSLDDIKEGLSWKKKKK 

1889 

7386 

A 

2026 

166 

191 

KNVIHOSKNCVFVKLLDOIHNFPLS 
TLLHVIVDLFLGLFGVPE/CSDP*RLP 
GTPPYPQPARQPAPADHRQWPVPQ 
RGPEASG 

1890 

7387 

C 

2027 

358 

405 

MSSREGARDGGEGLRS* 

1891 

7388 

C 

2028 

306 

347 

MSPGRGPGMEGRG* 

1892 

7389 

A 

2029 

2 

358 

QCGGIRFWRAPVFLVLSWSPQDGIT 

GEEPDTSHDPRLHOASSCPPAHPPLP 

PTQSCSSCQGWLCPPQGCPPGGPRT 

A/CIVPWPSFVASAATQERGQCPPL 

DPLSPNQTRALHLSGTSGK 

1893 

7390 

B 

2030 

1043 

1146 

MPSSVSWGILLLAGLCCLVPVSLAE 

DPQGDAAQKTDTSHHDQDHPTFNK 

1TPNLAEFAFSLYRQLAHQSNSTNIF 

FSPVSIATAFAMLSLGTKADTHDEIL 

EGLNFNLTEIPEAQIHEGFQELLRTL 

NQPDSQLQLTTGNGLFLSEGLKLVD 

KFLEDVKKLYHSEASPVISGA'SKRA 

KKQINGKMGETLLKSKDPRKEDFT 

LDQVTTVKGAYDEAFRACLTSSHX 
* 

1894 

7391 

A 

2031 

2 

402 

SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 

1895 

7392 

A 

2032 

9 

509 

NSARATDSERTHHGARLLPDKTNV 

KAVAWGKVGAHAGEYGAEALERM 

FLSFPT\TKTYFPHFDL\SHGF\AQVK 

GATAKKVA\DALTKAVA\HVDGHA 

QTALSALSGPATAHKIARVGPGSTF 

KLL\SHLPC WLTLGRPPSPAEFQPLA 

VARLPWNKVPGLLVEAPLLEPSK 

1896 

7393 

A 

2035 

413 

674 

CRSDRWAKEHRGKRGODSSKTWM 
ARLMEAPKQTAQYFFIFYFFETKSY 
SVTQAGVQWLDLGSLQRPPPGPVSD 
SPASASRAWPQTAH 

1897 

7394 

A 

> 2036 

2525 

2734 

LTNGTESTPPPRPTPSRCSRQRCPES 
VGPPFVCSPPFCVPAHFKLLPWTFQG 
TVISSPQIISSSSVCAFF 

1898 

7395 

A 

2037 

168 

392 

NKSFFPPSSSFDLSILNTFSFPLTLSSL 
RSGPTHTHHTHAN/THTHTHTHTHT 
HTPSSPDPQAHPHTLTDNWVSTL 

1899 

7396 

A 

2038 

216 

528 

AGEKLGLGAGDTSWRVVWPAACT 

PGRVERVGWCRWGPADPSGGLTPG 

\ACGASWQGPFSWAKDLQGPGSW 

WPVWPPTRPFLLDLGSSGLLIWVHK 

WPWGVCVYV 

1900 

7397 

A 

2039 

37 

424 

RWNFLATTPSAVFRVWEAQMLTCE 

RWPTLSGRRQTYLLLPFAP*PQTGC 

WSPDGSRLLFTVLGEPLIYSLSFPER 

CGEGKG\ALEVQSQQRLWQICLRQ 

QYRHQMVRRGLGERLTPWSGTPVG 

NVWLCL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-Iide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location or last 
codon for last 
amino acid of 
peptide ' 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

1901 

7398 

A 

2040 

1 

442 

PEFRVDDFVLRYPSAYESSPGTELR 

ECGL/WPFRPGVCRLQTSCEPWINLP 

VLQLTKDPLKTPGRLDHGTRTAFIH 

HREQVWKRCINIWRDVGLFGVLNE 

IANSEKEVFEWVKTASGWALALCR 

WASSLHGSLFPHLSLRNEDLIAEF 

1902 

7399 

A 

2041 

722 

1395 

CLCLGLWACQS\CILIWTL\DPTSLF\ 

TRPSSG\CAQVLSHPGHTPVTSLAW 

APSGGRLLSASPVDAAIRVWDVSTE 

TCVPLPWFRGGGVTNLLWSPDGSKI 

LATTPSAVFRVWEAQMWDLWRRW 

PTLSGRCQTGCWSPDGSRLLFTVLG 

EPLIYSLSFPERCGEGKG\ALEVQSQ 

QRLW\QICLRQQ/YTRHQMVRRGLG 

ERLTPWSGTPVGNVWLCFMKGKA 

QGLPGW 

1903 

7400 

A 

2042 

1 

418 

MPEQEPTAEQLS*IAAENEEDEHSV 

NYKPRAQKSIQEIQELDKDDESLRK 

YKRALLGRVAVSADPNVPNVVVAP 

GRVRLLPQALSATTPGRPSLTQPGT 

NKGPSAHIAESRLLCLPRPIPGLRW 

SARLRQRRLSLLLF 

1904 

7401 

A 

2043 

1 

525 

LSQQASLESF*KHFFCLKEVVEYRIK 

ISFRVNREIVSGMKYIQHTYRKGVK 

ID\KTDYIVGSYWPRAEEYEFLTPKS 

PRWTASPTPSVLQSGAPLGHQYLLP 

PSVPSSGHWPGVCSPRLLVPPLLGR 

PSLTLPGTNKGPSAHIAESRLLCLPR 

PIPGLRWSARLRQRRLSLLLF 

1905 

7402 

A 

2044 

354 

487 


1906 

7403 

B 

2045 

61 

516 

KSIQE1QELDKDDESLRKYKEALLG 

RVAVSADPNVPNVWTGLTLVCSS 

APGPLELDLTGDLESFKKQSFVLKE 

GVEYRIKISFRVNREIVSGMKYIQHT 

YRKGVKIDKTDYMVGSYGPRAEEY 

EFLPRPIPGLRVVSARLRQRRLSLLL 

F* 

1907 

7404 

A 

2046 

11 

328 


1908 

7405 

A 

2047 

1 

507 

LTFVCSFRPVPLYLDLRSN\LDSKNQ 

SFLFKEAVDYRIKISFRFHPKYISLin 

YIQHTYSK/GVK1DKTDYMLGSY/GP 

RAEEYEFLTPVEEAPKGMLARGSYS 

IKSRFTDDDKTDHLSWEWNLTIS1Y 

CLRPCRPWATGLAPVPPGSQCHHPR 

QAFPDPARNKQGTKCTHC 

1909 

7406 

A 

2048 

1 

327 

TAEQLAQIAAENEEDEHSVNYK/PP 
AQKSIQEIQELDKDDESLRKYKEAL 
LAPLAVSADPNVPNVWTGLTLVC 
SS/APGPLELDLTGDLESFKKQSFVL 
KEGVECTVGPH 

1910 

7407 

A 

2049 

1 

452 


1911 

7408 

A 

2050 

3 

868 

SHFVLDVIPGVGHLTLPQRMPLSRN 

RGGGEERRCPPWSPFGAPLQPTLLL 

RSAPPLGIQVQGLSPSRPQVSRPRLS 

LSMAEQEPTAEQLAQIAAENEEDEH 

SVNYKPPAQKSIQE1QELDKDDESL 

RKYKEALLGRRWPFSADPNVPNVV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID • 
NO: of 
peptide 
sequence 

Me 
tho 
d 

St&D NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X-Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 







VTGLTLVCS\SAPGPLELDLTGDL\E 
SFKKQFVLCLKEGVEYRIKISFRJFNP 
RDNCPGMKYIOHTYRKGVKIDKTD 

* n * * ^ * VI' * * » *> * AAA * ^A,m- V A^ X A*f 

YMVGSYG\PRAEGSFEFLTPVE\EAP\ 

KGMLA\RGSYSIKSRFTDDDKTDHL 

SWEWNLTIKKDWKD 

1912 

7409 

A 

2051 

1 

618 

TLLVPQDSERTHPWLLSPADK\TNV 

KGPPGGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHG\SAQV\ 

KGHG\KKVADALTNAVAHV\DDMP 

N\ALSAL\SDLHAHKLRVDPV\NF\KL 

LKPLACLVDPGPAHLP\AEFOPLAV 

A+A ^A » ^**rA^ ▼ A^ A A i&l 1^1 Vf kXwl X Ij/x V 

ATSSLGOSFLGFLWANLKFELOIPV 

KLGSLGWAMLSLPLWAFPPAPPPLS 

CTRTPVVFEIKS 

1913 

7410 

A 

2052 

3 

398 


1914 

7411 

A 

2053 

1773 

3913 

FEQNTKLDQAQQAPEDHYPISLLLP 

SHMA1GLLMAQEGHCKDSSAMGEE 

AHHPLTPATPPFPPLSPDWGHMQPD 

FFVPVAVPAVFRGPPQLQCHGRRLF 

LNSPCAQKSSSGLWEPGLSRTLLE 

MVKLTSMRGQFLEAQIPTG1SLTLQ 

YQLYQKQTNKNMSYSFVLFLKWV 

ALGQGRRAGYPSLEDADSRRFNGS 

RSFLITVIGITLTVEIVTSGMMKGTR 

VRWSGAGNEGMMGLEEGRNERSV 

KEAPPRRAVEAQPKDRTWDVGKG 

QGTEGEGRGLEVEGQQHQGSEPGTI 

PFSVSWGVLLLAGLCCLVPSSLVED 

PQEDAAQKTDTSHHDQGDWEDLA 

CQKISYNVTDLAFDLYK\SWLIYH\N 

Q\HVLVTPTSVAMAFAMLSLGTKA 

DTRTEILEGLNVNLTETPEAKIHECF 

QQVLQALSRPDTRLQLTTGSSLFVN 

KSMKLVDTFLEDTKKLYHSEASSIN 

FRDTEEAKEQINNYVEKRTGRKVV 

DLVKHLKKDTSLALVDYISFHGKW 

KDKFKAER1MVEGFHVDDKTIIRVP 

M1NHLGRFDIHRDRELSSWVLAQH 

YVGNATAFFILPDPKKMWQLEEKL 

TYSHLENIQRAFDIRSINLHFPKLSIS 

GTYKLKRVPRNLGITKIFSNEADLS 

GVSQEAPLKLSKAVHVAVLTIDEK 

GTEATGAPHLEEKAWSKYQTVMFN 

RPFLVIIKEYITNFPLFIGKWNPTQK 

1915 

7412 

A 

2054 

3 

409 

PGPVVVSNNSSAHGSQRTSGPESSM 
K\YCCPEMVEYQKKGKSLDSEPSVP 
SAAKPPSPEKTAPVASTPSSTPTPAI <l 

PPTKVPEPNENVGDAVQTKLIMLV 

DDFYYGRDGGKVAOLTNFPKVATS 

FRCPHCTKRLY 

1916 

7413 

C 

2055 

235 

366 

MRIPETKPLTRNGSEVKELAHSSPQ 
DNQNDQMSFFIVLLPRNG* 

1917 

7414 

A 

2056 

3 

484 

STTPTATQPTSLWQLAVQSPGQSNQ 
TTNPKLGKASEEEMAEPGLGWWVE 
NR*LSLGHR\APSFPSPPAVSIASFVT 
VKRPGVTGENSNEVAKLVNTLNTIP 
SLGQSPGPVVVSNNSSAHGSQRTSG 
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PESSMKGTIT*KTLSSQSFKNINKVF 
VVSELYTQK 

1918 

7415 

A 

2057 

2 

4256 

FVHGSMADTDLFMECEEEELEPWQ 

KISDVIEDSWEDYNSVDKTTTVSV 

SQQPVSAPVPIAAHASVAGHLSTST 

TVSSSGAQNSDSTKKTLVTLIANNN 

AGNPLVQQGGQPLILTQNPAPGLGT 

MVTQPVLRPVQVMQNANHVTSSPV 

ASQPIFITTQGFPVRNVRPVQNAMN 

QVGIVLNVQQGQTVRPITLVPAPGT 

QFVKPTVGVPQVFSQMTPVRPGST 

MPVRPTTNTFTTVIPATLTIRSTVPQ 

SQSQQTKSTPSTSTTPTATQPTSLGQ 

LAVQSPGQSNQTTNPKLAPSFPSPP 

AVSIASFVTVKRPGVTGENSNEVAK 

LVNTLNT1PSLGQSPGPWVSNNSS 

AHNGSQRTSGPESSMKVTSSIPVFDL 

QDGGRKICPRCNAQF\RVTEALRGH 

MCYCCPEMVEYQKKGKSLDSEPSV 

PSAAKPPSPEKTAPVASTPSSTPIPAL 

SPPTKVPEPNENVGDAVQTKHMLV 

DDFYYGRDGGKVAQLTNFPKVATS 

FRCPHCTKRLKNNIRFMNHMKHHV 

ELDQQNGEVDGHTICQHCYRQFSTP 

FQLQCHLENVHSPYESTTKCKICEW 

AFESEPLFLQHMKDTHKPGEMPYV 

CQVCQYRSSLYSEVDVHFRMIHED 

TRHLLCPYCLKVFKNGNAFQQHYM 

RHQKRNVYHCNKCRLQFLFAKDKI 

EHKLQHHKTFRKPKQLEGLKPGTK 

VTIRASRGQPRTVPVSSNDTPPSALQ 

EAAPLTSSMDPLPVFLYPPVQRSIQK 

RAVRKMSVMGRQTCLECSFEIPDFP 

NHFFTYVHCSLCRYSTCCSRAYAN 

HMINNHVPRKSPKYLALFKNSVSGI 

KLACTSCTFVTSVGDAMAKHLVFN 

PSHRSSSILPRGLTWIAHSRHGQTRD 

RVHDRNVKNMYPPPSFPTNKAATV 

KSAGATPAEPEELLTPLAPALPSPAS 

TATPPPTPTHPQALALPPLATEGAEC 

LNVDDQDEGSPVTQEPELASGGGG 

SGGVGKKEQLSVKKLRVVLFALCC 

NTEQAAEHFRNPQRRIRRWLRRFQ 

ASQGENLEGKYLSFEAEEKLAEWV 

LTVQREQQLPVNEETLFQKATKIGRS 

LEGGFKISYEWAVRFMLRHHLTPH 

ARRAVAHTIAPKDVAENAGLFIDFV 

QRQIHNQDLPLSMIVAIDEISLFLDT 

EVLSSDDRKENALQTVGTGEPWCD 

VVLAILADGTVLPTLVFYRGQMDQ 

PANMPDSI\LLEAKESGY\SDDEIME 

LWSTRVWQKHTACQRSKGMLVMD 

CHRTHLSEEVLAMLSASSTLPAVVP 

AGCSSKIQPLDVCIKRTVKNFLHKK 

WKEQAREMADTACDSDVLLQLVL 

VWLGEVLGVIGDCPKNLVQRSFLVA 

SVLPGPDGN1NSPTRNADMQKELIA 

SLEEQLKLSGEHFESSTPRPRSSPEE 
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PCT/US01/08656 


Amino acid sequence ( X=llnknown; *=Stop 
codon; A=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


TIEPESLHQLFEGESENE\SFYGFEEA 
DLDLMEI 


1919 


7416 


2058 


824 


1920 


7417 


2059 


1077 


MLSGVGGFVLGLLFLGAGLFIYFRN 

QKAEESFVSALSIDLSGGGNMALLS 

MVCLKFPGGNSCMAALTVTLMVLS 

SPLALAG\DTR\PPVRLRKTEDEPLG 

CVLSGLRVGPDSVFPGGRFCNRIVL 

VPPARFLEQVKHECHFFNGTERVRF 

LDRYFYHQEEYVRFDSDVGEYRAV 

TELGRPDAEYWNSQKDLLEQKRAA 

VDTYCRHNYGVGESFTVQRRVYPE 

VTVYPAKTQPLQHHNLLVCSVNGF 

YPGSIEVRWFRNGQEEKTGVVSTGL 

IQNGDWTFQTLVMLETVPRSGEVY 

TCQVEHPSLTSPLTVEWRARSESAQ 

SKMLSGVGGFVLGLLFLGAGLFIYF 

RNQKGHSGLQPTGFLS 


1921 


7418 


2060 


867 


1922 


7419 


2061 


GRVGLPAALAPGPVLFSSMVCLRLP 

GGSCMAVLTVTLMVLSSPLALAGD 

TRPRFLEYSTSECHFFNGTERVRYL 

DRYFHNQEENVRFDSDVGEFRAVT 

ELGRPDAEYWNSQKDLLEQKRNAA 

VDNYCRHNYGVVESFTVQRRVHPK 

VTVYPXSRTQPLQHHNLLVCSVSGF 

YPGSIEVRWFRNGQEEKTGVVSIAG 

LIHNGDWTF\HTLV\MLETVPRSGEV 

YTC\QVEAPRA*QAPLTVE\WRARS 

ESAQSKMLSGVGGFVLGLLFLGAG 

LFIYFRNQKGHSGLQPRGFLS 


940 


RNFRVDPRVRREEGFIVLPERDLPA 

SLAPGPVLVSSMVSLKLPGGSCMTA 

RT\VSLMV\LSSPLALAGDTRPRFLW 

QPKRECHFFNGTERVRFLDRYFYN 

QEESVRFDSDVGEYRAVTELGRPD 

AEY\WNSQKDLLE\QRRAA\VDTY\C 

RHN\YGVGESFPVQRR\VEPKVTVY 

PSKTQPLQHHNLL/VFCSVSGFYPGS 

IEVRWFLNGQEEKAGVWPQALIQN 

GDWTFQTWWMLETVPRSGEGLHC 

QSE\HPGVTSLLTVEWRARSESAQS 

KMLSGVGGFVLG\LLLPLGPGLFMY 

FRNQKGHSGLQPTGFPELKCR 


1923 


7420 


2062 


25 


384 


EFHRLRENPPMVAVSCPTKTNVKG 

PPGGKVGAHAVRSMCAEALERMFL 

SFPT\TKTYFPHFDL\SHG\SAQVKGP 

RQRRWPNALTKRRGAPLDDMP/NT 

ALSALSDLHAHKLRVDPVQLSSS 


1924 


7421 


2065 


47 


353 


AGRVRILWDCVEVDLTELGAGQSV 

EASRHAWEVVRRNRCHWAPQLFLS 

FAPGWGGXGEGRVGDGGAVGWFPS 

PQPPSSPPGVMPCPHDRRGTEPGRD 

LVPAQ 


1925 


7422 


2066 


692 


KRLPKMAEVQVLVL\DGRAHSSLG\ 
RLAGHRGLNQVLLGRK\VVVV\RCE 
GI\NISGNF\YRNEVKVPWLFPSKR\M 
NTNPSRRPLTTSGAPSRI\FWRTVRG 
MLPVHKTQ A E AKA A\LDRL\K VFDG I 
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PVPPYGQEKSGMVVP\AALKVVR\LK 

PTRKFCLIFFFSGGGAL\AHO\VGWK 

YQAVTAP\LEE\KRKREKPRFHYRK 

KENSIMRLVRKQAREETWRKKIDKY 

TEVLKTHGLLV 

1926 

7423 

A 

2067 

1 

2091 


1927 

7424 

A 

2068 

384 

4189 

ERTSPAMITSELPVLQDSTNEATAH 

SDAGSELEETEVKGKRIRGRPGRPP 

STNKKPRKSPCEKSKIEAGIRGAGR 

GRANGHPQQNGEGEPVTLFEWKL 

GKSAMQSVVDDWIESYKQDRDIAL 

LDLINFFIQCSGCRGTVRIEMFRNM 

QNAEIIRKMTEEFDEDSGDYPLTMP 

GPQWKKFRSNFCEFIGVLIRQCQYSI 

IYDEYMMDTVISLLTGLSDSQVRAF 

RHTSTLAAMKLMTALVNVALNLSI 

HQDNTQRQYEAERNKMIGKRANER 

LELLLQKRKELQENQDEIENMMNSI 

FKGIFVHRY\RDAIAEIRAICIE\EIGV 

WMKMYSDAFLNDSYLKYVG WTLH 

DRQGEVRLKCLKALQSLYTNRELFP 

KLELFTNRFKDRIVSMTLDKEYDVA 

VEAIRLVTLILHGSEEALSNEDCENV 

YHLVYSAHRPVAVAAGEFLHKKLF 

SRHDPQAEEALAKRRGRNSPNGNLI 

RMLVLFFLESELHEHAAYVLVDSLW 

ESSQELLKDWECMTELLLEEPVQGE 

EAMSDRQESALIELMVCTIRQAAEA 

HPPVGRGTGKRVLTAKERKTQIDD 

RNKLTEHFIITLPMLLSKYSADAEK 

VANLLQIPQYFDLEIYSTGRMEKHL 

DALLKQIKFWEKHVES\DVLEACS 

KTYSILCSEEYTIQNRVDIARSQLID 

EFVDRFNHSVEDLLQEGEEADDDDI 

YNVLSTLKRLTSFQNAHDLTKWDL 

FGNCYRLLKTGIEHGAMPEQIVVQA 

LQCSHYSILWQLVKITDGSPSKEDL 

LVLRKTVKSFLAVCQQCLSNVNTP 

VKEQAFMLLCDLLMIFSHQLMTGG 

REGLQPLVFNPDTGLQSELLSFVMD 

HVFIDQDEENQSMEGDEEDEANKIE 

ALHKRRNLLAAFSKLIIYDIVDMHA 

AADIFKHYMKYYNDYGDIIKETLSK 

TRQIDKIQCAKTLILSLQQLFNELVQ 

EQGPNLDRTSAHVSGIKELARRFAL 

TFGLDQIKTREAVATLHKDGIEFAF 

KYQNQKGQEYPPPNLAFLEVLSEFS 

SKLLRQDKKTVHSYLEKFLTEQMM 

ERREDVWLPLISYRNSLVTGGEDDR 

MSVNSGSSSSKTSSVRNKKGRPPLH 

KKRVEDESLDNTWLNRTDTMIQTP 

GP\LPAPQLTYTVLRENSRPMGDQI 

QEPESEHGSEPYFLHNPQMQISWLG 

HPKLEHLNPKDITGMNYMKVITGA 

RHAALCLMEEDAEPIFEDVMMSSR 

SQLEDMN\EEF\EDTM\VIDLPP\SRN 

RRERAELRP\DF\FDSAAIIEDDSGFG 

MPMF 
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NO: of 
nucleo-tide 
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SEQ ID 
NO: of 
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Me 
tbo 
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Amino acid sequence ( X=Unknown; *=Stop 
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1928 

7425 

A 

2069 


2661 


1929 

7426 

A 

2070 


1454 


1930 

7427 

A 

2071 


2364 


1931 

7428 

A 

2072 


1368 


1932 

7429 

A 

2073 

114 

1473 

VKGDRFGALRFNDCPAG1KLPMTFF 

TELEKTTLKFIWNQKRARIAKSILSQ 

KNKAGGSTLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTGPSEITPHT 

YNYL1FDKPEKNKQWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYTRIN 

SRWIKDLNVRPKTIKTLEENLGITIQ 

D1GMGKDFMSKTPKAMATKDKIDK 

WDLIKLKSFCTAKETTIRVNRQPTK 

WEKIFATYSSDKGLISRIYNELKQIY 

KKKTNNP1KKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIIKKSGNNRCWRG 

CGEIGTLLHCWWDWKLVQPLWKS 

VWRFLRDLELEIPFDPAIPLLGIYPN 

DYKSCCYKDTCTRMFIVAI FTIAKT 

WNQPKCPTMIDWIKKMWHIYTME 

YYAAIKNDEFM/SFVGTWMKLEIIIL 

SKLLQEQKTK 

1933 

7430 

B 

2074 

1 

1890 

MDKFLDTYTLPRLNQEEVESLNRP1 

TGSEIVA1INSLPTKKSPGPDGFTAEF 

YQRYKEELVPFLLKLFQSIEKEGILP 

NSFYEASIILIPKPGRDTTKIENFRPIS 

LMNIDAKILNKILANRIQQHIKKLIH 

HDQVGFTPGMQGWFNICKSINIIQHI 

NRTKDKNHMIISIDAEKAFDKIQQH 

FMLKTLNKLGIDGTYLKMIRTIYDK 

PTANHLNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVMELLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIRIKYLGIQ 

LIRDMKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTLNFI 

WNQKRARTAKSILSQKNKARGIML 

PDFKLYYKATVTKTAWCWYQNRD 

IDQWNRTEPSEITPHIYNYLIFDKPD 

KNKQWGKDSLFNKWCWENWLAIC 

RKLKLHPFLTPYTTINSRWIKDLNV 

RPKTIKTLEENLGNTIQDIGMGKDF 

MSKTPKAMATKAKIDKWDLIKLKS 

FCTAKETTISVNROPTKWEKIFATY 

X X iilVJj X X XvJ V I 'IW^Jl X XV VV l~*XvlA A X 1 

SSDTGLISRIYNELKQIYKKKTNNPI 

NKWAKDMNRHFSKEDIYAAQKHM 

KNAHHHWPSEKCKSKHNEIPSHTS* 

1934 

7431 

A 

2075 

1 

2676 

MKAEIKMFFEINENKDTTYQNLWD 

AFKAVCRGKFIALNAHNRKQERPKI 

DTLTSQLKELEKQEQTHSKASRRQE 

MTKIRAELKEIEIQKTLQKINESRSW 

FFERINKIDRPLARLIKKKREKNQID 

AIKNDKGDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGPEIVAIINSLPTK 

RSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYEASI1LIPKPG 
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SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
(bo 
d 

MflD NO: 

inUSSN 
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location of 
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for peptide 
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location of last 
codon for last 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







RDTTKKENFRPISLMNIDAKILNKIL 

ANRIQQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVVQHINRTKHKNHMII 

SIDAEKAFDKIQQPFMLKTLNKLSID 

GTYLKIIRATYDKPTANIILNGQNLE 

AFPLKTGTRQGHPLSPLLFNIVLEVL 

ARAIRQEKEIKAQNLLKLISNFRKVS 

VYKJNVQKSQAFLYTNNRQTESQIM 

RELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNIPCS 

WIGRINIVKMAILPKVIYRFNAIPIKL 

PTTFFTELEKTILKFIWNQKRAHIAK 

TILSQKNKAGGIMLPDFKLYYKATV 

TKTAWYWYQKRDIDQWNRIELSEII 

PHIYNHLIFDKPDKNKKWGKDSVF 

NKRCWENWLAICRKLKLDTFLTPY 

TKINSRWIKDLHVRPKAIKTLEENL 

GITIQDIGMGKDFTSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFAIYSSDKGLISRIYKEL 

KQIYKKKTNNPIKKWAKDMNRHFS 

KEDIYAANRHMKKCSSSLAIREMQI 

KTTMRYHLTPVRKAIIKKSGNNRC 

WRGCGEIGTLLHCWWDCKLVQP\L 

WKTVWQFLRDLELEIPFYPAIPLLGI 

YPKDY 

1935 

7432 

A 

2076 

1 

3045 

MDKFLNTYTLPRLKQEEVESLNRPI 

TGSDIEAIINSLPTKKXSPGPDGFTAE 

FCQRYKEE/LEKEGILPNSFYEASIILI 

PKPASDTTKKENFRPISLMNINAKIL 

NKILAKQIRQHIKKLIHHDQVGFIPG 

MHGLFNICKSVNIIQHINRTNDKNH 

MIISIDAEKPFDKIQQHFMLKTLNKL 

AQNLLKLIGNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMNEFPFTIASKR 

IKYLGIQLTRDVKDLFKENYKALLN 

EIKEDTNKWKNIPCSNWEKTTLKFI 

W/NQKRAHIAKSIISQKNKAGGITLP 

DFKLYCKATVTKTAWYWYQNRDI 

DQWNRTESSEIMPHIYNHLIFDKPD 

KKKKWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPDTKINSRRIKDLNVR 

PEMIKTLEENLGNTIQDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKLKSF 

CTAKETTIRVNRQPTEWEKIFAIYSS 

DKGLISRIYNELKQIYKKKTNNPIEK 

WAKDMNRHFSKEDIYAAKKHMKK 

CSSSLVIREIQIKTTMRYHLTPVRMA 

IIKKSGNNRCWRGCGEIGTLLHCW 

WDCKLVQPLWKSVWRFLRDLELEI 

PFDPAIPLLAAPSLPSGLRSPSKSSPS 

PPSRCTLVIILLHVFWDIVFFDGCEK 

KRWYILLIVLLTRLLVSACTFTEGY 

TVGFSTFEALRLGLSRYWLPCSSAC 

RRPIVGLQLVMINSGNFQVIAMEGT 

VASECCHGNGKLTWHRPVLSVCSF 

SRCTVQAAGGSAILEDGDPLLTAPL 

GSTPQAAVCRGPRGRELRAAPADS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
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SEQ ID 
NO: of 
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Me 
tho 
d 

S^Id NO: 
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for peptide 
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codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







HLFQRDLWPFNKVIVHGEKGSNQT 

SQGLLNTGSEMTIVLENPKYHSGPP 

VRVSPDGGQVIIEVLADPSYTGPTA 

LNNVFFAFQCNFYFDHIPENCGFSD 

PSDPQNLQKGEGCPSLVRASTAPPQ 

EKATEQPLLCKTTESPFGMTVGPCT 

DETLDHGAPSKHVPGTAHNELALL 

DLRVIKSAG SAA VHHKLKVLH WRS 

SLSNNKGTGRLYEQVA 

1936 

7433 

A 

2077 

1 

2142 


1937 

7434 

A 

2078 

1 

1551 

MRFKEKIHLHNIKEPSEAASADGGA 

VASYPDLAKIVDEGRYKAEVMQLR 

CGWRAPASDCVHSVAWGVDSVL 

EVLARAIRQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENPTVSAQNLLKLIS 

NFSRVSGYKINVQKSQAFLYTNMK 

QTESQIMSELPFTIASKTIKYLGIQLT 

RDVKDLFKENYKPLLNKIKEDTNK 

WKNPCSWIGRINIVKMAILPKVIYR 

FNAIHIKLPMTFFTELEKTTLKFIWN 

QKGVHIAKSILSKKNKAGGIMLPHF 

KLYYKATVTKTAWYWYQNRYTDQ 

CNRTEPSEHPHIYNHLMFDKPDKNK 

KWGKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTKINSRWIKDLNVRPK 

PIKTLEENLGITIQDIGMGKDFMSKT 

PKAIATKAKIDKWDLIKLKSFCTAK 

ETTIGVNRQPTELEKIFAIYSSDKGLI 

SR1YKELKQIYKKKVNNP1KKWVKD 

MNRHFSKEDIYAVNRHMKKCSSSL 

VIREMQIKTTMRYYLTPV 

1938 

7435 

A 

2079 

1 

1458 

GLSGDLLGAHQLPDVLCGVQPLPD 

LLLPPQNLLALQSLQDDLLWALDP 

AAA AP WAMDRG A ATQWA VG P W 

SDPWVMEAVASLPSAMDLDSAAQP 

TWLLGAASLLVTDQPMDQPSADQL 

AEFPDLLSKVSQSLR1KYLGIKLTRN 

VKDLFKENYKPLLNE1KEDTNKWK 

NIPCSWVGRINIVKMAILPKVIYRFN 

AIPIKLPMTFFTELENTILKFIWNQK 

RACIAKSILSQKNKAGSIMLPDFKL 

YHKATVTKTAWYQYQNRDIDQWN 

GTEPSEIMSHIYNYLIFDKPEKNKQR 

GKDSLFSKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKIIKT 

LEENLVNTIQDIGMGKDFMSKTPKA 

MATKAKIDKWDLIKQKSFCTAKET 

TIRVNRQPTEWEKIFAIYSSDKGLIS 

RIYKELQQIYNRKKTNNPIKKWAKD 

MNRHFSKEDIYAANRHMKKCSSSL 

AIREMQIKTTMRYHLTPV 

1939 

7436 

A 

2080 

I 

2028 


1940 

7437 

A 

2081 

2 

1547 


1941 

7438 

A 

2082 

3 

1945 


1942 

7439 

A 

2083 

1 

2124 


1943 

7440 

A 

2084 

1 

2250 


1944 

7441 

A 

2085 

2 

2483 

GKYYKLSSGTAPTCVSLGWGLARG 


WO 01/79449 PCT/US01/08656 
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NO: of 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 
peptide 
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Me 
tho 
d 
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09/770,160 

Nucleotide 
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first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







DSAAPALGSRTSACAPCSHGTWKL 

SLEPSDRLSPCDRSSEEAHTHAPHRL 

LALVASLPWSRLPLLAPQSHSEAEA 

TSQPTGVENHHQKTRyVKAGGPVI 

CRSLPESRGFLWASEGRKCMLIGSW 

AAMGRLRKSTISSRFGPQTLAGTGR 

PQAIPVLKKHSDAVLLGVCFLKLLH 

QHHQELGENADSQTLPQTHWEFILS 

EDYNKMTPVKNYQVLEVLARAMR 

QEKQIKSIQLGKEEVKLSVFADDMI 

VYLENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIISEL 

PFTIPSKRIKYLGIQLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCSWV 

GRIN1MKMAILPRVIYIFNAISIKLPM 

TFFTELEKTTLKFIWNQKRARIAKTI 

LSQKNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRGVDQWNRIEPSEII 

PH1HNHLIFDKPDKNKKWGKDSLFT 

KWCWENWLAICRKLKLDPFLTPYT 

KINSTWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMATKAK 

IDKWDLIKLKSFCTAKETTIRVNRQ 

PTEWEKIFTIYPSDKGLIPR1YKELK 

QMYKKKSNNPIKKWAKDINRHFSK 

EDIYAANRHMKKCSSSLVIREMQN 

K1TIR/YHLTPVRMAIIKKSGNNRDM 

DEAGNHHSEQTIARTENQAPYLLTH 

RWELNNENTWTQVEEHHTLGPIVG 

VICRKVFPGNSGPSKP^fil HFSOPI P 

OVTSVVAKITIVPWEMKLIAMGVO 

DELNIAFHKNHLLMNDTTIHMTPYI 

QPAPKS 

1945 

7442 

A 

2086 

1 

2622 


1946 

7443 

A 

2087 

853 

2831 

YPESTMNSNKFTRKKQTTPSKSG*R 

I*TDTSQKKTFMQPKDT*KNAQHH 

WSLEKCKSKPQ*DTISHQLEWRSLK 

SQDRKD*QSTLLAILIKKKGQKNQI 

DT/IKNDKEGITTDPREIQTTIREYYK 

HLYTNKVENLEEMDKFLDTYTLPT 

LKQKKEVKTLNRPITGSEIEA1INSLP 

T/KKSPGPDRFTAEFY\R/DIRSSGQG 

NQARERNKGYSIRKRGSQIVPVCR* 

HHCIFRKPHHLSPKSS*ADKQLQQS 

LRIQNQSAKITSIPIHQ*QTNREPNHE 

♦TPIHNCFKENKMPRNPTYKGCEGS 

LQGELQTTAQ*NKRGHKRMEEHSM 

LMDRKNQYRENGHTAQGNL*IQCH 

PHQATNDFFHRIGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT*LQ 

TILQGYSNQNSMVLVPKQRHRPME 

QNRAPGN>fTIHLQLSDL*QI*QKQE 

MGKGFPI**MVLGKLANHM*KAET 

GSLPHILYKN*FKMD*RLKC*T*NH 

KNPRRKPRQYHSGHRHGQGLHD*N 

TKSNGNKSQN*QMGSN*TKELLHST 

RNYHQSEQATYRMGENFCNLLI*Q 

RANIQNLQRT*TNLQDKNKQPHQK 


WO 01/79449 PCT7US01/08656 
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NO: of 
nucleo-tide 
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Me 
tho 
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inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
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codon; /^possible nucleotide deletion; \=possib!e 
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VGKGYEQTLLKRRHLCSQKTHEKM 
LIITGHQRNANQNHNEIPSHTS*NGD 
H/SNQVRKQQVLERMWRN 

1947 

7444 

A 

2088 

1 

4954 

MVFSIDAQKAFDKIQHRFMLKTLN 

KLGIDGTYLKIIRAIYNKPTGNIILNG 

QKLEAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEEVK 

LSLFADDIIVYLENPIVSAQNLLKLI 

GNFSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYLGIQL 

TRDVKNLFKENYKPLLNEIKEDTDK 

WKNIPCSWIGRJHIVKMATLPKVIY 

RLHAIHIKLPMTFFTELEKTTLKFIW 

NKKRARIAKSILSQKNKGGGITPPDF 

KLYYKATVTKTARYWYQNRDIDQ 

WKTREPSEIIPHIYNHLIFDKPDKNK 

KWGKDSLFNKWCWENWLAICRKL 

KLNPFLTPYTKINSRWIKDLNIRPKT 

IKTLEENLGNTIQDKGVGKDFMSQT 

PKAMATKAKIDKWDLIKLKSFCTA 

KETTIRVNRQPTEWEKIFAIYSSDKG 

LISRIYKELKQIDKKKANNPINKWA 

KDMNRHFSKEDIYAANRHMKKSSS 

SLAIREMQIKTTMRYHLTPVRMVII 

KKSGNNSEGLNPGYKGFPTIIWAPL 

PVAQSKDSGLASLNSDPDIPSMLEC 

SLKAPQLYRSKNVGQVFIISSASQAF 

TKKARIYARLRVSQALKTLCKSSCH 

DGWSFERLARIQEVSLPISPDLILCSE 

AYHYGTKPQWLVAATGTAQTFLEL 

NQKSQQYQKQEQTHSKASRMQEIT 

KIRAELKEIETRKTLQKIDESRSWFF 

ERINKTDRPLARLTKQKREKNQIDA 

IKNGKGDITTDPTGIQITIREYYKHL 

YAKKLENLEEMDKFLDTYTLPRLN 

QEEVDSLNRPITGAEIVAIINSLPTKK 

SPGPDGFTAEFYQRHKEELVPFLLK 

LFQSIEKEGILPNSFYEASIILIPKPGR 

DTTKKENLRPISLMNIDAKILSKILA 

NRIQQHIKKLIHHDQVCFIPGMQGW 

FNIRKSINVIQHINRAKDKNHMIISID 

AEKAFDKIQQTFMLKTLNKLGIDGT 

YFKIIRAIYEKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFSKVS 

GYKIYKIDVQKSQAFLYTNNTDKQ 

ESQIMSELPFTTASKRIKYLGIQLTR 

DVKDLFKNENHKPLLNEIKEDTNKW 

KNIFIPCLWVGRINIVKMAILPKGIY 

RFNAIPIKLPMTFFTELEK\TTLKFIW 

NQKRAR1TKSILSQKNKAGGITLPDF 

KLYYKATLTKTAWYWYQHRDINQ 

WNRTEPSEIIPHIYNHLIFDKPDKNK 

KWGKHSLFNKWCWESWLDICRKL 

KLDPYTKFTPYTKINSRWIKGLNVR 

PKTIKTLEDKPIQVFNTIQDIGMGKD 

FMSKTPKAMATKAKIDKWDLIKLK 


WO 01/79449 PCT/US01/08656 
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nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
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SFCTGKETTIRVNRQPTEWEKIFAIY 

SSDKELISRIYKELKQIYKKKYTNNP1 

KKWAKDMNRHFSKEDIYAANKHM 

KKVCSSSLAIREMQIQTTMRYHLTPV 

RMAIUKKSGNNRCWRGCGEVGTLL 

HCWWDCNLVQPLWKSVWRFLRDL 

ELEIPFDPAIPLLGIYPKDYKSCCYK 

DTCITIMFIVALFTIAKTWNOPKCPT 

MMDWIKKMWH1YTMEYYAAIKND 

EFMSFVGTWMKLEIIILSKLSQEQKT 

KHRIFSLIGGN 

1948 

7445 

A 

2089 

93 

225 


1949 

7446 

A 

2090 

133 

849 

PVWPKWSGWPLLMRSFAPARIATV 

VIGGVVAMAAVPMVLSAMGFTSV 

GIAASSIAAKMMSTAAIANGGGVA 

AGSLVAILQSVAWLYSSSHQEPLRK 

STPDPKATELTRAGMEASALTSSAV 

TSVAKVVRVAS/GSCVVLP/LARIAT 

VVIGGWAMAAVPMVLSAMGFTS 

VGIAASSIAAKMMSTAAIANGGGV 

AAGSLVAILQSVAWLYSSSHQEPLR 

KSTPDPKATELTRAGMEASALTSSA 

VTSVAKVVRVASGSAVVLPLAALS 

PNISl I RPLLGALEASSFMI r?<5f TGT 

LFCNLEMGNRLRKWRGSQCGSTHR 
MFFWFPAR1ATSCDWRSCGPMAGC 
ANGCSSAMGLQLRAGIALVLP 

1950 

7447 

A 

2091 

161 

1344 

TCPVLRYHSTMSSHKGSAVAQGNG 

APASNREADTVELAELGPLLEEKGK 

\RVIANPPK\AEEEQTCPVPQ\EEEEE 

VRVLNTLPLQAHHAMEKMEEFVYK 

VWEGRWRVIPYDVLPD\WLKGND\ 

YLLHGHRPPMPSFRACFKSIFRMHTE 

T\GNI\WTHLA/LGFVLFLFLGILTML 

RPNMYFMAPLO/EKKVVFGMFFLG 

AVLCLSFSWLFHTAYCHFGGVFSTF 

PQRELFKGLLLLNMGELWSPGLYY 

SFYCSP\QP\RLIYLSIVCVLG\ISAI\IV 

AQWDRFATPKH\RQTRAGVFLGVLG 

LSGVVVPTMHFTNRWRALSKATTV 

OOXMGWFFI MAVMYTTGK1 A FN A A 

VJ VJ_ UVIVJ VV X I -L»lVJLfV V IVA ill VJ XvX^xVl M/"V/TL 

\RIPERFFPGK\FDIWFQSHQ\IFHVL\ . 

VWAAAFVHFYGS/VSNLQEFPLTGL 

EGGL 

1951 

7448 

A 

2092 

2 

1419 

RLRDPYRSSRLCRRGASRTSSAARS 

RSRSPAVEGCNRSPGAPQPAPRARR 

RPSRGAPGRAMVKVA\FNSALAQK 

EAKKDEPKSGEEALIIPPDAVAVDC 

KDPDDVVLVGQRRACGWRMCFGL 

AFMLAGVILGGAYLYKYFALQPDD 

VYYCGIKYIK\DDVILN/ESPSADAP 

AA\LYQTIE\ENIK\IFEERRSLNFISVP 

VPEF\ADSDPAKIVQDFN\RKLTA\YL 

DFNL\DKCYVIP\LNTSMCYATPKTL 

LELLINNIKAGNLFALSPYLDSMRHM 

GYLLDRI\ENIDHLGF\FIYRLCHDK\ 

ETYKLATRRKLFKGIQ\KREGQQLF 

SAISGIFENKFAVET\LICSW 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

s!^D NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

1952 

7449 

A 

2093 

1 

669 


1953 

7450 

A 

2094 

267 

550 

GRTMMFGAKRRQEEWEKVRKPED 
PEECPEEVYDPRSLYERLQEQKDRK 
QQELRGTVSNCKNM\VRG\LDEDET 
TFLDEVSRQQELIEKQPKRRRT 

1954 

7451 

A 

2095 

1 

418 


1955 

7452 

A 

2096 

272 

383 


1956 

7453 

A 

2097 

118 

379 

RSGGGRGRRGPEVLHLKHPMLKRP 
DFLYRKPFSRGWEHGPPSRKSHLL/ 
GAPPPFPKFFCHLC*APSPFRVLSPY 
QKRIHLVPPTQLH 

1957 

7454 

A 

2098 

1 

276 


1958 

7455 

A 

2099 

1 

341 


1959 

7456 

A 

2100 

1 

450 

ACPYLALNSSMFCPDLILPTCLISST 

GFVGEGKFLQGFKSLSPGSLWLSEG 

LDYFLSVPGDQYDVCAICLDEYED 

GDKLRVLPCAHAYHSRCVDPWLTQ 

T\RKTCPICK\QPVHRGPGDEDQ\EE\ 

ETQGQEEGYEGE\PRDQP\ASERTPF 

LG 

1960 

7457 

A 

2101 

238 

525 


1961 

7458 

B 

2102 

178 

373 

XLPQPLRGPLAHSDPERPAPFASSLF 

IGVLGTKTKRKKLKGKEEGDERGS 

KGTNPALRKDPTFGF* 

1962 

7459 

A 

2103 

634 

1940 

SGVDISFFELVFLPRRPHVAGKWDL 

GGGWDPGIPKGGAGRAQNSASAPC 

YQDARPPQPLSSRCHAPLQPFPLPV 

VVAAVLWGSGPDPGASFRATSNDH 

NCQHGIFADLPALFAGATLSLEGPQG 

L\LGEPHPDNACSPIAPPPPAPVNGS 

VFIALLRRFDCNFDLKVLNAQKAG 

YGAAVIHNVNSNELLKMVWNSEEI 

QQQ1WIPSVF1GERSSEYLRALFVYE 

KGARVLLVPDNTFPLGYYLIPFTGIV 

GLLVLAMGAVMIARCIQHR\KR\LQ 

RNRLTK\EQLNQIPTQTNQKRDQ\Y 

DVCAICLIEYEDGDK\LR\VFPGAHA 

YH\NRCVDPW\LTQTR\KT\CPICK\Q 

PVHR\GPGDEDQ\EEETQGQK\EGDE 

GE\PR\DHPASERTPLLG\SSPTLPTS\ 

FGFLRPKFPLVFSLGP\STDPPLSPPS 

SPCYPGLITPHTYTFG 

1963 

7460 

A 

2104 

25 

527 

EFHRLRENPPMVAVSCPTKTNVKA\ 

AWG\KVGAHAVRSMCAEALERMF 

LSFPT\TKTYFPHFDL\SHG\SAQVKG 

ATGKKVADALTNAVANV\DDMPN 

VAVRPEATLHAHKLRVDPV\NF\KL 

LKPLACLVDPGPAHLPRPSFTPGGA 

TSSLGQSFLGFLLKHRCLNLPNYR 

1964 

7461 

A 

2105 

262 

364 


1965 

7462 

A 

2106 

3 

1265 

PRPGLRAPDAPGSAPRERAQPRDPR 

AGQRVRRDLGDKARPRAQLRRESG 

GAESVTRPLRAASPAPPPRAARAA 

MSEEKPKLGRRAPSASLSARCRAPR 

CCSCRARRPR1PPQQCPRSVFACSSP 

ESLLVGVALSPGIALGAGSCVECTE 

SAREQASGVTPKGRALRGLAPVSST 


WO 01/79449 PCT/US01/08656 
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NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SEt^D NO: 

inUSSN 

09/770,160 
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Nucleotide 
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sequence 

Amino acid sequence ( X=l)nknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







AVLPGRPSRPRYSPTSPHRVPAIASP 

SVRPPLSFVSPQSCPQCAPTPTHRAP 

CAPTASIASPGVRPPLPIAPPGVRPR 

LPITPPMEGVKTENDHINLKVAGQD 

GSWQFKIKRHTPVLSKLMKAYCER 

QGLSMRQIRFXRFDGQPNQWKLDDL 

STAGDWKDEDTAIDVFPSSKTGRCA 

GEQPWQGTVSRGPVPKPGPSILALL 

LNGEHGDHADHKGVCGNSRTFTT 

MIFLSLMYFKLQLKTISAGMNL 

1966 

7463 

A 

2107 

4 

408 


1967 

7464 

A 

2108 

1 

465 

PACGYVPALSSASKSRSALGFPLPR 
CPRGRVDPELAALWPLLQCCCQLL 
QMGCFPLGLGPAI*SPHPHQSHSLGI 
DRS*FONAOSPPGFCVSCGPI RFV<> 
VCLP*PG*ARCCLGCSFGSGHSRLG 
NTAQTANQCILPQASSTLCC*LHPQ 
NLVCP 

1968 

7465 

A 

2109 

126 

488 


1969 

7466 

A 

2110 

1 

5586 


1970 

7467 

A 

2111 

68 

310 

TDLPTONMVFTFSS1SIWG/TVROVT S 
/YSCTRETLQHRELDKTRARGPE* GS 
VVLTSPLWSPCRKCATGTYHGSPH 
CQSSGGGR 

1971 

7468 

A 

2112 

2 

630 

FFFFFSDLLNFISSESLGSQQGCKAK 
WQ*LKGPEQSWCWEGPAWTGRRG 
GDLNIQG*KPVNSSPSSVFVFCVASP 
AYRRSSSSFSRISFSVSGICPWWDSR 
DGEVGTTFPSQFAKGRKGLIRRGGP 
OHPI RI <4PGPIFFOK*fiI VSPKARI d 

ISPCQLCPGFWSYIADSVPSPPGGSC 
SGCTVPGSSHNVSPVSHPSGPACGV 
RTALSSA 

1972 

7469 

A 

2113 

331 

754 

NFLKTNNVWSKWTHVLSQFWYQG 
FJLFCLGS1VKCTEIDSSICTE\PSHTK 
OHMI fifiKNOTI N c VnPOfiVKr' c if?* 

\^JL1IV11_«VJ\JIV1 , I w I L<1 > iJI LSI V^VJ V IVVsOVJ 

EAM*PRGGISQGKDNMGEMGNGTT 
TTKTFCFIFMPGEDQGCSSCVSTRTT 
RKSOVOKSRGTISRYFHK 

1973 

7470 

B 

2114 

110 

225 

XLGRPQLAGSLRSRFPISGMRGEFFT 
QDCQRNAGREELQGRLSIQSFSPILA 
LGPDDSCETKTGMDKLS* 

1974 

7471 

A 

2115 

83 

287 

SLLLKCSGVIVLRRPLGYGQVM\K* 
PGAAY*GRTG*SHPFFSTDWSTDTG 
VRSKSIWCHRNCRWESPS 

1975 > 

7472 

A 

2116 

167 

397 

EPLLALLKSGEVAPAROEATGLGEA, 
KCSCAMGLSGPKTQPQEGCEERRL 
QSKR*SSGDPGWGDEGHWPTPNRS 
CLL 

1976 

7473 

A 

2117 

1 

540 

FCHLQIYYYFISSESLGSQQGCKAK 

WQ*LKGPEQSWCWEGPAWTGRRG 

GDLNIQG*NTSNSSPSSVFVICVTSP 

AIRRKLLNLSLGISLLKFLGSVPGGT 

AGMGKSVPLSPSOVCCGFRSFNHO 

AGHAPGCTVPGSSP*CVSRVQHPSG 

PCMWVTYPALSLSFNKSQCPWVFP 

LPTMPPG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-ttde 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

S^lDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

1977 

7474 

A 

2118 

i 

3121 

RQEAELARMGFDLQNVWIVSHINS 

NYKLCPSYPQKLLVPVWITDKELEN 

VASFRSWKRIPVVVYRHLRNGAA1 

ARCSQPEISWWGWRNADDEYLVTS 

IAKACALDPGTRATGGSLSTGNNDT 

SEACDADFDSSLTACSGVESTAAPQ 

KLLILDARSYTAAVANRAKGGGCE 

CEEYYPNCEVVFMGMANIHAIRNSF 

QYLRAVCSQMPDPSNWLSALESTK 

WLQHLSVMLKAAVLVANTVDREG 

RPVLVHCSDGWDRTPQIVALAK1LL 

DPYYRTLEGFQVLVESDWLDFGHK 

FGDRCGHQENVEDQNEQCPVFLQW 

LDSVHQLLKQFPCLFEFNEAFLVKL 

VQHTYSCLYGTFLANNPCEREKRNI 

YKRTCSVWALLRAGNKNFHNFLYT 

PSSDMVLHPVCHVRALHLWTAVYL 

PASSPCTLGEENMDLYLSPVAQSQE 

FSGRSLDRLPKTRSMDDLLSACDTS 

SPLTRTSSDPNLNNHCQEVRVGLEP 

WHSNPEGSETSFVDSGVGGPQQTV 

GEVGLPPPLPSSQKDYLSNKPFKSH 

KSCSPSYKLLNTAVPREMKSNTSDP 

EIKVLEETKGPAPDPSAQDELGRTL 

DGIGEPPEHCPETEAVSALSKVISNK 

CDGVCNFPESSQNSPTGTPQQAQPD 

SMLGVPSKCVLDHSLSTVCNPPSAA 

CQTPLDPSTDF\LNQDSSGSVASISH 

QEQLSSVPDLTHGEEDIGKRGNNRN 

GQLLENPRFGKMPLELVRKPISQSQI 

SEFSFLGSNWDSFQGMVTSFPSGEA 

TPRRLLSYGCCSKRPNSKQMRATGP 

CFGGQWAQREGVKSPVCSSHSNGH 

CTGPGGKNQMWLSSHPKQVSSTKP 

VPLNCPSPVPPLYLDDDGLPFPTDV1 

QHRLRQIEAGYKQEVEQLRRQWRE 

FQ\MRLDIRHWCAPPAEPPMDYEDD 

FTCLKESDGSDTEDFGSDHSEDCLS 

EASWEPVDKKETEVTRWVPDHMA 

SH\CYNCDCEFWLAKRRHHCRNCG 

NVFCAGCCHLKLPIPDQQLYDPVLV 

CNSCYEHIQVSRARELMSQQLKKPI 

ATASS 

1978 

7475 

A 

2123 

3 

259 

FPHRAGP1LSSFQVPQRWLVGGFGR 
NCIAGGESVVWDRTNKYTRN*AQE 
WGMFSWSLDGHLGESIIRGRSNTG 
ALSCPWPLGHLP 

1979 

7476 

A 

2124 

1171 

1784 

KLYSLSVLYKGEAKVVLLKPAXYDV 

SSFSFF\QRPTVQE\FMTFTSQLIVER 

S/SRKGTRASVKEQDYLCHVYVRN 

DSLAG/VVVIADNEYPSRGGPFTLL\ 

EKVLDEFSQAKSHRIDW\PVGIPWL 

TIHYPALDGHLSRYQNPREVADPMT 

KVQAELDETKIILHNTPWESLLERG 

EKLDDLVSKSEVLGTQSKAFYKTA 

RKQNSCCAIM 

1980 

7477 

A 

2125 

2 

262 

RGNWVFLHTTEFSLTRSLISFNSCFI 
TRLECSGAITAHCSLDLLGSS/QSPTS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucfeo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETTID NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
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Amino acid sequence ( X=Unknown; *-Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PSRVAGTTGVCHHTQLIYLKQFFLE 
MRSPFVAQLV 

1981 

7478 

A 

2126 

36 

376 

PFDPAVLTAKAAVRALVASRLAAA 
SAFTS1 ^PCtORTP^OR A AT MT <1VPT?P 

AARVAIAILVHLSRGGAEVQIFAPD 

VPQMHVIDHTKGQPSEGESRCGGGI 

GTCFLSTSHGAAFF 

1982 

7479 

A 

2127 

3 

724 

LAAASAFTPLCPVCRTPSQRAALHL 

CVPRPAGRVSLVLSGCGVYNGTDIH 

EASAILVHLSRGGAEVQIFAPDVPH 

MHVNDHTKGQPSEGESMNVLT\ES 

ERIRRGKITDLANLSAANHDAAIFP 

GGFGAAKNLSTFAVDGKDCKVNKE 

CPGRPLKWSLRKRCRLRAPEGGPC 

CSRVTAGVKVSPMVSTSGSRPCQRS 

VPWMSAQREEPMALSSVTD 

1983 

7480 

A 

2128 

172 

1020 

PSDPAVLTAMAAVRALVASRLAAA 

SAFTSLSPGGRTPSQRAALHLSVPRP 

AARVALVLSGCGVYDGTEIHEASA\ 

ILEHLSRGRAEDHIFAPDVPHMHVI 

DHTKGQP\SEGESRNVLTESARIARG 

KITDLANLSAANHDA\AIFP/GEGFG 

AAKNLSTFCRWTGKICKVNKEVER 

VLKEF\HQ\AGKPIGLCCIAPVLAAK 

VJLJSAJVJdV 1 V VjHlll^IiJG'OOKWxr y AO 

TAEAILALGAKHCVK\EWEA\H\VD 
QKNKVVTTPAF\MCETALHYIHDG\I 
GAMVRKVLELTGK 

1984 

7481 

A 

2129 

1 

416 

IQYRSDLELHS1TMKKGG VLFLLG 11 
LLVL1AAHGTPWRKGRCSCIITNQ 

flTIWT OQT kT>T TirPFnPQPCpplVTmi A 

Tl ^NfrlOTPI "NPn^AnWlfPT 1VKXJJ 
i i-/JtviN vji i ^iuiyjrLsijf\Ls\ v IVCL»IIVJ\. W 

VRKSQRSRQKKTT 

1985 

7482 

A 

2130 

2 

81 


1986 

7483 

A 

2131 

2 

130 


1987 

7484 

A 

2132 

1 

524 

RPRIRHEPQTQREPTMVLSPA\DKTK 
AQRPPRLKLGATPGEYGGEPLER\M 
VLFPPPTPKPYFPHF\DLSHG\SAQVK 
GATAKKVA\DALTKAVAHVDGHA 

OTA1 ^AI ^DT HOAOAFfiWnPVYMF 
QASLSHLPCLGEPWAGPPSPAEFHP 
LAVARLPWGQSFLGFLLKHRCLNL 
PNYR 

1988 

7485 

A 

2133 

JOO 


Ol FFVT OFFFI FPFVFT RSHWSnAfi 

VHWCRHGSAAST/SPGSSDPPTLAS\ 
KVLGVTDMSHCTWAESYFFTKMGS 
SPVVACACSSSYLGG 

1989 

7486 

A 




rWAPPRPPHT P\TQPVPAlWP/PPnRV 

PAGPCPGCPRGNLLIHAPSNRPGTTS 
QINDPQPFLRICFWGSPKTPSHRHKS 
FFF 

1990 

7487 

c 

2135 

44 

340 

MKCSOPXRCHFOSDFOKCAPCPRA 
QTHWLEPPGRVQT1SSMRNAQKGF 
ADSIRLWRLPASGVGWVVSPEGAG 
DPSHLLDPPGHSAPYSPAPRQLSRV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEljTO NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X-Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







P* 

1991 

7488 

C 

2136 

2413 

2829 

MFPRRACATCPNLKRACVCAPLRP 

RFGTSRVWCACLLPSPEPTGSVNVI 

FYVPLPSGLLSTSAPGSRASGVGVL 

LEGARGSFSSPWTLPGHFWSLFPSS 

LGSLSRCPLGKGDQEALVQGALGW 

GQRAWTPAQCSVDNG* 

1992 

7489 

A 

2137 

69 

332 

YQVLKTDKNMSRJSFFPFLRKGLAL 
SPRMECSGAITAHCSLRISQSQ/DDP/ 
AHVSLLSSWGLQGTCHHTQLIFLFF 
VGDEGLCCPGVRS 

1993 

7490 

B 

2144 

73 

358 

XVPGSRGPETKLWDDFSMSQATKR 
KHVVKEVLGEHIVPSDQQQIVRVLR 
TPGNNLHEVETAQGQRFLVSMPSK 
YRKNIWIKRGDFLIVDPIEEGEK* 

1994 

7491 

A 

2145 

80 

201 


1995 

7492 

A 

2146 

498 

748 

FLPRRGDNDSYPQ/WTKACCRRRRT 
CW*T*TWWIRSGQRKMWSCGRRSL 
TTCPMPRTRTAARLMACGSG S WRR 
SGPSCGCRLSP 

1996 

7493 

A 

2147 

1 

1764 

MTTSQKHRDFVAEPMGEKPVGSLA 
GIGEVLGKKLEERGFDKAYWLGO 
FLVLKKDEDLFREWLKDTCGANAK 
QSRDCFGCLRE/WCAKSRPAAEVSE 
LKADSKEGPQAQGPEQERTGL 

1997 

7494 

A 

2148 

842 

1186 

FLPRRGDNDSYPQ/WTKACCRRRRT 

CW*T*TWWIRSGORKMWSCGRRSL 

TTCPMPRTRAWTTWRSKNLALSCP 

SMTKSLKGSGHIPSAWSRAARLMA 

CGSGSWRRSGPSCGCRLSP 

1998 

7495 

A 

2149 

526 

1158 

SCGLSLIKMTTSQKHRDFVAEPMGE 

KPVGSLAGIGEVLGKKLEERGFDKG 

IVYWLGQFLADIEKMKTSFREWLK 

DTCGANAK\QSRDCFRMPFEKWCE 

ALLVDALLGKFSIPPAPQSRSLASRS 

RDSSPCPSYEGKD\CYC\RTHL\RRYF 

RGSFGEFSPLNHFQLFFGILRSWHAF 

PRPFFPWPVSWVTVYQLFLEWDFP 

GPIPHPHPHFQSV 

1999 

7496 

A 

2150 

150 

446 

HEGLLLKLRILSDVYFLLFFETRSCF 
VAHAGVQWHHYNSLS/T/PPGTPMF 
PPLLASQVAGSTGMNHQAQIIKKTF 
FGENMILLCCSGWLSGIFFVLYSLY 

2000 

7497 

C 

2151 

203 

427 

MNFVRSIWMAQSTILLTARGXATLI 

IAISFLAPXLAQSVHAVSSFQSQQAD 

LLNGQCGFQQSSEPQPHVHTTSS* 

2001 

7498 

A 

2152 

1 

1065 


2002 

7499 

A 

2153 

597 

1292 

QTFSNTIFLLTRHKQHSMILVPMNT 

PGVKJIRPLSVFGYTDNFHGGHFEIH 

FNQVR\VPATN\LILGEG\RGFEISQG 

RLGPG\RIHHCMRTVG\WAERLLQI 

MCERATQRIAFKKKLYAHEVVAH 

WIAESRIAIEKIRLLTLKAAHSMDTL 

GSAGAKKEIAMIKVAAPRAVSKIVD 

W\AIQVCGGAGVSQDYPLANMYAI 

TRVLRLADGPDEVHLSAIATMELRD 

QAKRLTAKI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SlflD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2003 

7500 

A 

2154 

1694 

1886 

ASDSRVPAPGISAPSAPFPTQLSPRRS 

PPSPPPPPPQSPLGIFSPKASPVG1LHL 

FKTLFCILNV 

2004 

7501 

A 

2155 

1002 

1480 

MLLLKTTERFEVSVCMACTYVY5NL 
GKKQRSVSFLASGLMRVSTGPELRL 
HHSFVLTGDVGRRICRLLVGLFTKG 
DTSSKRV\HPFSPGP\CFLLCDLAR\V 
GSSPKINRVPHFTRTQTSTQRSCTVF 
VWQRCSLVGPFQVTVFTMWFHHSL 
RSISRFSSG 

2005 

7502 

A 

2156 

1 

1623 

RLPFVDVDARVYADAPAKLLLPPL 

AFWELAVRLRGAEAASERQVYSVA 

VKLLLLHPAFQSCLLLTLLGLWRTT 

PEAHASSLGAPAISAASFLQDL1HRY 

GEGDSLTLQQLKALLNHLDVGVGR 

GNVTQHVQGHRNLSTCFSSGDLFT 

AHNF\SEQLRIGSSELHEFCPTILQQL 

DSRACTSENQENEENEQTEEGRPSA 

VEVWGYGLLCVTVISLCSLLGASV 

VPFMKKTLYKRLLLYFRALAIGTLL 

LKRLFQLIPGAVWFQPLEDYYVSKS 

AVVFGGFYLFFFTEKILKILLKQKNE 

HHHGHSHYASESLPSKKDQEEGVM 

EKLQNGDLDHMIPQHCSSELDGKA 

PMVDEKVIVGSLSVQDLQASQSAC 

YWLKGVRYSDIGTLAWMITL\SDGL 

HNFIDGLAIGASFTVSVFQGISTSVAI 

LCEEFPHELGDFVILXLNAGMSIQQA 

LFFNFLSACCCYLGLAFGILAGSHFS 

ANWIFALAGGMFLYISLADMFPEM 

NEVCQEDERKGSILIPFIIQNLGLLTG 

FTIMWLTMYSGQIQIG 

2006 

7503 

A 

2157 

1 

604 

MGTRWEPGWRAPGLAPAAQARSS 

GRAAPAAGSERARERERDGGSVGG 

GGSSSAIPSERAADAHGEDSGAYR 

WERANRPFSNNCCCLAFYLGMEEA 

RWLYAGLFCVYGASLIAIATHVPLF 

GSOIKAE/DPSGDSAPAAHLPPOPAO 

/PHLPQAQLMLTGSQLAGHPLGMR 

WSMATQHAGCVSQRCGLFPMTVG 

CSQGNILWSL 

2007 

7504 

A 

2158 

22 

1358 

VHFSMGAPEIRMSKPLEAEKQGLDS 

PSEHTDTERNGPDTNHQNPQNKTSP 

FSVSPTGPSTKIKAEDPSGDSAPAAP 

LPPQPAQPHLPQAQLMLTGSQLAG 

DIQQLLQLQQLVLVPSHHLQPPAQF 

LLPQAQQSQPGLLPTPNLFQLPQQT 

QGALLTSQPRAGLPTQPPKCLEPPS 

HPEEPSDLEELEQFARTFKQRRIKLG 

FTQGDVGLAMGKLYGNDFSQTTIF 

RFEALN\LSFKNMCKLKPLLEKWLN 

DAETMSVDSSLPSPIQLSSPSLGFDG 

LPGRRRKKRTSIETNVRFALEKSFL 

ANQKPTSEEILLIAEQLHMEKEVIRV 

WFCNRRQKEKRINPCSAAPMLPSPG 

KPASYSPHMVTPQGGAGTLPLSQAS 

SSLSTTVTTYILSCGDAPPQPDSWR 

GWGRGRGCAPPQFHPLCHSPTPGH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SWID NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







HQQHKPQPLKAATRLSACQA 

2008 

7505 

A 

2159 

3 

452 


2009 

7506 

A 

2160 

9 

633 

NSARATDSERTHHGARLLPDKTNV 

KAAWGKVGAHAGEYGAEALERMF 

LSFPT\TKTYFPHFDL\SQRSAQVKG 

ATGKKVADALT\NAVA\HVD\DMPQ 

TALSGPEATLHGAQSFGVDPVQLSS 

SLSHWPAWLTLGPAHLPRPSFNPW 

RLQRLPWGQSFLGFLVEEPLLEPSKI 

PVKAWKPSGWPCFLCPFGASPQGPP 

SLSWNPYPRWSFE 

2010 

7507 

B 

2161 

55 

372 

MERFLMDGFQPQQLSTYALTLYKH 
TATVDGKTILVADINVTQKSFNFAK 
KFSLPLYFVSAADGTNVVKLFNDAI 
RLAVSYKQNSQDFMDEIFQELENFS 
LEQEEEN* 

2011 

t 

7508 

A 

2162 

552 

1809 

QLRGRGASRKWSALRRELGRRAWF 

ESAQSPDWRQGPKGPTRSVPGLSSP 

HSEPHEPMAEDKTKPSELDQGKYD 

ADDNVKIICLGDSAVGKSKLMERFL 

MDGLYPSRFEVLLVPVGLPTLMYQ 

CPTAHPFVPAAQEGGLDFWDTAGQ 

DTLSSPPTPHPSMELVPVCSQPQQLS 

TYALTLYKHTATVDGKTILVDFWD 

TAGQERFQSMHASYYHKAHACIMV 

FDIQRKVTYRNLSTWYTELREFRPEI 

PCIVVANKIDDRPMSYLLSTADINV 

TQKSFNFAKKFSLPLYFVSAADGTN 

WKVWLTAEVASKLFNDAIRLAVS 

YKQNSQDFMDEIFQELEVGQVHISG 

GMEETAPLQG*GLQPSRVTLA*VCP 

TKCIRAAVEQMQGQASPATLFTVNF 

SLEQEEEDVPDQEQSSSIETPSEEA 

2012 

7509 

A 

2163 

807 

1389 

EPMAENKTKPSELDQGKYDADDNV 

KIICLGDSAVGQSKLMERFLMDGFQ 

PQQLSTYALTLYKHTATVDGKTELV 

DFWDTAGQERFQSMHASYYHKAH 

ACIM/LDINVTOKSFNFAKKFSLPLY 

FVSA\ADGT\NWKLFNDAIRLAVSY 

KQNSQDFMDEIFQELENFSLEQEEE 

DVPDQEQSSSIETPSEEVASPHS 

2013 

7510 

A 

2164 

3 

923 

RAARTRAEPEVECAAARAGPAGVV 

RERAESRHGGRARGADPQRPWSLQ 

PSLGTAHRDNTLPSLGPGPLSTARS 

QWAKNKTKPSELDQGKYDADDNV 

KIIC\LGDSAVGKFKLME\RFLMDG\ 

FQPQQLSTYALTLYKHTATVDGRTI 

LVDF\FHTAGQERFQSMHASY\YHK 

AHA\CIMVFDVQRKVTYRNLSTWY 

TELSGSFRPEIACIVVANKIDADINV 

TQKSFNFAKKFSLPLYFVSAA\DGT 

NVVKLFNDAIRLAVSYKQNSQDFM 

DEIFQELENFSLEQEEEDVPDQEQSS 

SIETPSEEAASPHS 

2014 

7511 

A 

2165 

1 

2715 


2015 

7512 

A 

2166 

1 

2256 


2016 

7513 

A 

2167 

339 

1086 

IQMNRFLL\LMSLYLLGS\ARGTSSQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

gi^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X^Un known; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PNELSGSIDHQTSVQQLPGEFFSLEN 

PSDAEALYETSSGLNTLSEHGSSEH 

GSSKHTVAEHTSGEHAESEHASGEP 

AATEHAEGEHTVGEQPSGEQPSGE 

HLSGEQPLSELESGEQPSDEQPSGEH 

GSGEQPSGEQASGEQPSGTILNCYT 

CAYMNDQGKCLRGEGTCITQNSQQ 

CMLKKIFEGGKLQFMVQGCENMCP 

SMNLFSHGTRMQIICCRNQSFCNKI 

2017 

7514 

A 

2168 

2 

425 


2018 

7515 

A 

2169 

2 

169 

GRVGDTLKAGINAVERRSNRCNGN 
SGFEGQSRYVPSSGMSAKELCEND 
DLSTSLVLDPYLGFQTHKMNTR*FG 
S 

2019 

7516 

A 

2170 

2 

227 


2020 

7517 

A 

2171 

177 

1400 

LNAPGSQLSVGMKGLGESKNMVV 

NGRRNGGPLSNDHQQNQSKLQHTG 

\KDTLKAGKNAV\ERRSNRCNGNSG 

FEGQSS/RYVPSYGMTAKELCENDD 

LATSLVLDPYLGFQTHKMNTSAFPS 

RSSRHF\SQSDSLSHNNPVRFRPIKG 

RQEELKEVI\ERFKKDEHLEKAFKCL 

TSG E W ARH YFLNKNKMQEKLFKE 

HVFIYLRMFATDSGFEILPCNRYSSE 

QNGAKIVATKEWKRNDKIELLVGCI 

AELSEIEENMLLRHGENDFSVMYST 

RKNCAQLWLGPAAFINHDCRPNCK 

FVSTGRDTACVKAIARDIEPGEEISC 

YYGDGFFGENNEFCECYTCERRGT 

GAFKSRVGLPAPAPVINSKYGLRET 

DKRLNRLKKLGDSSKNSDSQSV/SA 

LNTDADTTQEKNIASK 

2021 

7518 

A 

2172 

3 

114 


2022 

7519 

A 

2173 

328 

471 


2023 

7520 

A 

2174 

1 

190 


2024 

7521 

A 

2175 

2 

132 

SGLGRLPGPWQEAGSSRGPSSGDM 

AGVKALVALSFSGAIGLTF/LHMLG 

CALEDYGVYWPLFVLIF\HAISPIPHF 

IAKRVTYDSDATSSACRELAYFFTT 

GIVVSCLWISPVILARVALIK\WGAC 

GLCV/VAGNAVIFLTIQG\FFPIFGRG 

DDFSWE\QWGYWTDFS 

2025 

7522 

A 

2176 

191 

479 

NTSLPNPSEVSHSSLRLDSGGAEAF 
VGGGTGVLKKPEGAGPAAPS/LGW 
RPRG*APHRTGSAQPPTAVPCR/PGA 
LGEDSSPGPPGALGGLGVIPQPSM 

2026 

7523 

A 

2177 

1920 

2524 

TQYPPAEQRSQTLMQDVFALPLNSL 

CAQSSKTLNCKTQCHPCSILCKNLL 

KNKCLILHSRFPTIQTAPEFGGQLRJ 

PLFPKPKVRSSQFQASVLELRRSQK 

PFVGGGTGVLKKPEGAGPAAPTSG 

WRPRGEAPHRTGTAQPPTAVP\SGG 

RIWGKIPLPGPPGALEGVGFPSASPR 

FQLQPRLKLDAGRRLRSGSKPHVK 

HL 

2027 

7524 

A 

2178 

239 

380 


2028 

7525 

A 

2179 

34 

202 

EPTTRQTLYMLITFTPHNHLVRETSS 


WO 01/79449 


SEQID 
NO: of 
nncleo-tide 
sequence 


SEQ 10 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SBPH>NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


lu^^e^l 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop~ 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


VPFEQMKN*GSERFNTLSKALQTIS 
AKTRI 


2029 


7526 


2180 


1566 


2030 


7527 


2181 


574 


1949 


KSKCRFPEGLSEGFGPMRKEALSSG 

SVQEAEAMLDEPQEQAEGSLTVYVI 

SEHSSLLPQDMMSYIGPKRTAVVRG 

IMHREAFNIIGRRJVQVAQAMSLTE 

DVLAAALADHLPEDKWSAEKRRPL 

KSSLGYEITFSLLNPDPKSHDVYWD 

IEGAVRRYVQPFLNALGAAGNFSV 

DSQILYYAMLGVNPRV\YSASSSYIF 

GHAQNLPHVINPVESRLGSSAASLYP 

VLNFLLYVPELAHSPLYIQDKDGAP 

VATNAFHSPRWGGIMVYNVDSKTY 

NASVLPVRVEVDMVRVMEVFLAQ 

LRLLFGIAQPHLPPKCLLSGPTSEGL 

MTWELDRLLWARSVENLG\QATTT 

LTSLGAASWARSATLFIKGRRGHLE 

VLQRLLAPVQKSAEELASGHL\DLP 

LSPAREAVTSSELAFFDPSLLHLLYF 

PDDQKFAIYIPLFLPMAVPILLSLVKI 

FLETRKSWEKA 


2031 


7528 


2182 


76 


419 


2032 


7529 


2183 


71 


350 


AFIPAMAELIQKKLQGEVEKYQQLQ 
KDLSKSMSGRQKLEAQLTENNIVK 
EVKRYESQLRDLERQSEQQRETLAQ 
LQQEFQRAQAAKAGAPGKA 


2033 


7530 


2184 


175 


1032 


GLLPHLGPRVQRLPRLSLSTLPCSLT 

RCPHPFLLPQIHIHLTRIVGIGGTFDV 

SKLPFLSSPDLSKSMSGRQKLEAQL 

TEYNIAKEVRDWDLWGEEGPVLA 

MVLITYVPSLHQELALLDGSNVVFK 

LLGPVLVKQELGEARATVGKRLDY 

ITAEM*VFIPPPCAAPCDASEPLE*R 

C*TIAEQLSIVAPSPPVPPTLSFPF*PP 

FFSLPWISRFSTYLFLAFSTLHSESY* 

FLPFCLSPLSLLSKRYESQLRDLERQ 

SEQQRETLAQLQQEFQRAQAAKAG 

APGKA 


2034 


7531 


2185 


112 


520 


AFIPAMAELIQMCKLQGEVEKYQQL 

QKDLSKSMSGRQKLEAQLTENNIV 

KEELALL\DGSNV\VFKL\LGPVLVK 

QELGEARATVGKRLDYITAEIKRYE 

SQLRDLERQSEQQRETLAQLQQEFQ 

RAQAAKAGAPGKA 


2035 


7532 


2186 


635 


1015 


GGQKHPTGLLKPPANTAATMPKRK 

AKGDAKGDKAKVKDEPQRRSARLS 

AKPAPPKPEPGLKKAS\AKKGEKL\P 

KGRKGGKADAVGKGLGNNPAKNPR 

LPLHFQFQKAE\GTGGLPSEMFIFES 

SGTYW 


2036 


7533 


2187 


302 


471 


TLSHRVLVEAQSREQLAALKKHHE 

EEI\VHHK\KEIERLQKRNLSRHK\QK 

DSKLLKH 


2037 


7534 


2188 


399 


LARNERLLAGGRDARGAAPASQWP 
VTAVGRRGTWLGRV/WGVRTM\QA 
\RGFGSDQSENFPTGPRAPHP/RKAG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







GALGKREQAEEERYFRAQSREQLVA 
ALKKHHEEEI\VHHKKEI\ERLAEKK 
FERHKQKIXKMLKH 

2038 

7535 

A 

2193 

2 

406 

ARAEMSRSVALAVLALLSLSGLEAI 

QRTPKIQVYSRHPAENGKSIFLKCY 

VSG\FHPSDIE\VDLLKNGKE/RLKK 

VEPSDLS/FSAKDWSRYL\LPYTEFH 

PQLKKDGVCPARVN\HVTLSPAPRL 

VKNWDRRHVKQHQ 

2039 

7536 

A 

2197 

319 

393 

WL/TPVIPTLWEAEVGGSFEHRSSR 

2040 

7537 

C 

2198 

84 

290 

MLPSKGLSFFSLQHLRDSRSLLFPM 
SMITMLELECCRASSNHEVRWLKX 
HXVSQICSLICFPXMLTIRA* 

2041 

7538 

A 

2199 

2 

743 

PRVRSEVSVYRSLADPEPTGRDTMT 

YADLFKYI IIGDTGVGKTCFLLQFTD 

KRFQPVHDLSLGVEFGGSLCSTLME 

NQFKLHIWD\TAGQESFRSITRSY\Y 

RGAAG\ALLVYDITRALKPFNHL\AS 

WLGGLPGQHFSFPTWVIHCFIGNKS 

DLESRRDVKREEGEAFARENHGRIFR 

GTSAKTACNWEEAFINTAKRMYRKI 

HQGLFDVHNEANGIKIGPQQSISTSV 

GPSASQRNSRDIGSNSGCC 

2042 

7539 

A 

2202 

20 

222 


2043 

7540 

A 

2203 

1 

458 

RSSLTSLSNSAAAMAPVKKPCGEG 

GAKKKKQVLKFTL\DCT\HPVEDGI 

MDAAQF*ASFCKERIKVKRKKLGT 

LSGGGW*PIERSK\SKITVT\SEVPFS 

KRV/YLKYLTKKY\LKKNNLR\DLV 

CRWAYQPKRELRNYSYFQINQ\DE 

GRREEDED 

2044 

7541. 

A 

2204 

2 

321 

FIFFFSFSFFFSFFFSETGSCSVAQAG 

VQCHDHGSPQS/PNLPGSSDLPTSAS 

\KVLGITGVRHHSLPPLGFQMGIFLL 

FSMLKFCFWVCSALLCTVLEFLRTN 

YFLS 

2045 

7542 

C 

2205 

46 

234 

MTLRXWITWPFLFLSPPSSKCLHLLI 
ASILLDLQLGSTHSSLSTTFFWLAFF 
RKIGLVCPP* 

2046 ' 

7543 

A 

2206 

1 

243 


2047 

7544 

A 

2207 

144 

479 

RPLKPRRTF\CKK\CGKAPNPHKSDH 

STKKGKDS\LYAPGKAAVMTRKQS 

GYGGQ\TKPIFRKKAKTTKKIVLKA 

LSALSPTCRSKRMLAF\KRWQAFLN 

LGGDKKRKGPSASSS 

2048 

7545 

A 

2208 

75 

540 

GGSGSVRVLRSESPREEAVEEEVAA 

VAWVAVAEEAGTNQLRAETMANI 

AVQRMKREFKEVLKSEETSKNQIKV 

DLVDENFTELRGE1AGPPDTPFERG 

RFP\LELKIP\ETYPFNPPK/VFRFYAL 

KLWHPNISSV\TGAICL\DIL\KDQWG 

SWQWT 

2049 

7546 

A 

2211 

1 

2640 

MYSGNRSGGHGYWDGGGAAGAE 

GPAPAGTLSPAPLFSPGTYERLALLL 

GSIGLLGVGNNLLVLVLYYKFQRLR 

TPTHLLLVNISLSDLLVSLFGVTFTF 

VSCLRNGWVWDTVGCVWDGFSGS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SiPfDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequlwe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







LFARPAPLPARPRAPRPTPPRSPLAS 

STLPDPSRMAGAFLFLRPLPPHAVQ 

DSIPVVSHLPPTCHQTLLLPKMADN 

LPTEFDVVIIGTGLPESILAAACSRSG 

QRVLHIDSRSYYGGNWASFSFSGLL 

SWLKEYQQNNDIGEESTWWQDLI 

HETEEAITLRKKDETIQHTEAFCYAS 

QDMEDNVEEIGALQKNPSLGVSNT 

FTEVLDSALPEESQLSYFNSDEMPA 

KHTQKSDTEISLEVTDVEESVEKEK 

YCGDKTCMHTVSDKDGDKDESKST 

VEDKADEPIRNRITYSQIVKEGRRFN 

IDLVSKLLYSQGLLIDLLIKSDVSRY 

VEFKNVTRILAFREGKVEQVPCSRA 

DVFNSKELTMVEKRMLMKFLTFCL 

EYEQHPDEYQAFRQCSFSEYLKTKK 

LTPNLQHFVLHSIAMTSESSCTTIDG 

LNATKNFLQCLGRFGNTPFLFPLYG 

QGE1PQGFCRMCAVFGGIYCLRHKV 

QCFVVDKESGRCKAIIDHFGQRINA 

KYFIVEDSYLSEETCSNVQYKQISR 

AVL1TDQSILKTDLDQQTSILIVPPAE 

PGACAVRVTELCSSTMTCMKDTYL 

VHLTCSSSKTAREDLESVVKKLFTP 

YTETEINEEELTKPRLLWALYFNMR 

DSSGISRSSYNGLPSNVYVCSGPDC 

GLGNEHAVKQAETLFQEIFPTEEFC 

PPPPNPEDIIFDGDDKQPER/PLGTNN 

VVMAKLESSE\ESKNL\ESPEKHPSK 

LEKSNLEMLFWTSFMASEFSHLKD 

RFPI 

2050 

7547 

A 

2212 

328 

583 


2051 

7548 

A 

2213 

1 

416 

PSSGDMAGVKALVALSFSGAIGLTF 

LMLGCALEDYGVYWPLFVLIFXHAI 

SPIPHFIAKRVTYDSDATSSACRELA 

YFFTTGIVVSCLWISPVILARVALIK\ 

WGACGLVLAGNAVIFLTIQGFFLIF 

G\RGDDFSW\EQW 

2052 

7549 

A 

2214 

1 

180 

AAATGAVGAAIYPCAAPNWK*RND 

EKTAADYKILGGSVLHLVLALRGG 

GGLRQ 

2053 

7550 

A 

2215 

162 

557 

VASEHSPKIGASQGLDYEPLLVVAK 

VWYLTRPTGTKAGSVFSQYLPFLEP 

GILGPASLPWLRQTLTGKEIEIDIEP\ 

TDKVERNQRSVWEEKEGNPPPQQQ 

RLHLQVAKQM\NDEKDSSLIYKILR 

WVQSFQT 

2054 

7551 

A 

2216 

684 

1496 

LETSGLSENPLGQAVGFGQDEFFLE 

QTKKKGVKRPARLHTKPXSQAPAVE 

EAPSGA\SYNPSFEDHQTLLSAAHE 

V\ELQRQKEAEKLERQLRPCPATEQ 

ARHPRSSTFQELCEGLLEESDGEGE 

PGQGEGPEAGDAEVCSTPAR\LATT 

EK\KTEQQRRREKAVHRLRVTARA 

ALRA A\RLRATQEL VFRVRG IQRPQ 

V\ALRLA\ELARRRRRRQ\ARREAEA 

\DKPRRLGT/RFKYQAPDIDVQL\SSE 

LTDSLRTLKPEGQHPSRPVQELPRG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
ior pcpnuc 
sequence 

Nucleotide 
location of last 
codon Tor last 
ctiniiiu dciu ui 
peptide 
sequence 

Amino acid sequence ( X=Unknowi; *=iStop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







GI 

2055 

7552 

A 

2217 

116 

285 

KLRNQRIQERHTDGGEPLKSL*CSP 

KTRVESRSASRRGPLFLNKGHARAR 

SSLTLA 

2056 

7553 

A 

2218 

3421 

3698 

AGRGPLRLQSHRFGRPSQVDCLSPA 
APDQPGQHGKTPSPQKMQKLAGHG 
GAHLQSQPLGRLRREDPLSPGGGGC 
SEPRSHHCTPAWAREYGD 

2057 

7554 

A 

2219 

381 

1772 

KMAESENR\QELSES\SQEEAGNQIM 

VEGLGEHLERGEDAAAGLGDDGKC 

GEEAAAGLGEEGENGEDTAAGSGE 

DGKKGGDTDEDSEADRPKGLIGYV 

LDTDFVESLPVKVKYRVLALKKLQ 

TRAANLESKFLREFHDIERKFAEMY 

QPLLEKRRQIINAIYEPTEEECEYKS 

DSEDCVDDEEMCHEEMYGNEEGMV 

HEYVDEDDGYEDYYYDYAVEEEEE 

EEEEDDIEATGEENKEEEDP\RGIPD 

FWLTVLKNVDTLTPLIKKYDEPILK 

LLTDIKVKLSDPGEPLSFTLEFHFKP 

NEYFKNELLTKTYVLKSKLAYYDP 

HPYRGTAIEYSTGCEIDWNEGKNVT 

LKTIKKKQKHRDL/WGTIRTVTEDF 

PKDSFFNFFSPHGITSNGRDGNDDFL 

LGHNLRTYIIPRSVLFFSGDALESQQ 

EGWREVNDAIYDKIIYDNWMAAI 

EEVKACCKNLEALVEDIDR 

2058 

7555 

A 

2220 

17 

250 


2059 

7556 

A 

2221 

2 

899 

GFSKKCVSSRSPELRVTRLRYLRIQ 

AFRGSCLATADLLLLVSPLRHPEPA 

KVLVLFLLSFASCWAGPGRAGPPG 

RSLLTMASLFMCKKTVDDVIKEQNR 

ELRGTQRAIMRDRAALEKQEKQLEL 

EIKK\MAKIGVNKEA\CKVLAKQLVH 

LR\KQKT\RTFAVSSKVTSMSTQTKV 

MDSVQMKMAGAMSTTAKTMQAVN 

KVKMDPQKTLQTMQEFPGRENMVK 

M\EMTEEMINDTLDDIFDGSDD\EEE 

SQ\DIVNQVLDEIGIEISGKMAKAPS 

A\ARSLPSA\ST\SKATISDEEIERQLK 

ALGVD 

2060 

7557 

A 

2222 

3 

586 

ARAMGISRDNLHKRRKTGGKRKPY 

HKKRKYELGRPAANT\KIGPRRIHT 

VRVRGGNKKYRALRLDVGNFSWG 

SECCTRKTRIIDIVYNASNNELVRTK 

TLVKNCIVLIDSTPYRQ/WTPEEEEIL 

NKKRSKKIQKKYDERKKNAKISSLL 

EEQFQQGKLLACIASRPGQCGRAD 

GYVLEGKELEF\YLRKIKARKGK 

2061 

7558 

A 

2223 

2 

727 

LFPASAEQMGISRDNW\HKP\RKTG 

GPRESPYQQEAKSMSLGRPAA\NTK 

ILAPRRIQHSPVCRGG*QVNTVPLRF 

DWGNFSWG/SKECCTRKTRMIDW 

YNAI**PSWVRYPRPLVERICI\VLID 

EQHPY\RQWVRSPTYAL\PLGPQRK 

GAKLDSLRKEEJFKPKTDLK*IQKK 

YD*/ERKKNCQNSASLPGRSSFQQG 

KASLRCIAFK/RPGQC\GRA\DGYMT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^ID NO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







RGHRVRSYYLRKIKARQSK1NT 

2062 

7559 

A 

2224 

298 

408 

CGII*ALNKKEHRGCDSPDPDTSYV 
LTPHTEEKYKK1NEEFDNMMRNHKI 
APGLPPQNFSMSVTVPVTSPNALSY 
TNPGSS 

2063 

7560 

A 

2225 

1 

1369 


2064 

7561 

A 

2226 

409 

1944 

LKMGRKKIQITRIMDERNRQVTFTK 

RKFGLMKKAYELSVLCDCEIALIIFN 

SSNKLFQYASTDMDKVLLKYTEYN 

EPHESRTNSDIVEALNKKEHRGCDS 

PDPDTSYVLTPHTEEKYKKINEEFD 

NMMRNHKIAPGLPPQNFSMSVTVP 

VTSPNALSYTNPGSSLVSPS\LAASS 

TLTDSSMLSPPQTTLHR\NVSPGAP\ 

QRPPSTGNAGGMLSTTDLTVPNGA 

GSSPVGNGFVNSRASPNLIGATGAN 

SLXGKVMPTKSPPPPGGGNLGMNSR 

KPDLRWIPPSSKGMMPPLSEEEELE 

LNTQRISSSQATQPLATPWSVTTPS 

LPPQGL\VYSAMPT\AYNTDY\SLTS 

ADLSALQGFNSPGMLSLGQVSAWQ 

QHHLGQAALSSLVAGGQLSQGVSNL 

SINTNQNISIKSEPTSPPRDRMTPSGF 

QQQQQQOOQQOPPPPPOPOPOPPOP 

QPRQEMGRSPVDSLSSF\SSSYDGSD 

REDPRGDFHSPIVLGRPPNTEDRESP 

SVKRMRMDAWVT 

2065 

7562 

A 

2227 

3 

168 

PCPTHSRMLGSPQPKRQLPVAPVPT 
AQP\PPSPPKGRCQGQEPKPPRLPSP 
AQGPW 

2066 

7563 

A 

2228 

272 

416 

VGRCFFLSSGGFFSLTSALPPPS/PSA 
HPGVLVTPFGAPTKPDRGRSRG 

2067 

7564 

A 

2229 

109 

866 

DTRVGYFSSGAFAFFFLWARAECRP 

LSKDSLVKPRATLPSIVGLGSVAVP 

RARRARRQRERSRPRTGPGACLPPS 

LAPYGFARVERRARAMKAGFPVRR 

SGRKAPYGCGGMENLALRCLAEHG 

HSLGG\SAALGAS\AAAARCKAAEA 

AADEPALCLQCDMNDCYSRLRRLV 

PTIPPNKKVSKVEILQHVIDYILDLQ 

LALETHPALLRQPPPPAPPHHPAGT 

CPAAPPRTPLTALNTDPAGARVNKQ 

GDSILCR 

2068 

7565 

A 

2230 

107 

1073 


2069 

7566 

A 

2231 

23 

538 

LPEVPHSLRPRVKPHLCCAQPAVRV 

MARLPKLAVFDLDYTLWPFWVDT 

HVDPPFHKS/KVR*GQGRLGAR*DP 

ARAERTLALSSDGTVRDRRGQDVR 

LYPEVPEVLKRLQSLGVPGAAASRT 

SEIEGANQLLELFDLFRCYLHSHPE 

WNESSNSKSRVRDICEGPNWAFEV 

QP 

2070 

7567 

A 

2232 

685 

1161 

TFPLLPLADYTLWPFWVDTHVDPPF 
HNSR*GRDREDW/PAR*DPARAERT 
LALSSDGTVRDRRGPDVRLYPEVPE 
VLKRLQSLGVPGAAASRTSEIEGAN 
QLLELFDLFRYFVHREIYPGSK1THF 


WO 01/79449 ^± PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

bU^lO NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence { X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







ERLQQKTGIPFS\QMIL\FDDERRNIV 
DVSKLGTE 

2071 

7568 

A 

2233 

79 

564 

SPTSAARSLRLRVMARLPKLAVFDL 
DYTLWPFWVDTHVDPPFHKSSDGT 
VRDRRGQDVRLYPEVPEVLKNDLQS 
LGVARCGCFQGQVRLGRGQPATGA 
LLTFFRYFVHR\EIYPGSKITHFERVA 
AE\TGISF\SQMIFFDDERREYCRRSA 
NWCVTCTSHPEW 

2072 

7569 

B 

2234 

48 

209 

XKNQCETRTMQENGYSSHAVDGT 

GPAGGAGRPAGSTGAQVSVQPNFQ 

QDKFLGRX* 

2073 

7570 

A 

2235 

2 

353 


2074 

7571 

A 

2236 

3 

676 

SAVEFPPSLSHTTGTRPRTP1LLQQE 

NGYFIHTLWMGLALLGVLGDLSGQ 

HRRPRSPCQPNFQQDKFLGRWFKR 

G\LASNSSWLREKKAALSMCKSVV 

APAT\DGG\FNLTSTFLQEKTSVETR 

TMLNLQPRGVPSASLQLTGVPHWGQ 

A/HYSVSVVETDYDQYALLY\TRAS 

KGPGEDFRMATLYSRTQTPVRAELK 

EKFTAFCKAQGFTEDTIVFLPQTDK 

CMTEQ 

2075 

7572 

A 

2237 

1 

1165 

MGVTEVFLKDVTILLNLEELVQCRQ 

TWGEARTRGKRVLGSLADEIVVRT 

QQPPSLEHKAWNATCKHWLAAEA 

ALEKYYLSIFYGIEFWGVLGNTIW 

YGY1FSLKNWNSSNIYLFNLSVSDL 

AFLCTLPMLIRSYANGNWIYGDVLC 

ISNRYVLHANLYTSILFLTFISIDRYL 

IIKYPFREHLLQKKEFAILISLAIWVL 

VTLELLPILPLINPVITDNGTTCNDF 

ASSGDPNYNLIYSMCLTLLGFSMPLF 

VMCLFYYKIALFLKQRNRQVATAL 

PLEKPLNLVIMAWIFSVLFTPYHV 

MRNVRIASRLGSWKQYQCTQWIN 

SFYIVTRPLAFLNSVINPVFYFLLGD 

HFRDMLMNQLRHNFKSLTSFSRWA 

HELLLSFREK 

2076 

7573 

A 

2238 

1 

567 


2077 

7574 

A 

2239 

58 

544 

GKKMGSKAKKRVLLPTRPAPPTVE 

QILEDVRGAPAEDPVFTILAPEDPP\ 

VPFRMMEDAEAPGEQLYQQSRAYV 

AANQRLQQAGNVLRQRCELLQRA 

GEDLEREVAQMKQAALPGGEGWL 

LGLTLWGLGALGRAQGWSATQAL 

PGGPSAPDWHSRGPSPRGC 

2078 

7575 

B 

2240 

1 

1551 

MCELDILHDSLYQFCPELHLKRLNS 

LTLACHALLDCKTLTLTELGRNLPT 

KARTKHNIKRIDRLLGNRHLHKERL 

AVYRWHASFICSGNTMPIVLVDWS 

DIREQKRLMVLRASVALHGRSVTL 

YEKAFPLSEQCSKKAHDQFLADLAS 

ILPSNTTPLIVSDAGFKVPWYKSVE 

KLGWYWLSRVRGKVQYADLGAEN 

WKPISNLHDMSSSHSKTLGYKRLTK 

SNPISCQILLYKSRSKGRKNQRSTRT 

HCHHPSPKIYSASAKEPWVLATNLP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

si^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location or last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







VEIRTPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDIMLLI 

ALMLQLTCWLAGVHAQKQAFPDC 

DSSAVHRLRYCKGRDYNRVRSSCV 

QRHAPVLNRKIGTGSDQHANEFGLS 

WILLGARTPTCKADLSPRPYSCPHP 

QPQQRFLGDSGITTKSVPRYRGQEH 

CLHPKLQSTKRFIKCTTAWNENRRK 

YQVMPIEAQRPKCQLLFPNRSPTWQ 

ISIDKGPRQDTFMLFPPIKI* 

2079 

7576 

A 

2241 

2 

456 

GTRSTRTARRRWLSSPPRACPGTEV 

RSTACTPSCAPPVSMRLLAAALLLL 

LLALYTARVDGSKCKC\SRKEPKIR 

YSDVKKL\EMKPK\YPHCEEKMVIIT 

TKSVSRYRGQEHCPHPKLQSTKRFI 

KWYNA\WNEKAQRRVYEEAQGLR 

RRIG 

2080 

7577 

A 

2242 

308 

615 

ETRVAWSGTGAAEV*GMVRLDISE 

GRAAVAAWGGVVAVGTVLVALS 

AMGFTSVGIAASSIAAKMMSTAAIA 

NGGGVAAGSLVA1LQSVGAAGLSV 

TSKVIG 

2081 

7578 

A 

2243 

332 

484 


2082 

7579 

A 

2244 

240 

610 

LWVEVQESEWRLTEAKGPTMGKES 

G WDSGRAA VAA WGGWAVGTV\ 

PWRSSAMGFTSVGIAASS1AAKMM 

STAAIANGGGVAAGSLVAILQSVGA 

AGLSVTSKVIGGFAGTALGAWLGS 

PPSS 

2083 

7580 

B 

2245 

158 

2382 

MARGKAKEEGSWKKFIWNSEKKEF 

LGRTGGSWFKILLFYVIFYGCLAGIF 

IGTIQVMLLTISEFKPTYQDRVAPPG 

LTQIPQIQKTEISFSSMAIRDAGFEIS 

AMQMFNMDRVNVEQFYEVYKGV 

VTEYHDMVTEMYSGPCVAMEIQQ 

NNATKTFREFCGPADPE1ARHLRPG 

TLRAIFGKTKIQNAVHCTDLPENGL 

LEVQYFFKILNN* 

2084 

7581 

A 

2246 

753 

1007 

LAQGCSPGPSQDTALPGPPPPCTEP/ 
CPVPYVLRSTPEPPQHGTCHSPCLLP 
IPLCSSSPSLGGGGNSEGEKALTFHV 
CGDHPVKN 

2085 

7582 

A 

2254 

188 

833 

ALIMSFIFEWIYNGFSSVLQFLGLYK 

KSGKLVFL\GLDNAGKTT\LLHWLK 

DDQIGPTLFPPLPPTSEE\LTIAG\MT\ 

FTTFD\LGGHGAKHVAVWKN\YLPS 

QLMGFVFLVDCA\DHFSPSWNPKVE 

LNALMT\DETILPMCPIL\ILGNK\IDR 

TDAISEEKLREIFGLYGQTTGKGNV 

TL\KELNA\RPM\EVFHVAVLLKEGK 

VYGRGFSAGLLPVLFD 

2086 

7583 

A 

2256 

333 

621 

CRKNSCYQAQNFNLRIPFSTTKLINL 
FHF*NDSQKST*/SDSHLARSSQFCS 
LN*NY*I*TAKSHDVVCTRQHFPSLS 
ESYIWHVKEKKYNPTAAAI 

2087 

7584 

A 

2257 

29 

659 

LSVASFSFLSNASAEDTMSRLSRSLL 
WAATCLGVLCVLSADKNTTQHPNV 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SB^DNO: 

in USSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequence ( X=Unhnown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







TTLPPIVRETSAPVTPLPLVTTPAPET 

CEGRNSCVSCFNVSVVNTnCFWIE 

CK\DESYCSHNST\VSD\CQVGNTTD 

FCSVST\ATPVPTANS\TAKTHSSSPP 

LLQLPRQLLHQGTTNNTVNSYTSQP 

VRKSTFDAASFIGGIVLVLEIRCHTR 

NYIPDLKK 

2088 

7585 

C 

2258 

101 

411 

MEMKMQSERLSKEYDQLLKEHSEL 

QKQREILPHRRGESTVTTXXXXXX 

XEPQQRNADXXXXXXXXXXXXXX 

XXSSSRSMALQIPIKXXXXXXXXXX 

XXXXXLF* 

2089 

7586 

A 

2259 

2 

575 


2090 

7587 

A 

2260 

1 

265 

SDALSKAQ^VMEMKMQSERLSK 
EYDQL\LKEHSELQHSSFGEFLSKRS 
HKNGSIGKQTGSRKGSFRKRQQEK 
TVNFIKDTLQYTVSK 

2091 

7588 

A 

2261 

47 

906 

RKKLPLQWPAVPPFLYAEIGLILIFC 

LPFIPPQRWQKIFASFNVWGKIATFW 

NKAFLTIIILLIVLFLDAVREVRKYSS 

VHTIEKSSTSRPDAYEHTVQMKLFRS 

QKNLYIPGISLFFWLVLRRLVTLITQ 

LAKEPVTQRCALYLQAENTNKAAK 

KNFMEENEKLKRILKSHGKDEECVL 

EAENKKLVEDQEKLKTELRKTSDA 

L\SKAQNDVMEMKMQSERLSKEYD 

QLLK\EHSELQVPLGSFYILAFAPGL 

HNPHPSSPRSGGGFSAIDNPRGALPP 

CLVCVLFHHL 

2092 

7589 

A 

2262 

669 

995 

KVFFCFYRIYVCICVCVCVCVC/TLQ 

TL/CYSIANMLTSSQCLQSCGSQSW 

CQMHIKSSKAIMTIPCKFISRKPWEG 

DCSSLEPHGVSAFDIWVPQLCIKKV 

LNHFSPRKN 

2093 

7590 

A 

2263 

3 

379 

WPFLLKLRLGTCGTCCSHEGRAAA 

WSAESSLQHSAVVTMSLPLNPKPFL 

N\GLTGKPVMVKLKWGMEYKGYL\ 

VSVD\GYMNMQLANTEEYIDGALS 

GHLGEVLIRCNNVLYIXRGVEEEEED 

GEMRE 

2094 

7591 

A 

2264 

68 

268 

QYLSLLLTQYSLVFICWLFICL\LYV 
YLFLCMLLCKYGLQLFLCGILSFRIS 
CKLLESRIHVIPLFL 

2095 

7592 

A 

2266 

190 

554 

HGVRSDLGRWPDHLCAVCRHYHH 

LLHLLLLLPLQDVPPTTSWLSPPPHP 

PLWCM/PPYPQPPSVPPSYPGPSLPG 

LPHHAASARECQQHPYPIAVPTHLT 

HAHAHGPTRPTTRPLAGRSSRD 

2096 

7593 

A 

2267 

2 

445 


2097 

7594 

A 

2268 

200 

894 

TSPRARPHCSLCLPNLPPVTYMHIY 
ETDGFSLGVFLLKSGTSIPLHDHPG 
MHGMLKVLYGTVRISCMDKLDAG 
GGQRPRALPPEQQFEPPLQPREREA 
VRPGVLRSRAEYTEASGPCILTPHR 
DNLHQIDAVEGPAAFLDILAPPYDP 
DDGRDCHYYRVLEPVRPKEASSSA 
CDLPREVWLL\ETPQADDFWCEGEP 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


tbo 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iqj^^e^"! 


PCT/US01/08656 


Amino acid sequeRe ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 


YPGPKGLPLKPLAHQERWAEDVPY 
PTTRAVSLPP 


2098 


7595 


2269 


257 


781 


QELLSGLVNYFSLSWFLYVAQESIP 

SLPQSPMRETPSKAFHQYSNNISTLD 

VHCLPQLPEKASPPASPPIAFPPAFE 

AAQVEAKPDELKVTVKLKPRLRAV 

HGGFEDWRPLNKKWTGMKWKKG 

KIYIGTPNGTLKTPL\EDEID/EFSKE 

MGHFLKPDPGPKIIGKVVWHEKGM 

NDK 


2099 


7596 


2270 


271 


404 


2100 


7597 


2271 


5684 


PTSPCGEGYGISLNLTFIISNMRVLR 

AHFIELQFPFMGQVVTGTQNSEGQN 

LGPQAIPQDGSITHQISRPNPPNFGP 

GFVNDSQRKQYE\EWPQETQQLLQ 

MQQKYLEEQIGAHRKSKKALSAKQ 

RTAKKAGREFPEEDAEQLKHVTEQ 

QSMVQKQLEQIRKQQKEHAELIED 

YRIKQQQQCAMAPPTMMPSVQPQP 

PLIPGATPPTMSQPTFPMVPQQLQH 

QQHTTVISGHTSPVRMPSLPGWQPN 

SAPAHLPLNPPRIQPPIAQLPIKTCTP 

APGTVSNANPQSGPPPRVEFDDNNP 

FSESFQERERKERLREQQERQRIQL 

MQEVDRQRALQQRM\EM\EQHGM 

VGSEISSSRTSVSQIPFYSSRLYLCDF 

\MQP\LGPLQQSPQHQQQMGQVLQ 

QQNIQQGSINSPSTQTFMQTNERRQ 

VGPPSFVPDSPSIPVGSPNFSSVKQG 

HGNLSGTSFQQSPVRPSFTPALPAAP 

PVANSSLPCGQDSTITHGHSYPGST 

QSLIQLYSDIIPEEKGKKKRTRKKKR 

DDDAESTKAPSTPHSDITAPPTPGIS 

ETTSTPAVSTPSELPQQADQESVEPV 

GPSTPNMAAGQLCTELENKLPNSDF 

SQATPNQQTYANSEVDKLSMETPA 

KTEEIKLEKAETESCPGQEEPKLEEQ 

NGSKVEGNAVACPVSSAQSPPHSA 

GAPAAKGDSGNELLKHLLKNKKSS 

SLLNQKPEGSICSEDDCTKDNKLVE 

KQNPAEGLQTLGAQMQGGFGCGN 

QLPKTDGGSETKKQRSKRTQRTGE 

KAAPRSKKRKKDEEEKQAMYSSTD 

TFTHLKQVRQLSLLPLMEPIIGVNFA 

HFLPYGSGQFNSGNRLLGTFGSATL 

EGVSDYYSQLIYKQNNLSNPPTPPA 

SLPPTPPPMACQKMANGFATTEELA 

GKAGVLVSHEVTKTLGPKPFQLPFR 

PQDDLLARALAQGPKTVDVPASLP 

TPPHNNQEELR1QDHCGDRDTPDSF 

VPSSSPESVVGVEVSRYPDLSLVKE 

EPPEPVPSPIIP1LPSTAGKSSESRRND 

IKTEPGTLYFASPFGPSPNGPRSGL1S 

VAITLHPTAAENISSVVAAFSDLLH 

VRIPNSYEVSSAPDVPSMGLVSSHRI 

NPGLEYRQHLLLRGPPPGSANPPRL 

VSSYRLKQPNVPFPPTSNGLSGYKD 

SSHGIAESAALRPQWCCHCKVVILG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sWdNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequerce ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







SGVRKSFKDLTLLNKDSRESTKRVE 

KDIVFCSNNCFILYSSTAQAKNSEN 

KESIPSLPQSPMRETPSKAFHQYSNN 

ISTLDVHCLPQLPEKASPPASPPIAFP 

PAFEAAQVEAKPDELKVTVKLKPR 

LRAVHGGFEDCRPLNKKWRGMKW 

KKWSIHIV1PKGTFKPPCEDEIDEFL 

KKLGTSLKPDPVPKDYRKCCFCHEE 

GDGLTDGPARLLNLDLDLWVHLNC 

ALWSTEVYETQAGALINVELALRR 

GLQMKCVFCHKTGATSGCHRFRCT 

NIYHFTCAIKAQCMFF\KDKTMLCP 

MHKPKGIHEQELSYFAVFRRVYVQ 

RDEVRQIASIVQRGERDHTFRVGSLI 

FHTIGQLLPQQ\MQAFHSPK\ALFPV 

GYEA\SRLLLGGTRYANRRCR\YLC 

SIEGGRDG\RPVFVIR\IVGNKGHGR 

TGVLKVDI\SPKGVWDKILEPVACV 

RKKSEMLQLFPAYLKGEDLFGLTVS 

AVARIAESLPGVEACENYTFRYGRN 

PLMEPPLAVNPTGCARSEPKMSAH 

VKRFVLRPHTLNSTSTSKSFQSTVT 

GELNAPYSKQFVHSKSSQYRKMKT\ 

EW\KSNVYL\ARSRVSGGWGLLWL 

VRRTLEETHHGSFEYIGTNHFETKL 

GQQGKEKLYESQNRGVYMFRMDN 

DHVIDATLTGGPARYINHSCAPNCV 

AEVVTFERGHKIIISSSRRIQKGEELC 

YDYKFDFEDDQHKIPCHCGAVNCR 

KWMN 

2101 

7598 

A 

2272 

I 

2806 


2102 

7599 

A 

2273 

288 

843 

AGSGVLQGLFICPKAPGPRPTGAEG 

KR\KLQIGVKKR\VD\HCPIKSRK\GD 

VLHMHYTG\KLEDGT\EFDSKPAPR 

TSPFVFSL\GTGQVIKG\WDQG/LCL 

GMCEGE\KRK\LVIPS\ELGYGE/RGE 

LPPK1PRPVQPLVFEVELLKIRADEL 

SCNQTGEGQGEKAPHQGPDCSKKK 

NKKQKPIKKTLKSPK 

2103 

7600 

A 

2274 

80 

308 

VLTHLGNWILGSTEGPMGGP*FCTN 
LSEGLRFGISPSWREALYGWHA 

2104 

7601 

A 

2275 

2 

456 

RSFFFFFCEVGSWVGSMRVVMARL 
LSEGEQG1PTACAAFAQQPGGRPRR 
GLAGVGEGGPQCSWVNYRCTLEFL 
VSLLGTDLARGRGNSASGP\TAPAD 
SKQLSCKTFIAVLSLSKEAGFCHVV 
QGWVSTSWGSSSPSVPQFFPKLLEF 
TGK 

2105 

7602 

A 

2276 

2 

81 


2106 

7603 

A 

2277 

325 

485 

ELRVDPVNF\KL\LSHCLLVTLAAHL 
PAEFYTPAVHASLDKFLASVSTVLTS 
KYR 

2107 

7604 

A 

2278 

291 

529 

LFLLCKVGTWHQGPNHQKAPKAPG 
TPPTPSYPGTPSRQLLWQWVQPRPA 
LPA\PLPAVGTSSTSPGRQCPGFSAQ 
HHLFP 

2108 

7605 

A 

2279 

52 

109 

TVRLPR\HPGSRKNMASYCRIPACIA 
AERRYGTCMYQGRIWAFSS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 

SEQ ID 
NO: of 
peptide 

Me 
tho 
d 

SB^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 

2109 

7606 

A 

2280 

3 

452 


2110 

7607 

A 

2281 

26 

526 

NSTDSERTHPWLLSPADKTTVK/AP 

AWGKVGAHAGEYG\SEALERMFLS 

FPTTKTYFPHFDLSHGFCPGLRATG 

KKVADALTKRRGAPLDDMPNALV 

RPL\SDLHAHKL\RVGPGSTFKLLKP 

LACL\LTLGPAHLPRPSFTPGGCKAS 

LGQSFLGFLLKHRCLNLPNYR 

2111 

7608 

A 

2282 

447 

539 


2112 

7609 

B 

2283 

8 

694 

MQYNRRFVNVVPTFGKKKGTTFTK 

IFVGGLPYHTTDASLRKYFEGFGDIE 

EAWITDRQTGKSRGYGFVTMADR 

AAAERACKDPNPIIDGRKANVNLA 

YLGAKPWCLQTGFAIGVQQLHPTLI 

QRTYGLTPHYIYPPAIVQPSVVIPAA 

PVPSLSSPYIEYTPASPVYAQYPPAT 

YDQYPYAASPATADSFVGYSYPAA 

VHQALSAAAPAGTTFVQYQAPQLQ 

PDRMQ* 

2113 

7610 

A 

2284 • 

3 

191 


2114 

7611 

A 

2285 

101 

444 

CSLFVPRPRSLQPLRRVTGQETGRP 

RSKAHVASTWRAFPPEDQVVLLAG 

AP\LEDEATLGQCGVEALTTLEVT\G 

\RMLGGKSPWFPWPVLGKVMKVRL 

LKVAKQGERRKKKTGSG 

2115 

7612 

A 

2286 

2622 

2881 

KKSKDNKTFFFFFETESCSALQAGV 
QWCNLGSLQTLP\PGSNDSHASASR 
VAGTKGMCHHARLIFVFLVETGLH 
HVGQACLGTPDLK 

2116 

7613 

A 

2287 

41 

655 

TKLVMMQKLLKCSRLVLALALILV 

LESSVQGYP\TRKPRHQWVPCN\PDS 

NSANCLEEKGPMFELLPAE\STKIPR 

L\RTDLFPKTRIQ\DLN\RIFPLSEDYS 

GSGFGSGSGSG\SGS\GSWFPNGKW 

EQDYQL\VDE\SDAFHDNLR\SLAR1 

LASASRDWGQHGLAEEFNVIKEDL 

PTLTTRQMVVKQYFNVPMVNMINS 

WDKEFYRNF 

2117 

7614 

A 

2291 

163 

703 

READMGTMKTQRDGHSLGRWSLV 

LLLLG\LVMPLAIIAQVLSYKEAVLR 

AIDGINQRSSDANLYRLLDLDPRPT 

MDGGP\DTTK\PVSFTVKETVCP\RP 

TQQ\SPKDGDFKRDGLLNRGMGTV\ 

TLN\QARGSFDISCDKDNKRFALLG 

DFFRKSKEKIGKEFKRIVQRIKDFLR 

NLVPRTES 

2118 

7615 

A 

2292 

100 

546 

PPRTGQRQPLHSARRHGPSVSNELAC 

AYSALISARTDEVTVT\EDKINALUK 

A\AGVNVE\PFWPWLCLQRPLA\NV 

N1G\SLI\CNVRGPVEPAPSSLVAAP\ 

AGRSLPPPLACCSKLKEERKLEAKK 

RKNPKEVLNDDIGLLVLFELKPLL 

2119 

7616 

A 

2293 

33 

494 


2120 

7617 

A 

2294 

1 

609 

PLKRSDGCNDGRPTRPPTRPDTTVF - 
TSNLKQTRMVHLTPEEKSAVTALW 
GKVNVDEVGGEALGRLLVVYPWT 
QRFFESFGDLSTPDAVMGNPKVKA 


WO 01/79449 


SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


PCT/US01/08656 


S WTu NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkne»vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


HSVKKGLRGAFSDGLAHIADNLKGT 

FATL\SEL\HCDKAAPWIPEELQAPW 

ATCLVCVAWPITFGKRISTPPVAGL 

PNQENWLAWCWLNALGPTSNHLS 

LAFLAGPISN 


2121 


7618 


2295 


33S 


AALAWAVSRLHFSRLSFPPWAFRG 

AFAAVPTTAAMISLTDTQKIGMGLT 

GFGVFFLFFGMILFFDKALLAIGNGX 

FFPVVDGFIRRVPVLGSLLNLPGIRS 

FVDKVGESNNMV 


2122 


7619 


2296 


67 


283 


LPFPGCIFFLF*VLFVAGLAFVIGLER 

TFRFFFQKHKMKATGFFLGGVFW 

LIGWPLIGMIFEIYGFFLLFR 


2123 


7620 


2297 


209 


2124 


7621 


2298 


544 


TRAALAVAVSRLHFSRLSFPPWAFR 

GAVAAVPTTAAM1SLTDTQKIGMG 

LTGFGVFFLFFGMILFFDKALLAIGN 

VLFVAGLAF\VIGLERTFRFFF\QKH 

KMKATGFFLGWVYLVVLIGL/WPLI 

G\MIFEIYG\FFLLFRGFFPCRCWTFI 

RKECPVLGIPSPNLPGIRSFVDKVGE 

SNNMV 


2125 


7622 


B 


2299 


54 


1731 


XKLSRECEIKYTGFRDRPHEERQAR 

FQNACRDGRSEIAFVATGTNLSLQF 

FPASWQGEQRQTPSREYVDLEREA 

GKVYLKAPMILNGVCVIWKGWIDL 

QRLDGMGCLEFDEERAQQEDALAQ 

QAFEEARRRTREFEDRDRSHREEME 

VHELEKSKRALETQMEEMKTQLEE 

LEDELQASEDAKLRLEVNMQALKG 

QFERDLQARDEQNEEKRRQLQRQL 

HEYETELEDERNERALAAAAKKKL 

EGDLKDLELQADSAIKGREEAIKQL 

RKLQAQMKDFQRELEDARASRDEI 

FATAKENEKKAKSLEADLMQLQED 

LAAAERARKQADLEKEELAEELAS 

SLSGRNALQDEKRRLEARIAQLEEE 

LEEEQGNMEAMSDRVRKATQQAE 

QLSNELATERSTAQKNESARQQLER 

QNKELRSKLHEMEGAVKSKFKSTIA 

ALEAKIAQLEEQVEQEAREKQAAT 

KSLKQKDKKLKEILLQVEDERKMA 

EQYKEQAEKGNARVKQLKRQLEEA 

EEESQRJNANRRKLQRELDEATESN 

EAMGREVNALKSKLRGPPPQETSQ* 


2126 


7623 


2300 


2448 


2127 


7624 


2301 


2655 


2128 


7625 


2302 


605 


2129 


7626 


2303 


588 


VDPDSGQIQVPCTPRGLKWSPNMN 

PARKTDACGEDTHPSLLGVPFSRPP 

LGILRFALQNPRSPGKESEMLPPPA 

WVYLKAPMILNGV/CVIWKGW1DL 

QRLDG/MGCLEFDEERAQSWPW*A 

HPQC* EGRRPSCRELGN VALGADG 

DSPGSIYTRRWKLRSQRVPAPPPQE 

PKMPSLGCRNTSTTFSGRPSQSPRTK 

KQRPR 

MGFCHVDQTGLELLTQPLLALIGAA 


WO 01/79449 PCIYUS01/08656 


SEQ ID 
NO: of 

nnrlpA-tirti* 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
the 

- SVDNO: 

i inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqdfflce ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LEGGRAGGAADLAPDFGRLALQIK 

YTGFRDRPH/EERQARFQNACRDGR 

SE/IFFPASWQGEQRQ/TPSREYVDL 

EREAGKLN1PKGPAGDETPSSLSSM 

MIVLSSDSGPAVLAIPNLVTPPRYTP 

MVPCGGHHQAQRKRPLCTPPPSSIQ 

QGSMSVKSMPTPVAAHKSFTSALC 

2130 

7627 

A 

2304 

i 

615 

GLKGGKMPRVVPDQRSKFENEEFF 
RKLSRECEIKYTGFRDRPHEERQAR 
FQNACRDGRSE1AFVATGTNLSLQF 
FPASWQG\DQRQTPIREYVDLEREA 
GTVYLKAPMILNGVCAIWKGWIDL 
QRLHGMGCLEFDEERAQQEDALTQ 
QAFEEARRMTREFEDRDRSHRQEM 
EARVSQLLAVTGKKXQLDPRPGSNL 
GGGDDLKLR 

2131 

7628 

A 

2305 

73 

168 


2132 

7629 

A 

2306 

322 

671 

RLWASPAAPGKKKEMGNSMKSTP 
APAERPLPNPEGLDSDFLAVLSDYP 
SPDINPPIFRRGEKLRVISDERGWW 
KAUSLSTGRESYIPAICVARSYHGW 
LLRGPG\KNMAEELLQLPD 

2133 

7630 

A 

2307 

624 

1581 

KAATSENKIICCEWRTSQAALMLHR 

LWASPAAPGKKKEMGNSMKSTPAP 

AERPLPNPEGLDSDFLAVLSDYPSP 

DISPPIFRRGEKLRVISDEGGWWKAI 

SL\STGRESY1PG\ICVARV\YHGL/W 

LFEGLGRDKA EELLQLPDTK VGSF 

MI\RESETKKGFYSLSVRHRQVKT\Y 

RIFRLPNNWYYISPRLTFQCL\EDL\V 

NHYSEVADGLCCVLTTPCL\TQSTA\ 

APAVNRACSSPVTLRQKTVDWRRVS 

RLQEDPEGTENPLGVVESLFSYGLR 

ESIASYLSLTSEDISSFDRKKKSISLM 

YGGSKRKSSFFSSPPYFED 

2134 

7631 

A 

2308 

52 

454 

SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 

2135 

7632 

A 

2309 

3 

452 


2136 

7633 

A 

2310 

26 

502 

NSTDSERTHHGARLLPDKTKAQRPP 

RLKLGANA\GEYGFGGPWKGMFLS 

FPNPPKTYFRQFRP*ANGFAQG*RG 

HGQRKVA\DALTQSPCRNVD\DMPQ 

TALSAPEATLHG\HKL\RVDPVNFKL 

\LSH\CLLG*PWPAHLPRPSFTPCGCT 

PSLEQSSWAFC 

2137 

7634 

A 

2313 

43 

595 

LRNMWQLERNUETUINTFHQYSVK 

LGHP\DTL\NQGEFKELVRKDLGQN 

FLKKENKNEKVIEHMHEDLDTVNAA 

QVQLSFEEFIMLMARAKPGALPTRR 

MHEGDKGPWPPPHKPGLGEGTPPR 

PQWPRSPVATAHGHKSWWPRPQA 

TNHGGQATLPLPKPGPRGLLCQTVL 

AVGLGGWGQIKSLP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SWIDNO: 

in USSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 

2138 

7635 

A 

2314 

3 

419 

SLYHNSSQKRHWTFSSEEQLARLRA 

DANRKFRCKAVANGKVLPNDPVFL 

EPHEEMTLCKYYEKRLLEFCSVFKP 

AMPRSVWLTCAFLACKVDEFNVSN 

PQFVGNLRESPLGQEKALEQILEYE 

LLLIQQLNFHLIVHN 

2139 

7636 

B 

2315 

324 

487 

MQRVRAGRVIVTTARQRRLPDALG 
FREIFSSEEQLARLRADANPNSDAK 
PWPTGS* 

2140 

7637 

A 

2316 

1 

1050 


2141 

7638 

A 

2317 

191 

229 


2142 

7639 

A 

2318 

186 

1232 

CVWVLVCRPSGPGHDSIMYHNSSQ 

KRHWTFSSEEQLARLRADANRK\FR 

CKTRAH\GKVFPNDPVFLEPHE\EMT 

LCKYYEKRVIENFCSVFKPAMPRSV 

VG/SRACMYFKRFYLNNSVM\EYHP 

RLMMLXTCAFLACKVDEFNVSSPQF 

VG\NL\RESPLG\QEKALEQILEYELL 

PYTSNFNFHLAVHNPY\RPFEGFLI\D 

LRTR\YPILENPEILRK\TA\DDFLNRI 

ALTDAYFLYTPSQUALTAILSSASRA 

GITMESYLSESLMLKENRTCLSQLL 

DIMKSVRNVLVKKYEPVPRSEEVAVL 

KQKLERCHSAELALNVITKKRKGY 

EDDDYVSKKSKHEEEEWTDD\DLV 

ESL 

2143 

7640 

A 

2319 

152 

371 

DVLLATSSSEPSLFCPLCLTASTPKP 
LPPPGVPLPCPVWAMWGTGGFPLPG 
PPGQPRVRGPTAARGTPCCRPS 

2144 

7641 

A 

2320 

4 

474 

PQYPAWHEGERAEWLCGRVSETGS 

ACSMADQL/TLKEQIAEFKEAFSLVF 

DKDGDGTITTK/ENLGTVNEILLGSN 

PTEAELQDMI\NEVDADGNGTIDFP\ 

EFLTMMARKMK\DTDSEGRKL\EEA 

F\RVFGLRVGNGLYLVACRNFRHV 

DGQTLGGGSLPD 

2145 

7642 

A 

2321 

291 

648 

LTQLKTHCPLIKSKTMNKKRAIREP 

AQEPGPQKEENPKKHRSPSFTSTSFP 

GLEVPASYSPPTKAEQPGQVRKAV 

QPAVRLEPRAS\HPAGPPVPPSGVLV- 

SRRRPEPGQGKPPESDFDH 

2146 

7643 

C 

2322 

155 

316 

MTGPVSGSFIHWVLFSGFSSMSSNA 

SNVFGLVRPSCTTGLSRMAADSAG 

CCSL* 

2147 

7644 

A 

2323 

28 

1323 

PSGARVAGAGPCGGGGMFVQEEKI 

FAGKV\LRLHICASDGAEWLEEATE 

DTSVEKLKERCLKHCAHGSLKDPK 

SITHHKLIHAASERVLSDARTILEENI 

QDQDVLLLIKK\RAP\SPLPKMADVS 

AEEKKK\QDQKAPDKEGILG\ATAN 

LPSNKLDRAAVQTNMRDFQTELRK 

ILVSLIEVA\QKLLAL\NPDAV\ELFK 

EGECNCWDEDGGMSVWDEACPAA 

FQREMGLFRENRATKALQLNHMS\ 

VPQAIGSWLI\EHA\EDPT1DTPL\PG\ 

QAPPEAQGXATAAASEAAAGASAT 

DEEARDELTEIFKKIRRKREFRADA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

SB^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







RAVISLMEMGFDEKEVIDALRVNN 

NQQNAACEWLLGDRKP\SPEELDK 

GIDPD\SPL\FQAIWDTRWVQLGLTN 

PKTLLAFEDMLENPLNSTQWMNDP 

ETG\PVMLQISRIFQTLNRT 

2148 

7645 

A 

2326 

307 

412 

SVQTIVFQPQLASRTPTGQS*SSCPY 
PLFATINAE 

2149 

7646 

A 

2327 

50 

247 


2150 

7647 

B 

2328 

276 

779 

MRTLAILAAILLVALQAQAEPLQAR 

ADEVAAAPEQIAADIPEVVDSFAW 

DERAPLQVSGKSSPVCARLLLLQET 

RDRGLLFALPLHSAYLEDLLRQSHF 

RQELMKLQPRSSLEQMIRKWLMPL 

HGMKVPLFRFQPDKIIVLSTLIPTGD 

YSPHNLKNLFMRMVTPSP* 

2151 

7648 

A 

2329 

3 

333 


2152 

7649 

A 

2330 

35 

717 

RRSSPSLLPLAERGGARARGRPERA 

PHPSTPATRTAPPPWARRMMKLKS 

NQTRTYDGDGYKKRAACLCFRSES 

EE\EVLLVS\SSR\HPDRWIVPWKEG 

MEARRKEAKCGKQVREVCEGRLG 

VKGT\LGRLVGIF\ENQERKH\RTYV\ 

YVLIVTEWLEDWEDSVNIGRRREW 

FKIEDAIKVLQYHKPVQASYFETLR 

QGYSANNGTPWVXATTYSVSGFRA 

SMFRAFRWT 

2153 

7650 

A 

2331 

104 

381 

IQGGSMYTSSFSTSICQKILNKEKQS 
CCSN*SKWSRNVSSNGKPNWTGTS 
LPALTEMARTTIWKKHIFTKKFSSV 
SIFQVFKSF*I*GSVLS 

2154 

7651 

B 

2332 

228 

445 

METSSRELQAAEYLEKHQIKEVVSY 

LTSALLFLRPALKTLGLCTEDEDLQ 

DDGHKITLDKFKEEVNKRMKEIX* 

2155 

7652 

A 

2333 

3 

1459 

GSKQVSEGTDNGDLPSYVSAFIEKE 

VGNDLKSLKKLDKLIEQRTVSKMQ 

LEEQVLTISSEIPKRIRSALKNAEESK 

QFLNQFLEQETHLFSAINSHLLTAQP 

WMDDLGTMISQIEEIERHLAYLKWI 

SQIEELSDNIQQYLMTNNVPEAAST 

LVSMAELD1KLQESSCTHLLGFMRA 

TVKFWHKILKDKLTSDFEEILAQLH 

WPFIAPPQSQTVGLSRPASAPEIYSY 

LETLFCQLLKLQTSHELLTEPKQLPE 

KYSLPASPSVILPIQVMLTPLQKRFR 

YHFRGNRQTNVLSKPEWYLAQVL 

MWIGNHTEFLDEKIQPILDKVGSLV 

NARLEFSRGLMMLVLEKLATDIPW 

LLYDDNLFCHLVDEVLLFERELHSV 

HGYPGTFASCMHILSEETCFQRWLT 

VERKFALQK\MDSMLSSEAAWVSQ 

YKDITDVDEMKVPDCAETFMTLLL 

VITDRYKNLPTASRKLQFLELQKDL 

VDDFRILINTK 

2156 

7653 

A 

2335 

46 

1146 


2157 

7654 

C 

2336 

17 

196 

MTTLVTTTTMDMVIIATSRVVMGR 
YPGEVVIKIATNHTKLFHLQLIPNSG 
NFIAGPVSR* 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^ID NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 

2158 

7655 

A 

2337 

208 

1504 

FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDE 

GHSNSSPRHSEAATAQREEWKMFI 

GGLSWDTTKKDLKDYFSKFGEVVD 

CTLKLDP1TGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKIFVGGLSPDTPEEKIR 

EYFGGFGEVESIELPMDNKTNKRRG 

FCFITFKEEEPVKKIMEKKYHNVGL 

SKCEIKVAMSKEQYQQQQQWGSR 

GGFAGRARGRGGGPSQNWNQGYS 

NYWNQGYGNYGYSSPRLRWLWRI 

*LHWLPTTTYGYGDYSN\SQSGYGK 

VS\RRGGHQ\NSYKPH\LNYS\ICNL\S 

PTGGEAVFS\NLKIQFESGS/CH*LL1 

AVQTKF\LYQVPEWKYD\VGSL 

2159 

7656 

A 

2338 

208 

1466 

FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDE 

GHSNSSPRHSEAATAQREEWKMFI 

GGLSWDTTKKDLKDYFSKFGEVVD 

CTLKLDPITGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKIFVGGLSPDTPEEKIR 

EYFGGFGEWDPIELPHGQTRPNKRR 

GFCFITF*G\EEPVKKIMEKKYHNVG 

LSKCELK\VA\MSKEQYQQ\Q\QQW 

DSRGGCAGRA\RGRGGDQ\QSGYG 

K\VSRRGG\HQ\NSYKPYLNYSICNL 

SPTAGTSLQALCRADFRFSQARSMR 

TG*RDAPRSRMLPFGGEAVFS\NLKI 

HL/NGGSCHLLIAVQTKF\LYQVPE 

WKYDVGSL 

2160 

7657 

A 

2339 

1070 

1238 

PQRDFQFFLLWPPGGEAWFSNLKUP 

FERGSCHLLIAVQTKF\LYQVPEWK 

YDVGSL 

2161 

7658 

A 

2342 

1 

456 

RPRRPQREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALE/RMFL/SF 

PTTKTYFPHFDLSHGSSQVKGHGKK 

VADALTNAVGHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHAFLDKFLASVS 

TVLTSKYR 

2162 

7659 

A 

2343 

2 

512 

GLEFGTSHRLRENPPWCLSPA\DKT 

NVKAVAWGKVGAHAGEYGAEALE 

RMFLSFPT\TKTYFPHFDL\SHGF\AQ 

VKGATAKKVA\DALTKAVAHRGRT 

CPNNALSALSGPATAHKLVRVGPGST 

FKLLKPLACLVDPGPAHLPRPSFNP 

WRLQGFLGTKFLGFLVEAPLLEPSK 

2163 

7660 

A 

2344 

265 

426 

SFSISVFAACLALPMAQPQ*PCSQK 
V*QHCRVYMHAHTWPLCLQDVLV 
ECCSQS 

2164 

7661 

A 

2345 

56 

341 

IVTLDWSRNLKYNRCWSKCYILSSS 
DSSSSFRDSFTNPAEF*FKSF1LNFV 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 

sequence 

Me 
tho 

u 

inUSSN 

no/*7*Tfi un 
U5V / /U,ioU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







MYYVNYFCNFFNDITAGHFFHLKL 
LYFRLCSLPGFADGTAPITV 

2165 

7662 

A 

2346 

333 

534 

LMEDMKLFQKI*EKKQRNMLRNL* 
RKKMNQMM/YNM*HLLQHLLYFK 
FLL\HPM*LFSPGLYILSNFH 

2166 

7663 

C 

2347 

117 

386 

MDILICTDFGSVNYFNVWRLPKSYL 
SLFYSRIYIVHDEVKDKAFELELSW 
VGELTNGRHEIVPKDIREEAEKYAK 
ESLKEEDESDDDNM* 

2167 

7664 

A 

2348 

2 

359 

FEDGVLLCHPRLEGSGT\ISAHCNL\S 

LPGFKRSSCLRLP\SSWDYRNMPPY 

PGYFCIFGFTNNTETGFHQASFKLL 

NSRDLPTLAPVKCWDYRHEHCTRP 

LKYIFYQRYSHCMLEQHLLN 

2168 

7665 

A 

2349 

648 

887 

SWKLLLLLCLLKNEHLPTKPATGHS 
NIADQTLKKSFCLEPFFHKV*KGLIF 
LTPRTTPSLHLIPIAVLLFSTAFIAYS 
T 

2169 

7666 

A 

2350 

306 

449 

EIKKKYLLPGVVAHACKPSTLGGR 
GGQIISGQEFETNSLTNMAKPCFF 

2170 

7667 

A 

2351 

1 

625 

NFALEAKNSARAISSYVQTPMGHFT 

RGGPRLTITSLWGK\VNVE\DAGGE 

TPGKGSLVVYP\WT\QRFFDSFGNLS 

SAFCPSWPTPKVKAHGK\KVLT\SLG 

DAHKSTWDDLKGHLLPKPEVNLHC 

\DKPAMWDPENFKAPGEMCLVTRF 

GQSLFRQKNFTPEGCRASLGKKDG 

ELQLASCPGPSQITTEASWPMNSEA 

FKDKAFILASNYK 

2171 

7668 

A 

2352 

1324 

1671 

IVQTLSLTSKSSCRSTEPCTSCLPDLP 

QVGTTCRPHGTCC/NRCHVGGLMN 

PLKPNC/GCRKCNCGYLYIYLKGQR 

LHPRGKFQPGNNHRFSCTQSVHMDI 

THGSGMFSLCFPGSTMF 

2172 

7669 

A 

2356 

8 

564 

SAQMAVTTADPRVRPRVRTQLCSL 

ASLIQTLLVHLTPEEKSAVTALWGK 

VNVDEWGGKALGRLLVVYPWTQR 

FL\ES\FGDLSTPNAVMANPKVKAHS 

\KKI\LGALLVVGLAHL\DNLKGTFA 

HTEVSLHCDKLHV\DPENFQAPGAT 

CLVLCAWANHFWQKNFTPPVNQAC 

LFRKLVAGWANALAHK 

2173 

7670 

A 

2357 

23 

679 

GLLTSGGAHLSPSRVTQGIYYMSAL 

SEMPKPPDYSELSDSLTLAVGTGRF 

SGPLHRAWRMM\NFRQRMGWIGV 

GLYLLASAAAFYYVFEISETYNRLA 

L\EHIQQHPEEPLEGTTWHSLKAQ 

LLSLPFW\VWDSYFFWVPY\LQMFF 

VSLYSCYKELDPQNSGGYCYPSPIW 

LWAVYFGNRHHAF/VVKASNSDSA 

DLQLIDTVKSVTRFFPLRITKTGQS 

2174 

7671 

A 

2358 

17 

392 

SFKMADQDPAGMSPLQQMVASGT 

GAWTSLFMTPLDVVKVRLQSQRP 

SMAS\DAFVKIVRHEGTRTLWSGLP 

ATLVMTVPATAIYFTAYDQLKAFL 

CGRALTSDLYAPMVAGALARREHR 

LGPLTS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sBmD NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( XMUnknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 

2175 

7672 

A 

2359 

1 

725 

RFTGTMDAFVKIVRHEGTRTLWSG 

LPATLVMTVPATAIYFTAYDQLKAF 

LCGRALTSDLYAPMWAGALAR\LSI 

VLGL*PPSVPTSAQTQSVPAPSPNLC 

QPRDRGVF*VPRPGTAGR*CHVRPV 

ISLLPIVTPNPHTVGTVTVISPLELMR 

TKLQAQHVSYRELGACVRTAVAQG 

GWRSLWLGWGPTALRDVPFSALD 

WFNYELVKS/WLNGLRPKDHTSVG 

M/SFVAGGISRTVAAELTLPY 

2176 

7673 

A 

2360 

102 

1573 

SFKMADQDPAGISPLQQMVASGTG 

AWTSLFMTPLDVGKVRLQS\QRPS 

MASELMPSSRLWXSLSYTKLPSSLQS 

TGKCLLYCNGVL\EPLYL\CPNGAR 

CATWF\QDPTRFTGTMD\AFVKIGE 

ARGAPRTLWSGLPATLVMTVPATA 

IYFTAYDQLKAFLCGRALTSDLYAP 

MVAGALARLGPVELWISPLGALCS 

NKACRVQHVVRNRELGUCVRTAV 

AQGGWRSLWLGWGPTALRDVPFS 

VHPPPQAL\YWF\NYEL\VRSWL\NG 

LRPK\DQTSVG\MSFV\AGGISRTV\A 

AVLTLPF\DWKTQRQ\VALGAL\EA 

VKSEPPCNVDST\WLL\LRRIR\AESG 

TKGTLLQASFPRI\IKGCPPSCA\1MIQ 

HLIEFRQKAFFPRGLNPGTGFLGGL 

EKGPKEGKDPVSSQREWGRGQGGD 

PSQSAFSSALREGGLFSLPLPATKLP 

GQGCPSGRPSTSSRHNFFLLLPVVG1 

ITYPPPKFKTKSSELPPFVFPCGLL 

2177 

7674 

A 

2361 

1 

215 

QPVMSEEESDQYLAVLTFPRCVLV 

MIHTHAQVLNHVCIYVCVHMSVAV 

Y/ISACRATDPDTHTCVYMYIQTY 

2178 

7675 

A 

2362 

3 

543 

TRNTLGWEVSSFSPLLSSCLNMVRT 

KADSVPGT\QEKVVAARAPRKGL\G 

SSTSAHLIRPSVSIEESLKNKYARRE 

PPFCVRP/TLPKWAKREIGEFFR\LSP 

KDSEKENQ1\PEE\AGSSGL\GKRQRR 

KSMFLLQPGFTQLMEKGLGTFLHFI 

FGLTSPLFYPGYSRKVKFTINGVWF 

QLGFG 

2179 

7676 

C 

2363 

69 

290 

MCLWNCCRKTQLAAD1LWLTAPAS 
PRDLRLGCVAEVFLARWELFGEDSF 
REKFFGFFFRDGWQPFFLLSAGER* 

2180 

7677 

A 

2364 

663 

793 

DGDSVMVLPTIP\EEEAKKLFPKGVF 
\TKELPFGKKYLRYTPQP 

2181 

7678 

A 

2365 

1 

726 

MPGGLLLGDVAPNFEANTTVGRIRF 

HDFLGDSWGHSFSQP/RGGFTPWCA 

PRSFARAAKLAPDFAKR\NVKLIALS 

IAVFEDHLC/AESKDIHVYHCE/ESPT 

EKLPF\PIIDDRNRELANPVGACWIP 

AEKDEKG/LCPVTASVWCFVFGP** 

RKLKAVYPSYPSYPLAGNFE*RFLR 

VVHLLSQLTA/EKKRVAHPQLIWKD 

GD\SVMVLPNPSPEEEA\KKLFPEKE 

SFTQKELPNLAKKYL\RYTPQP 

2182 

7679 

A 

2366 

3 

452 


2183 

7680 

A 

2367 

1 

627 

TLLVPQDSERTHPWLLSPADK\TNV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NQ: or 
peptide 
sequence 

Me 
tho 

a 

SB^IDNO: 

in USSN 

09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







KA\AWGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHF\DLSHG\SAQV 

KGATGKKVADALTKRRGAPLDDM 

PNAL/SSALEATLHAHKL\RVGPGST 

SKLLKPLACLVDPGPAHLPRPSSTP 

GGCNVFPGTKFPGLFVEAPLLEPSK 

LPLKLGSLRLAIVFLPLWGFPPAPPP 

LSCTRTPVVFEIKS 

2184 

7681 

A 

2369 

1 

467 

GTSACGVASLSVVDCVPAPFSQQQP 

LPEGERTLGGRHRLRTRARALHPAP 

ACFCHASLCVCM/CA/CVLVCGLLC 

EHQSDSIHCLCHLCLCKCNYLCIRA 

ASSQHLKCHWVGGNKTCFGPDDLF 

GGRSEPTFETLSGEPATPADGKTGS 

CTGPERYQM 

2185 

7682 

A 

2370 

131 

406 

EAMGILKLQVFLIVLSVALNHLKAT 
PIESHQVEKRKCNTATCATQRLANF 
LWHSSNNLGGILSSTNVGSNTYGK 
RNAVEVLKREPLNYLPL 

2186 

7683 

C 

2371 

257 

422 

MQVCFRQGFTLPKGHHGLIATLGA 
PQLYMFLVLRASLFLWLSXFXRSX 
KLXXXRN* 

2187 

7684 

A 

2372 

621 

1202 

GVPEPRARPSTSGMNGDRIRLPCWR 

NDRQK\THML\DVMQDHFSRASSIH 

RRALSRDRFFTREPQ\DT\YHYL\PFQ 

PCPHRRP\HFFFPKSRNRPAA*CPFSS 

\TKPLNFHAMFQPFLEMI\HEGSAGP 

WDIHFHSPAFQHPPTEFIREGD\DDR 

DCCAGEI\RHNSTGLPCGLKDQVVT 

K\CREDLVLWDCFHQQPLPG 

2188 

7685 

A 

2375 

154 

1702 

IGHRDPARGRSCRCSGYYSRMVCE 

KLAPQSEMASAGWSLRATILCLLA 

WAGLAAGDRVYIHPFHLV1HNESTC 

EQLAEANAGKPKDPTFIPAPIQAKTS 

PVDEKALQDQLVLVAAKLDTEDKL 

RAAMV\GMLANF\LGFPYYMGMHS 

E\LWGV\VHG\ATVLSPTAVFGTLAS 

LYLGALDHTADRLQAILGVPWKDK 

NCTSRLDAHKVLSAUQAVTGLLVA 

PGRADKQA\QLL\LSTVVGVFTAPG 

LHLKQPFVQGLALYTPWLPRSLDF 

TELDVAAETID\RLMQAVTGWKTG 

CSLTGAKADSTLAFNTYVHFQGKM 

KGFSLLAEPQXEFWVDNSTSVSVPM 

LSG\MGTFQHWSDIQ\DNFSVTQVPF 

TD\SAFLLLIQPHYASDL\DKVEGLT 

FQQN\SFNWMRKLF\PRTIHLTMPQL 

VLQGSYADLQDLLRPGSSCPPFLHTE 

LNLGRISGN\DRIRVGEVLNSIFF\EL 

EADEREPTESTQQLNKP\EVLE\VPL 

TRPF\LFAVY\DQGATALALSWGRV 

GKPA 

2189 

7686 

A 

2376 

181 

353 

VGDRCEGNGNEARGHWKREVCCP 
GARSGASV*GSSGRLGLCL*VGTRE 
AG*PGYPASLVPT 

2190 

7687 

A 

2377 

1550 

1823 

GRLLDEPQAAHKFLRGEMGGQSPG 
VRGTELLGAFSLPGES/GSPGRASPL 
PFPPNLEKTVTFQSLLGPLKIPKEPG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 

sequence 

SEQ ID 
NO: of 
pepuue 
sequence 

Me 
tbo 

O 

SB^DNO: 

in USSN 

no/Tin urn 
UV/7 /U,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=l)nknown; *=Stop 
codon; ^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







LKEIKLTNVKKSKTLP 

2191 

7688 

A 

2378 

134 

321 

GCF*KGRDLFADKMQEHSLQ*FTAL 
FQPTNQKISSWVCGPKVNFKAIKTG 
SRSGKA1QNVES 

2192 

7689 

A 

2379 

1 

602 

RTRASTRPSRDYGNAVLWTRTSHP 

RPLTEPEPRATMSHGKGTDMLPEIA 

APWGFLSSLLRTRGCVSEQRLKVFS 

GALQEA\LTEHYNHHWFPEKP\SRG 

SG\YRCIRI\NHK\MTPIISRVASQ\VG 

LSQAQL\HQLLP\SELTLWVDP\YEV 

SYYRIGEDG SICVLYFAE APLAASCG A 

SFT/CARNQVACWGRSSPSK\NYVM 

AVSS 

2193 

7690 

A 

2380 

28 

423 

SKPLKMADDLDFETGDAGASATFP 

MQCSALRKNGFVVLKGRPCKIV*M 

STSKTGKHGHAKVHLVGIDIFTGKK 

YEDICPSTHNMDVPNIKRNDFQLIGI 

QDGYLSLPQESGGGIRDPLNLQRPP 

PRAWPGSG 

2194 

7691 

A 

2381 

1 

930 


2195 

7692 

A 

2382 

171 

695 

NRQDDLDFETGDA\GASATFPM\QC 

SALRKNGFVVLKGRPCKIVEMSTSK 

TG\KHGHAK\VHLVGIDIFTGK\KYE\ 

DICPSTHD\MDVP\NIKRN\DFQLIGI 

QGWGTLSL\LQ\DSGEVREDL/RVSP 

EGDL\GKEIEQKYDCGEEILIP\VLSA\ 

MTEEAAWAIKAHGKITGSPGVAW 

ASK 

2196 

7693 

A 

2383 . 

789 

1380 

IPYFLMVYGLQTLMCKHITRRIRDH 
LHEAMNYFLIPSSPFLEANPPPPTPG 
TJCPAC/YPPPPRAGQQLACFLSIPPL 
FPNLPIPPQKKDYWVLLSLGAPKFK 
GYLVLCCMLQEPCRKQPGKSTGWI 
RNYPSWMHLATSTPQLRRGSKEVH 
NYKTMGSRPQKRYETGPGTQGGAE 
RILLSKPGRWRGSPGQEQVLGLQ 

2197 

7694 

C 

2384 

248 

433 

MSG1LVLNLFLTLGSVGPSSSVTLLV 
LSVHQLPACAKLEKGNNLHPCPNSS 
FPPRDFCVHPP* 

2198 

7695 

A 

2385 

1 

1108 


2199 

7696 

A 

2386 

1 

1528 

MGTRAARPAGLPCGAENPARRRLA 

LGARQQIHSWSPRTPSTRLTAPAGP 

ARGVARPAMAPDPVAAETAAQGPT 

PRYFTWDEVAQRSGCEERWLVID\R 

KVYNMNEFTRRHPGGSRVISHYAG 

QDATDPFVAFHINKGLVKKYMNSL 

LIGELSPEQPSFEPTKNKELTDEFRE 

LRATVERMGLMKANHVFFLLYLLH 

ILLLDGAAWLTLWVFGTSFLPFLLC 

AVLLSAVQ\AQ\AGWLQHDFG\HLS 

VFSTSK\WNHLL\HHFVIGHLKGAPA 

SWRNHMHFQHHAKPNCFRKDPDIN 

MHPFFFALGKILSVELGK\RKKKF\M 

PYNHQHKYFFLIGPPALLPLYFQWY 

IFYFVIQRKKWVDLAWMITFYVRFF 

LTYVPLLGLKAFLG\LFFIVRFL\ESN 

WFVWVTQMNHIPMHIDHDRNM\D 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SEW» NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /= possible nucleotide deletion; V=possible 
nucleotide insertion) 







WWSTQLQUTCNVHKSC/AFNDWV 
SVG\HFNFQIEHHLFPTMPRHNYHK 
VANPLVQSLCAKHGIEYQSKPLLSAF 
A\DIIHSLKESG\QLWLDAYLHQ 

2200 

7697 

A 

2387 

45 

949 

APWWWYHPERLLGYPIAATLPSRL 

VLPGEVEPSTQWCSPLRLEPQFHLL 

PLQHLRRDSSSLSPPLPALGRTRGRR 

SSAPAHGDESCSLLPRPLSLAHGEP 

GGRRRAEACSRLSRSRGRHSMTEPR 

STSASAAHAAAFCCFCCCRPPRPRP 

LAPPPP*PCR*SRRGCAG1DGAAAD 

VALGHPPE/HCPVPDVQMTSRRLMF 

IQLSQSPGVHCTSPHFSAPPTWCRR 

GPGSPATSPPPLHTLPAWAAPRAL 

RRAADRGRGRGLDRGVACAAERL 

QRQQLSRQSQQSRSEAQPDPAMEQ 

PRKRW 

2201 

7698 

A 

2388 

804 

985 

VGGDSQDLRDPVPPQTAPPPPNSLS 
PPALSPRCASPSYPQKCLP/PPVTHR 
SACLSSAHRTHKKGQELVTG 

2202 

7699 

C 

2389 

258 

461 

MSVTFIAVARGKLFFENLGHSELPL 
SLEWQTSDGEVEARGSRGGEALPR 
PGSMQPCPADVTRRPPTRP* ■ 

2203 

7700 

A 

2390 

1 

370 

GTRVTSGGGSRRPGMAAWSPAAA 

APLLRGIRGLPLHHRMFATQTEGEL 

RVTQMLKRKVSPRLQLIKVTDISGG 

CGA\MYEIKIESEEFKEKRTVQQHQ 

MAVNQALKEEIKEMHGLRIFTSVPK 

R 

2204 

7701 

A 

2391 

1 

1107 


2205 

7702 

A 

2392 

1 

1230 


2206 

7703 

A 

2393 

1 

908 


2207 

7704 

A 

2394 

177 

934 

PGLSQEPSGSMETWIVAIGVLATIF 

LASFAALVLVCRQR\YCR\PRDL\LQ 

RYDSKP1V\DLIGAM\ETQSEPS\ELE 

L\DDWITNPHIEAIL\EN\EDWIEDAS 

GLMSH\CIAIL\KICHTLTE\KLVCHD 

NGALGAKMKTSASVSDIIVVAKRIS 

PRVDDVVKSMYPPLDPKLL\DART\ 

TALLLSV\SHLVLVTRNACHL\TG\G . 

LDWI\DQSLS\AAEEHLEVLREAAL\ 

ASEPDKGLPGP\EAFLQEPVLQFSAY 

RPAA 

2208 

7705 

A 

2395 

' 1 

333 

GTRGERKAGLARGQVCGLSPPFPKT 

NKESFPNSQLNPFWNY\CGASLSLV 

SFSCPATRLCGNALLPSLFFSMRGF 

GLAVRIRDNDSRLLSRMTSMCSISR 

VPEHVEFPNPK 

2209 

7706 

C 

2396 

7 

279 

MXKGSPRXNFLECEKKSGQNPWAG 
LLRPWWVGHPSAKPLIPVFSSISFPL 
YNPHFPIXILCNKLKSHVCKKASKY 
TNNPISQQWTLSFIK* 

2210 

7707 

A 

2397 

35 

416 

SRAVEFVRSCAGYGERKAGLARGQ 
VCGLSPPFPKTNKESFPNSQLNPFWX 
NYVWGLGPCGASLSLWSFSCPATR 
LCGNALLPSLFFSMRGFGLAVRIRD 
NDSRLLSR\MTSMCSISRVPEHVEFP 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEfWNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequence ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


NPK 


2211 


7708 


2398 


344 


2212 


7709 


2399 


1359 


2213 


7710 


2400 


463 


LAQAACGPAALQLCPAGHGAAMA 

ATFFGEVVKAPCRUGTEDEEEEEE 

G RRETPEDREVRLQL ARXRE VRLLR 

RQTKTSLEVSLLEKYPCSKFIIAIGN 

NAVAFLSSFVMNSGVWEEVGCAKL 

WNEWCRTTDTTHLSSTEAFCVFYH 

LKSNPSVFLCQCSCYVAEDQQYQW 

LEKVF\GSCPRKNMQITILTCRHCT\ 

DIKTSESTGSLPSPFLRALKTQNF\K 

DSACCPLLEQPNIVHDLPAAVLSYC 

QVWKIPAILYLCYTDVIGLDFATVE 

AFKPILSYR\SLKGLV\KNIPQSTEIL\ 

KKLMTTNEIQSNIYT 


2214 


7711 


2407 


160 


441 


2215 


7712 


2408 


107 


691 


RTA1LSRMKIFLPVLLAALLGVERAS 

SL\MCFSCLNQKSNLY\CLKPTICSD 

Q\DNY\CVTVSAS\AGIG\NLVTFG\H 

SL\SKTCFPCLAPFPEGRSMLGV\AS 

MGHSAFCQSFLVAIFSCGPMAGLRG 

KRSPLLGARACCLSLAGRALURFG 

PLDRPEPCSPDPPAQEGKPSPFWIPQ 

CMGAPDSSRALICALGPRSG 


2216 


7713 


2409 


432 


GRPPPDVEVMTSLKVDNLTYHTSP 

DVYIPRDRYTKESRCFAFVRFHDKR 

DAEDAMDAMDGAVLD/GSELRLQ 

MARYGRTPDSHHSRRGPPPRSYGC 

VGYGRRSRSPRLRRMP/RSRSRSRSR 

SRSRSRYSRSKSRSRTRSRSRSTS 


2217 


7714 


B 


2410 


1522 


2003 [ MAIIYGVFSASNLITPSVVAIVGPQL 

SMFASGLFYSMYIAVFIQPFPWSFY 
TASVFIGIAAAVLWTAQGNCLTINS 
DEHSIGRNSGIFWALLQSSLFFGNLY 
IYFAWQGKTQISESDRRTVFIALTVI 
SLVGTVLFFLIRKPDSENVLGEDESS 
DDQDMEVNESAQNNLTKAVDAFK 
KSFKLCVTKEMLLLSITTAYTGLEL 
TFFSGVYGTCIGATNKFGAEEKSLIG 
LSGIFIGIGEILGGSLFGLLSKNNRFG 
RNPWLLGILVHFIAFYLIFLNMPGD 
APIAPVKGTDSSAY1KSSKEVAILCS 
FLLGLGDSCFNTQLLS1LGFLYSEDS 
APAFAIFKFVQSICAAVAFFYSNYLL 
LHWQLLVMVIFGFFGTIFFFTVEWE 
AAAFVARGSDYRSIMLKSFLDSGDI 
LAQLCRRQQPRAPLTIRTSPDTLRR 
VFEKYGRVGDVYIPRDRYTKESRGF 
AFVRFHDKRDAEDAMDAMDGAVL 
DGRELRVQMARYGRPPDSHHSRRG 
PPPRS* 


2218 


7715 


2411 


229 


2219 


7716 


2412 


353 


FPLPFFTLVIWPGIRKFKLVHADGSL 
CEIFLIGPFKNMAGWNISVPYWFDQ 
SLSKYVPETETMCTLMEGKLNFFLF 
KPRCIGKQCKRRT WGKRTT* SIRRR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

|jcpuuc 

sequence 

Me 
tbo 

A 
U 

SI^B NO: 

inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeiffe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







SPWNKQLGYLKRLFW 

2220 

7717 

A 

2413 

18 

282 

DPLKSGPRNRS*TRWTPSPRS\ARRS 
KSKSLSVSRSRSRSRSR\SRSRESLPP 
VSKRESKIQVAMGEKREGSPPSSP\E 
EEGAGVLLRK 

2221 

7718 

A 

2414 

2 

830 

LRSPSVLFCGKAFPVSPRGRQLPER 

RGVAPPRAEEAGASSRGSGPPLRA 

MSYGRPPPDVEGMTSLKVDNLT\Y\ 

RTSPDTLEGAVFEKWGRVGDVVHP 

RGIRYTKGSSRGFAFVRFHDKRDAE 

DAMDAMDGAVLDGGELRVQMAR 

YGRPPDSHHSRRGPPPRRYGG\G\GY 

GRRSRSPRRRRRSRSRSRSRSRSRSR 

SRYSRSKSRSRTRSRSRSTSKSRSAR 

RSKSKYSSVSRSRSRNSRCRCGYRSP 

PPVSKRESKSRSRSKSSPKSS\EEEGA 

VSS 

2222 

7719 

A 

2415 

1 

320 

RGRASKECSGLSAHLVIHCGEKPYK 

CNECTRTSGTN/SSLTQQRSHTAEKP 

YTRNECGKVFG/HIARHQIIHSTEKP 

YKCN/NTLKAFSKHSGLMAHLLIDR 

PEKLCHYS 

2223 

7720 

A 

2416 

733 

1005 

NPQTPMKNCPWPLEKKAEPRPFLGS 
SMPLGFCPHGPPCSCDF\LETHF\LDE 
\EVKLIKKMGDHLTNL\HR\LGDPEA 
GLGEYLFERLTLKHD 

2224 

7721 

A 

2417 

148 

1057 


2225 

7722 

A 

2418 

87 

241 

EGGLGNDPMTTDCSMAA*LFK* * SP 
SS*ALGSFCEAQIIQSSKGLFSRGSC 

2226 

7723 

A 

2419 

1 

924 


2227 

7724 

A 

2420 

1 

1004 

MPVGAGRRAKGDPATLGALAVFTV 

GAKRSKGHSPKPHPAGRLPPLPPLR 

QRSTPMIDTLRPVPFASEMAISKTV 

AWLNEQLELGNERLLLMDCRPQEL 

YESSHIESAINVAIPGIMLRRLQKGN 

LPVRALFTRGEDRDRFTRRCGTDTV 

VLYDESSSDWNENTGGESVLGLLL 

KKLKDEGCRAFYLEGGFSKFQAEFS 

LHCETNLDGSCSSSSPPLPVLGLGGL 

RISSDSSSDIESDLDRDPNSATDSDG 

SPLSNSQPSFPVEILPFLYLGCAKDS 

TNLDVLEEFRGSSPYMILFHYGEMG 

TSYVPI\TSHFRQKLAQGFPVSTGTP 

GFIYSAK 

2228 

7725 

A 

2421 

686 

1812 

TCPVARASLTRGEDRDRFTRRCGTD 

TVVLYDESSSDWNENTGGESLLGL 

LLKKLKDEGCRAFYLEGGFSKFQA 

EFSLHCETNLDGSCSSSSPPLPVLGL 

GGLRISSDSSSDIESDLDRDPNSATD 

SDGSPLSNSQPSFPVEALALPSYLGC 

AMCDSTNLDVLEEFGIKYILNVTPNL 

PNLFENAGEFKYKQIPI SDHWSQNL 

SQFFPEAISFIDEARGKNCGVLVHCL 

AGISRSVTVTVAYLMQKLNLSMND 

AYDIVK\KKKSNISP\NFNFMG\QLL 

GLSRRDAGDSAGPCGQQGSRHSRL 

YFYHPFPTRNVLPGWDFLQSTWKD 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
a 

SEl^NO: 

in USSN 

Uy/77U,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid scqueiS^C=Un known; *=Stop 
codon; /=possible nucleotide deletion; Y=possible 
nucleotide insertion) 







PTPFLAGMCLALQQFLLAASAGAA 
FFVCGPRCQNDTKLSVLRQGYQVR 
ELG 

2229 

7726 

A 

2422 

66 

187 

WGGGGSAAAAMEANWTAFLFQAH 

EASHHQQQAAQNSLLPLLSSAVEPP 

DQKPLLPIPITQKPQGAPETLKDAIGI 

KKEKPKTSFVCTYCSKAFRDSYHLR 

RHESCHTGIKLVSRPKKTPTTWPLI 

STIAGDSSRTSLVSTIAGILSTVTTSS 

SGTNPSSSASTTAMPVTQSVKKP\SK 

ACKKNHACEMCGKAFRDVYHLNR 

HKLSHSDEKPFECPICNQRFKRKDR 

MTYHVRSHEGGITKPYTCSVCGKG 

FSRPDHLSCHVKHVHSTERPFKCQT 

CTAAFATKDRLRTHMVRHEGKVSC 

N1CGKLLSAAYITSHLKTHGQSQSIN 

CNTCKQGISKTCMSEETSNQKQQQ 

QQQQQQQQQTHVT\SWPG\KQVET 

LR\LWEEAVKARKKEAANLCQTST 

AATTPVTLTTPFSITSSVSSGTMSNP 

VTVAAAMSMRSPVNVSSAVNITSP 

MNIGHPVTITSPLSMTSPLTLTTPVN 

LPTPVTAPVNIAHPVTITSPMNLPTP 

MTLAAPLNIAMRPVESMPFLPQALP 

TSP\PWRPTGPRSCSRPMKLPITNSR 

QHRTACCPS 

2230 

7727 

A 

2423 

3 

777 

RTSLVYDYPLRRRWLRRQRGGGGF 

CFGCGGRSPGPGFGLSPTVVTLAEL 

LVLLAALLATVSGYFVSIDAHAEEC 

FFERVTSGTKMGLIFEVAEGGFLDI\ 

DVEITGPDNIGILPTRLYNLSGKYTF 

AAHMDGTYKF\CFSN\RMSTMTPKI\ 

VMFTI\DIGEAPK\GQD\METEAHQN 

KL\EEMINELAVA\MTAVKH\E\QEY 

MEVRERIHRAIQRTTQNSRVVLWSF 

FEALVACCHD1WGQIYYLEGDFFEV 

RRSCFKKPLPG 

2231 

7728 

A 

2426 

89 

136 


2232 

7729 

A 

2427 

1 

916 

MFYHLVPDGKKPGATLKATSAPKG 

KANGGRQAHAPPRWASAGDVTHS 

AISELRESATAAASASSESAGSGPR 

MKSVIYHALSQKEANDSDVQPSGA 

QRAEAFVRAFLKRSTPRMSPQARE 

DQLQRKAVVL\EYFTRHKRKEKKK 

KAKGLSARQRRELRLFDIKPEQQRY 

SLFLPLHELW\KQYIRDLCSG\LKPD\ 

TQPQMIQAKLLK\ADL\HGGLFISVT 

K\SKWPLLMLGITGNPFYQETK\HIF 

QNLSPKGRPALKVIPPSLNCRVPLW 

KPDGFIPPTFTGSKFPSLGQVNR\SA 

KKFQSEGNRLTL 

2233 

7730 

A 

2428 

2 

484 

PDSSGPHRLRENPPWCLSPADKTNV 

\KAAWG\KVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHGFCPGL 

RATGKKVD\EALTKRRGAPLDDMP 

NAL/SSALEATLHAHKL\RVGPGSTS 

KLLKPLACLVDPGPGPPSPAEFHPL 

RCNVFPGDKVSWVSC 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 


SE^^NO 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location or last 
codon for last 
amino acid of 
peptide 
sequence 


ue^^^C 


PCTAJS01/08656 


Amino acid scqutfl^ A-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


2234 
2235 


7731 


2432 


197 


332 


7732 
7733 


2433 


1788 


2236 


2434 


111 


2237 


7734 


2435 


220 


423 


HEELKSGPYYLLTFRDCFLHFWALV 
SKR/LALNFM*TSAPT*KALSKRNIC 
LVNKNRNIKIPYPKKKKK 


2238 


7735 


2436 


273 


499 


RSGVRDQPGQHUKITSLLKIQKLAR 
RGGACL* SQLLRRLRQENRLNPGG 
GGCSEPRSCHCTPAWETEQDSISKIK 


2239 
2240 


7736 
7737 


2437 


1176 


2438 


245 


394 


2241 


7738 


2439 


458 


701 


GPAPTRRGPAPHGAHTR**PAGTAR 
AACGSA*SAGTASPAHKGKGHHPG 
SRASGTGPGPCQRRRRSDHSSAGK 
WPLREASL 


2242 


7739 


2440 


365 


814 


2243 


AALRSSENSSRHRSLVKMSDKKAK 
DPVNNKSGGQGPKRKNWSKGKSSG 
TSFNN\LVLFDKATYDKLCKEVPNY 
\NLITPAVGSERL\KIRGSLGQGKPFQ 
ELLS\KGFIPNWFSKHRASSYFTPGIT 
KGGVDAPSLLGEDCMNRSNPPVHLE 
K 


7740 


2441 


41 


565 


2244 


7741 


APSPRRPWGHFTEED\KATIK\NLWG 

KGEMWKDAGGKNPWERLPWLSYP 

MGPQRFFDQLLANLSLCPLPIMGNP 

PKVKGTWPRKVLTSLG\SAHKSTW 

DDLKGHLLPKPEVNLHODKPAMW 

DPENFKAPGEMLLVTRFGQSHFRQ 

KNFTPGGCRASWGRKMGDLELASA 
LVPSRYH 


2442 


2245 


284 


7742 


2443 


3339 


VEGMTCQSCVSS1EGKVRKLQGVV 

RVKVSLSNQEAVITYQPYLIQPEDL 

RDHVNDMGFEAAIKSKVAPLSLGPI 

DIERLQSTNPKRPLSSANQNFNNSET 

LGHQGSHVVTLQLRIDGMHCKSCV 

LNIEENIGQLLGVQSIQVSLENKTAQ 

VKYDPSCTSPVALQRAIEALPPGNF 

KVSLPDGAEGSGTDHRSSSSHSPGS 

PPRNQVQGTCSTTLIAIAGMTCASC 

VHSIEGMISQLEGVQQISVSLAEGTA 

TVLYNPSVISPEELRAAIEDMGFEAS 

VVSESCSTNPLGNHSAGNSMVQTT 

DGTPTSVQEVAPHTGRLPANHAPND 

I\LAKSPQSTRGSGHRRKCFFTDSKG 

MTC\ASCVSNIERNLQKEAGVLSVL 

VALMAGKAEIKYDPEVIQPLEIAQFI 

QDLGFEAAVMEDYAGSDGNIELTIT 

GMTCASCVHNIESKLTRTNGITYAS 

VALATSKALVKFDPEIIGPRDIIKIIES 

KTSEALAKLMSLQATEATVVTLGE 

DNLIIREEQVPMELVQRGDIVKVVP 

GGKFPVDGKVLEGNTMADESLITG 

EAMPVTKKPGSTVIARSINAHGSVLI 

KATHVGNDTTLAQIVKLVEEAQMS 

KNPNKHISQTEVIIRFAFQTSITVLCI 

ACPCSLGLATPTAVMVGTGVAAQN 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


MelSE^^jo 


tho 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ue^c^^C= 


PCT/US01/08656 


Amino acid sequent \=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


GILIKGGKPLEMAHKIKTVMFDKTG 

TITHGVPRVMRVLLLGDVATLPLRK 

VLAVVGTAEASSEHPLGVAVTKYC 

KEELGTETLGYCTDFQAVPGCGIGC 

KVSNVEGILAHSERPLSAPASHLNE 

AGSLPAEKDAVPQTFSVLIGNREWL 

RRNGLTISSDVSDAMTDHEMKGQT 

AILVAIDGVLCGMIAIADAVKQEAA 

LAVHTLQSMGVDVVLITGDNRKTA 

RAI ATQ VG INKVF AEVLPSHKVAKV 

QELQNKGKKVAMVGDGVNDSPAL 

AQADMGVAIGTGTDVAIEAADVVL 

IRNDLLDVVAS1HLSKRTVRRIRINL 

VLALIYNLVGIPIAAGVFMPIGIVLQ 

PWMGSAAMAASSVSVVLSSLQLKC 

YKKPDLERYEAQAHGHMKPLTASQ 

VSVHIGMDDRWRDSPRATPWDQVS 

YVSQVSLSSLTSDKPSRHSAAADDD 

GDKWSLLLNGRDEEQYI 


2246 


7743 


2445 


14 


503 


NNDFIVIGTGTEFGIPGPTHAYEKTT 

II YDDYNCL* QQELETENQNLQVRQF 

YDKRKLEAMLQGMVTETTMKWEK 

ECERRVAAKQLEMQNKLWVKDEK 

LKQLKAIVTEPKTEKPERPSRERDR 

DKVTQRSVSPSPVPLLFQPV*NAPPI 

RLRHRRSRSVGDRWV 


2247 


7744 


B 


2446 


226 


347 


XGKIIVASCFPFFSSRKRRSSTVAPA 
QPDGAESEWTDVETR* 


2248 


7745 


2447 


2985 


WIQYSSTTLPNDWNKRKKKEKKA 

MLSARAKTPRKPTVKKG\PKRTLKT 

QLG/YYCRVRPLGFPDQECCIEVINN 

TTVQLHTPEGYRLNRNGDYKETQY 

SFKQVFGTHTTQKELFDVVANPLV 

NDLIHGKNGLLFTYGVTGSGKTHT 

MTGSPGEGGLLPRCLDMIFNSIGSF 

QAKRYVFKSNDRNSMDIQCEVDAL 

LERQKREAMPNPKTSSSKRQVDPEF 

ADMITVQEFCKAEEVDEDSVYGVF 

VSYIEIYNNYIYDLLEEVPFDPINPNL 

HNLNCFVKIKNHNMYVAGCTEVEV 

KSTEEAFEVFWRGQKKRRIANTHL 

NRESSRSHSVFNIKLVQAPLDADGD 

NVLQEKEQITISQLSLVDLAGSERTN 

RTRAEGNRLREAGNINQSLMTLRTC 

MDVLRENQMYGTNKMVPYRDSKL 

TVHLFKNYFDGEGKVRMIVCVNPKA 

EDYEENLQVMRFAEVTQEVEVARP 

VDKAIC\GLTPRRRYRNQPRGP\IGN 

EPLVTDWLQSFPPLPSCEILDINDE 

QTLPRLIEALEKRHNLRQMMIDEFN 

KQSNAFKALLQEFDNAVLSKENHM 

QGKLNEKEKMISGQKLEIERLEKKN 

KTLEYKIEILEKTTTIYEEDKRNLQQ 

ELETQNQKLQRQFSEKRRLEARLQ 

GMVTETTMKWEKECERRVAAKQL 

EMQNKLWVKDEKLKQLKAIVTEPK 

TEKPERPSRERDREKVTQRSVSPSP 

VPLLFQPDQNAPPIRLRHRRSRSAG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SE^^fcO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequenc^^t=*Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







DRWV DHKPASNMQTETVMQPH VP 

HAITVSVANEKALAKCEKYMLTHQ 

ELASDGEIETKLIKGDIYKTRGGGQS 

VQFTDIETLKQESPNGSRKRRSSTV 

APAQPDGAES\EWDRCR\NKVFCGL 

WEMR\AGSQLGTWISASRHNPSAKS 

HETDSPSTERTFSFVWMISRKPCQK 

QSSRSSCRTPALVENHEPQLHHTLT 

PEQSFPYGSQKTTSIQXQNVYSVCFA 

\ISNINSRGRLRVSSL\YEF\FIMFFLK 

YISCILrN 

2249 

7746 

A 

2448 

20 

349 

SFCLEFPCRPGELLALQDSAQNSTF 

DKTALPLPCLAPCPPPLGPQS\THIQP 

CFPHTGPCAPFFTTDLLQGQRLSLSL 

HTPLHPVPAHWALPARRALARLTD 

RPNARLTP 

2250 

7747 

A 

2449 

3 

384 

PFLSVVSSQVAGHGRIFQCTYLMND 

CQTKQPCWSGATWPHPWMQVKGT 

PALRAHPQTLSESRLPEGTRGSRPE 

DCPKPQPADPPSLGT\QCPPPWQLSP 

TQQKMSPTFAAAKGASQGLMWAH 

AVLSRA 

2251 

7748 

A 

2450 

1 

1503 


2252 

7749. 

A 

2451 

1 

855 

NPRRRLRGRCRASASSPRRVRRRGQ 

RPRHPAPRRPQAARPSAAPRARRFL 

SQRPAAAAAAQRAALMQA1KCAG 

GWKAEAVGKTCLLISYT\TNA\FPGE 

YIPTVFDN\YSA\NVMVDGK\PWNL 

GLWD7ASGQKDYDRVTPPYPYPA/Q 

ADVFLRCFPFVSPAS\FENVRAKWY 

PE\VR\HHCPN\TP\IILVGT\KLDLRD 

DKD/TRIEKLKEKKLT\PITYPQGLA\ 

MAKEIGAVKYLNECSALTQRGLKTV 

FDEAIRAWLCPPPVKERGRENCLPV 

VNVSAPSFLGPVPLEPL 

2253 

7750 

A 

2452 

41 

556 

APSPRRPWGHFTEEDQGLLSTSLWG 

KV\NVEKCWKEKTPGKGSLVVYP\ 

WT\QRFFD\SFGN\LSSAF\AHHGQTP 

KVKAHGK\KVLTFLGRCQQSTLDD 

LKGHLLPKPEVNCTVDKPAMWDPE 

NFKAPGEMLLVTRFGQSHFRQKNS 

PPEGCRASWAERWVRGVXASALVP 

SRYH 

2254 

7751 

A 

2453 

2 

454 

RSFFFFFCEVGSWVGSMRVVMARL 
LSEGEQCIFTACAAFAQQPGGRPRR 
GLAGVGEGGPQCSWVNYRCTLEFL 
VSLLGTDLARGRGNSATGPVTAPAD 
SKQLSCKTFIAVLSLSKEAGFCNVV 
QGWVSTSWGSSSPSVPQFFPKLLEF 
TGK 

2255 

7752 

A 

2454 

94 

218 


2256 

7753 

A 

2455 

266 

547 


2257 

7754 

A 

2456 

2 

494 

RGPVMAESWSGQ/SFLQALPATVLG 

ALGSEFLREWEAQDMRVTLFKLLL 

LWLVLSLLGIQLAWGFYGNTVTGL 

YHRPGLGGQNGSTPDGSTHFPS\WE 

MAAVNEPLKNPTENKGRQQRVSKGI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SElVNO: 

inUSSN 
09/770,lo0 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequei^^x=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







HWVCWLLHWVLLLPRPQGQPAGG 
SGLVAGSTQLPTGLGLILPS 

2258 

7755 

c 

2457 

12 

356 

MGDSFMDEVAPRLASVDSRFFSFSQ 
GAHIKFXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

X* 

2259 

7756 

A 

2458 

764 

1135 

LLQTTSRNFKNLNQCTKSPICTKKK 
GSVFFFFFFFETESCPVAQAGVQWR 
DLRSLQAPPPGNSRHSPTSASRVART 
TGAHHYTRLIFWCLVETGFHHVSQ 
DGLDLQDQFLESFLFCLLVRILRT 

2260 

7757 

A 

2459 

1414 

1761 

SAINFFFLFETESRSV\AQAGVQWH 

DLRSLQAPPPG\SRHSPAPASRVAGT 

TGTRHHARLIFFFFFFFFFFLVETGF 

HRVSEDDLDFLTSGDLPTLTSQSAGI 

PGMSHCAWRIDGI 

2261 

7758 

A 

2460 

63 

542 

TALPNQLHGGRHLCPSHAFGSQGA 

ARPKRPQPGPG\SASEPWVQLQSHH 

PLPPPTPQSPEGGEFLREQRPKPLSF 

KPLLHPRGPLCPAAPKLPPWPCPLR 

VPQFPHPLPPSGRKRDRERGMEEGE 

GGWAAGERRGGKEETLGRGPFTQR 

ERPRNQGEGGG 

2262 

7759 

A 

2461 

2341 

2443 

GRVWWLTPVIPXALWEAEVGRSLT 
ARSLRPAWPTL 

2263 

7760 

A 

2462 

28 

403 

NTTTCVKGLQTQSYKTSPDGNTTK 

QTNKVKHTHTII*II*NAPPAVSTTAIR 

NKFSKNGEQRFIEPYTNRPNIHSIKL 

♦RTIQQYASSSKNLEIKDFSWKKLQ* 

FLENRNKHECFQLFPKVNVGAS 

2264 

7761 

A 

2463 

727 

1156 

ETTLSEARRGRSAAASCRGSALRRG 

RFPESRRGREAAPVCPRHVLL*GAQ : 

SKQAAVAGKRSGTRHASRWPKSLF 

TPRRRRISLKRALHFWQQSADPSPS 

VSRAPGSTWVGPKAPTEVTSVAPSR 

MMWQNEKKKVGGERQDWRK 

2265 

7762 

A 

2464 

10 

302 

MERFEAGLSHISPWLCP*CCSHCGD 
CCLLGSRSWGLVGGGSCGALGPWG 
RCVCAGGEFPDRASLPVDPALAKLE 
CSHKFPTPKDFHPRDRSPSRFLL 

2266 

7763 

A 

2465 

303 

531 

VLRICKVSEENSLFPLSDITYLASIPN 
KTQTHCPEPAQKPSCKAQ*FWPKC 
KPHPPCCHWALPPGCCWACHRWD 
E 

2267 

7764 

A 

2466 

6 

100 


2268 

7765 

A 

2467 

2998 

3570 

QDRKQGSSAPATPSRA*AAAARAP 

RRPAGRWRG*DAPQSPAEPAPRSPP 

WRRAAD 

2269 

7766 

C 

2468 

125 

404 

MMARPPPWLESHCTRVVRADGQV 
RXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
ADAW* 

2270 

7767 

A 

2469 

1348 

1807 

CPTVDPLLQKNCNDGSATALARVP 
LHACREGRWASPSGFFCCCCCFLR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
iiuncu*~ucje 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
a 

S^NO: 

inUSSN 

Uy/770,IoO 

Nucleotide 
location of 

a a. i 

first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for Inst 
amino acid of 
peptide 
sequence 

jAmino acid sequc^^ X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 





• 


WSLALLPRLKCKGPISTHCNLRLPG 
SKDSPVSAS*VAGITGARHHAQLIFF 
VFLVETGFHQVGQAGLELLTSGDPP 
ASASQSAGITGVSHRARPSVWFSNQ 
SMNP 

2271 

7768 

A 

2470 

538 

676 

VKRNPEAGAVAHTCNPSTLGGRGG 
WIS*AHEFDTSMGNMT*PHLYK 

2272 

7769 

A 

2471 

40 

336 

EYLYRHFKNKLFLYANILCSSGIWR 
H YVLILRTVSELLD* * *GCRWGLSRS 
FDYLSNTGWV*VLLDISSFAFVTGP 
LIHGTGGLSAFDLHCEALSFYRD 

2273 

7770 

A 

2472 

2063 

2406 

SQKKKIQWYLRMFRQFDIYVCFLFF 

SVVLLMIGGLLSHRLIPVKQYIKLHL 

ALLRTGAGAHACNSSTSGGQGG*II 

RGQEFETSLLGSSNPSASASQSAGTT 

GVSHHAQPIFFF 

2274 

7771 

A 

2473 

22 

273 

LTQKMDHNQVKFKSTTFYSILGKSV 
LSLSRPEYISGKSDTYSENIYPLSIKS 
EIEPIETRCLNRSNASLVQK*YGHKT 
GLWWLP 

2275 

7772 

A 

2475 

1269 

1511 

INFFFF*IIDRFSLCHPG WTA VAQSR 
LTATLLPSRFKRFLCLSLPSSWEYRP 
LPPYPANFCSKLLICLSTFYYKDCG 
NSA 

2276 

7773 

A 

2476 

1411 

1827 

LHTCCLRRRPSGRGRSQGGHCSQSG 

SSPPRRPRSPAPEGPGFHAP*LCIPDL 

GHGSRKRGCWPPCGPRTGWADLV 

ASAQAACGCQGPPPPSGSCSL*GRG 

PVGGSGHGSPCWPQLVELCGRCSW 

PGVAGSTWQWRRHPH 

2277 

7774 

A 

2477 

1345 

1642 

WQQFTGAVIHLYAYVVLCVLVAFS 
SVSLGLNFFHKNFSFDFQRERCWLF 
SPFKGCC*RCFFTQSLYYCQVCEFT 
KTLIILLIQDVPEIFWSLFCFFHGP 

2278 

7775 

A 

2478 

113 

584 

WQDYIYKEVRVTASEKNEYKGWV 

LTTDPVSANIVLVNFLEDGSMSVTG 

I MGHAVQTVETMNEGDHRVREKL 

MHLFTSGDCKAYSPEDSVREKEQP* 

INGFRRTHIPITEQGDAPRTLCVAGV 

LTIDPPYGPENCSSSNEIILSRVQDLI 

EGHLTASQ 

2279 

7776 

A 

2479 

658 

785 

KTHGWVQWLTPVIPAL*KAETGGW 
LEPRSSRPAWATQRDLIS 

2280 

7777 

A 

2480 

2 

598 

PLGKGKFTGQSAQLTTGTPRGLILA 

KGSHATLQKHRINHTLTHKNPFLEE 

FWESPPSLNLALIKGLNGFCLGTEK 

LFEQMTYGGLKKVKCPIGYFALQS 

WEFHPPPPTLFLSLPLAILWPGGENR 

GPRVSTKTGIKTRWPAPFLGPLSNR 

LGNPQPNNPAPAAVPSLGLSPW*RG 

RGLPWGWAKPRCALWTPVSLPST 

2281 

7778 

A 

2481 

253 

286 

NDDDP*LPCLGQPPRSSCQPSSLP*S 
LLWSKMTTTPAQRSG 

2282 

7779 

A 

2482 

407 

587 

QAGRGRARGVSEEARNKPVPPPTET 

PQPTLSPQ*MGPAQDPAPQQDYRG 

KKSLNAWCGRS 

2283 

7780 

A 

2486 

246 

519 

FQFGIHNTNYQRQGAKVFFKNKGV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 
d 

inUSSN 
09/770 160 

Nucleotide 
location of 

11131 CUUIM1 

for peptide 
sequence 

Nucleotide 
location of last 

LUuun lur mat 

amino acid or 

peptide 

sequence 

Amino aciu sequent X=Uri known; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







WGGPRSLPYSC*EGLPLGESYQFEP 
QSLRDA*DIP*GSVGKNPVGSHWW 
VSGVIGGFIITGDYSQH 

2284 

7781 

A 

2487 

470 

977 

TPPPAGLRQRGYPPPGNRLEARNW 

ARAKGGKTSAGRVFTQP*FPEQQLP 

PGRPWVPRPGCPHGLPTRACKWSG 

GVLAPESPEPPSLPEGSHSWLGDTG 

LLASRKLRAGGSVATFTSPQLCPLG 

PHEDREAREGEGRLAPAQPVSSPSA 

PAGHSLSHPSRTGKLALVPGH 

2285 

7782 

A 

2488 

393 

618 

IREWVNIFWNIHTEEYYTVIKKN*V 
CQTWWLTTVIPELWEADVGGSLEP 
RSSKLR*AMILPLYTSLDHKARLSL 

2286 

7783 

A 

2489 

308 

626 

IRGTSNMNRKNVEKAYYAEA*LSL 

2287 

7784 

A 

2490 

1222 

1374 

AQQVKRLEGQRGWKLRGGRGRWL 

TPVIPAL*EAEAGGSLEARSSRPAW 

AKK 

2288 

7785 

B 

2491 

60 

378 

NAVLEADFAKRGYKLPKVRKTGTT 

IAGWYKDGIVLGADTRATEGMW 

ADKNCSKIHFISPNIYCCGAGTAAD 

TDMTTQLISSLAAMAVFEDKFRPD 

MEEEEAKNLX* 

2289 

7786 

A 

2492 

1 

437 

DPRATEGMVVADKTCQKSTGRLPE 

LVTAIRMLKQMLFRYQGYIGAALV 

LGGVDVTGP/HLYSIYPHGSTDIAAG 

IFNDLGSGSNIDLCVISKNKLDFLRP 

YTVPNKKGTRLGRYRCEKGTTAVL 

TEKITPLEIEVLEETVQTMDTS 

2290 

7787 

A 

2493 

2288 

2668 

FGRGHYCRRSVSQEEEAKNLVSEAI 

AAGIFNDLGSGSNIDLCVISKNKLDF 

LRPYTVPNKKGTR*VKETKFFLGPL 

ASWPPLVSPWHLDGVFLVLSTLSTS 

SVPKSTSHTDLRLVTCFMTVGCCQ 

V 

2291 

7788 

A 

2494 

3 

861 

FLGKMAAVSVYAPPVGGFSFDNCR 

RNAVLEADFAKRGYKL\PRPRKTGT 

TLAGWYKDGIVLGADTRATEGMV 

VADKNCSKIHFISPNIYCCGAG\TAA 

DTAMT\TQLISS\NLKLHSL\STGR\LP 

RV\VTA\NRMLKQMLFRYQGYIGAA 

LVLGGVDVTGPHLY\SIYP\HGSTDK 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

P\D\MEEEEA\KNLVSEDSPPQFPPPS 

WRIFNGPGLPEANIDLCV1SK\NKLG 

FSPPNTQLPNKKGTRLGW\RYRCEK 

GVTTAVLTEKIPLLWST 

2292 

7789 

A 

2495 

466 

607 

KKKERSC*LWCPS*SLKNIYGLSCR 

KKKKGAVKKIILVQAWWLMPVITV 

LWEAEVGGLLEARGLRPTRATW 

2293 

7790 

A 

2496 

449 

694 

ILRILGTPISFPVNKISFLPFKCLFPDS 
YIENLMN1YQPIKKNEIHVPLQ*PW 
MHLETIILSELIQEQKTKKHKFSLIR 
GS 

2294 

7791 

A 

2497 

52 

298 

YNIEEQQNKRTRQSNRHRPTPPPEPP 

NPEW/TPKPTPPTK/PSSPQGEG/PGW 

TGGPAPHAGAAPPF\PSPANPTLFPS 

LTTGGKV 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEIBTNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent^ ^Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2295 

7792 

A 

2498 

112 

485 

YNIEEQQEQTYKTE* SAQTHPSPGT 

AESRMEPKPTPPTKRLPPTGGGGRG 

GTWGDPGPPCWGGHPPVFPSPCPTP 

TLFPIFDPLGGQSLAQLGSWMVEPT 

LQRATTLSFLKMGRKKETVAPPQI 

2296 

7793 

A 

2499 

32 

392 

RPTFGIWFYPQVFPELLLELKAKYIG 

KHCFSIHSLPDTGPLPGCP/SPPGRA 

ALGIIPGNLPAPEQKPCWDP/SPSSTL 

VWRMLNSASTSPSPAPSYISPPFPGQ 

SYFPAHPPTSSLSLGGIY 

2297 

7794 

A 

2500 

914 

1417 

PQCLLPNRGGSVQVRLWGATASLS 

GWGFLASFHPIHPFPGKFSSLPDTW 

GLCLGCPFPQAERPWA*YPGTLPAP 

ELETLLGSLPSSTLVWRMLNSASTS 

PSPAPSYISPPFPGQSYFPAHPPTSSL 

SLGGI YHQLLPL* PLPSTDPPCAPLL 

TSPPPLTFLLKSPRP 

2298 

7795 

A 

2501 

1120 

1159 

ERAVCGC*CIFVM 

2299 

7796 

A 

2502 

1145 

1367 

IFFSFLHIYIHNTHTHMYIYYTLCVC 

VCCVYGMCVCACVYSFSSKPKQVC 

VWIEGNLNY*LQWCLWYLDFPHS 

2300 

7797 

A 

2503 

155 

454 

GGFSVWHTETPPRMRLMHQVQFNL 
EYLTTPESTQKGGPTPLCIYGYVFFK 
SDYLYSLSLFFFRFLYFSSLL*YLML 
VNFLFRMLFSLFMSFCYLFFIIL 

2301 

7798 

A 

2504 

901 

969 

RWPGMVAHACNPSTLGG*VGDPA 

2302 

7799 

A 

2505 

903 

1339 

DKTVQSIRSMGGWKMDASDSKFV 

DLWIAEGIGTSWRNPGYQAPRPFLH 

HGCWGDLGKSPPLPKPVSHITDVGP 

WLRMMVSTGLSHLW*VPSQGQSSQ 

GPHPPAPGVQPPQTPPPPASLKGKSL 

HLQGACSEGGAPFSIELFAGRS 

2303 

7800 

A 

2506 

433 

548 

PSEYTLGFKNPKIKLTFNGGNSMSG 
VHF*TGF1TFLFL 

2304 

7801 

A 

2507 

637 

906 

RIKKLSDGSYFLPGVSQIA*GSNYF* 
SKLGPDGGASRLQSHHLGRPKVGV 
FHHVGQDGLDLLTLV1HPPSAFPEV 
LGFTGREPPRPSLHL 

2305 

7802 

A 

2508 

211 

575 

RENHDLESQCKRGAPVPAGVPSSAL 

PQGPVSLLPGAGALCPFERSQQASP 

QVSPQGVPDKICSLQTTSLCSFCDR 

CTGMGSL/C/SSCPPCSSS/CHGRSHS 

SPC/CL*SRTSSVVGDGEVCSNTL 

2306 

7803 

A 

2509 

274 

488 

SGDKTMQLRGPCGGWGSCPAGLGT 
CTAGSP*LCHHKGHCSIHSTSCFCLA 
TVSPCAIFNSTSKAGRGRAQP 

2307. 

7804 

A 

2510 

83 

442 

NFTMVMYTDHILRNAHLMTYTSGR 

RLSVPKIACHITDHSLTHTCYMPYL 

RD*Y*TMFSQGFHYAPYLHLHT*EH 

PFECLLAGRTFTDALFEPTYYPTLTL 

LTPSHWQDGPPLTGSQMPG 

2308 

7805 

A 

2511 

2 

270 

ARLGLPKCFFCVFVFKTASRSVSQA 
GVQRCDHNSLQP*PPGLKRSSLASR 
VAWTTGSHHHAQLI WLCIFKQYFV 
SSGFYLLLVALWWGG 

2309 

7806 

A 

2512 

234 

409 

KGFYAHEKNARTWWLTPIIPTLSEA 
*GGKMA*ARSLRPAWATIRDPISAK 


WO 01/79449 PCT/US01/08656 


SEQ1D 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 

0 

ss^p NO: 

in USSN 

nnn^A i/a 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possit>Ie 
nucleotide insertion) 







SKKKKKKS 

2310 

7807 

A 

2513 

78 

460 

NVCRKMPPSDRLAGAY1LQCNPVE 

VVGPEREDAPQNRVQVRHGCVAW 

PLLAPPPPRHLQGEGLTSARKRVLR 

LGVTSGL*RTDSHNPPGPPQREQTE 

PRARPPALEHRAQQ*PGPGLGGHRG 

AGCHQ 

2311 

7808 

A 

2514 

67 

279 

SHRVSRDAACGAAPAAARLAGGQR 
NGRAISGRPGLSS*GAGGGNVFKVC 
LLLNKNRTGGGRGHGYLYSLQR 

2312 

7809 

A 

2515 

683 

933 

YTSELIGK1ISGQEVVVGAWCEDLG 
*GPRKSRGREGKG*G*EGSGNAGRI 
VGFKQGRRGEDAHSWSQRGRQEFV 
FYLKSTRNW 

2313 

7810 

A 

2516 

2 

208 

SKIALLVHLK*ENRHQLFFELIPTVF 

FLFIFETGSHSVTLQECSGVIMVHCT 

LTSWAQASSPLSLPTA 

2314 

7811 

A 

2517 

426 

601 

PSFRIFTQYSSFLKNSLKRLGAVAH 

VCNLSTMGG*GGRTA*AQEFETSLV 

NVVRPPSL 

2315 

7812 

A 

2518 

55 

489 

HSAL1QASVWFRYKYPCGYLGASLP 

TN*GKKGSQVGSSAHFATTFTIPNG 

DNA*GAKSGSGCPGGECHPG*GPIS 

SCPLSEGQTCALNPLSCGSPGPDWLI 

LGKLGPLGCSKPKGSHFAFPLVVPIF 

HPCSKTKLFPREELFVVR 

2316 

7813 

A 

2519 

52 

286 

MMPCLRQRQRQRERERKREREREH 
MRTQRKQLK*W1TRFKNNSSKRQR . 
TEKNSKKPPVPHRGAGHSNGKLNC 
FRPAAS 

2317 

7814 

A 

2520 

3 

296 

TNTTRYTIGDPALQDMNSRRAHSH 
TYGHTLLWEGICDLTRPPKLGSCRE 
KECPRPHPSLDR*SSGFWDPAGRGE 
LMQWEMPQPCSPQPLPKPCRSSI 

2318 

7815 

B 

2521 

83 

241 

SEWQKKLTPEQFYVTREKGTEPPFS 
GIYLNNKEAGMYHCVCCDSPLFSV 
KLI* 

2319 

7816 

A 

2522 

19 

629 

YFVLISPLLTFSTHGFDLCYLICNTV 

HKTPCVFRSLWDIQKEVFSIKGSRSP 

SPSKGNGFDSEGPVRTIPGGLTVE*L 

GMGSGRGEWDRILLPGTTHRGTSW 

HVNDSVISSCSIVYVFHSSEKKYCSG 

TGWPSFSEAHGTSGSDESHTGILRR 

LDTSLGSARTEWCKQCEAHLGHV 

FHDGPGPNGQRFCINSVALKFKPRK 

H 

2320 

7817 

A 

2523 

1 

707 

MGAGAETGRGQRAAAPERRHGRL 

LWLLRGLTLGTAPRRAVRGQAGGG 

GPGTGPGLGEAGSLATCELPLAK\SE 

WQKPCLTPEQF\YVTREKGTEPPF\SG 

I\YLNNKEAGMYHCVCCDSP\LFSSE 

KK\YCSG\TGWPSFSEAHGTSGSDE\ 

SHTGULRRLDTS\LGSA\RTEWCKA 

/QCESSILGHVFP\DGP\GPNGQRF\CI 

NQCWLWKFKPKGNHWTIFQESAFP 

CHPFHVAPSIFHNSLE 

2321 

7818 

A 

2524 

303 

743 

TGAQWGRGLGHVCWSMGFVSWEE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nncleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SE^VnO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequeUR^ X=Unknown; *=^>top 
codon; /=possibIe nucleotide deletion; \=possibIe 
nucleotide insertion) 







CSGNGLSQAGLVLKLLIILHSTVQK 

GLTPRWGGMLNTQLPGGVGGP*FP 

KMPGATL*PFEGKSPAPQLFPCQPW 

AGAAHGGAGGPSSGSVPGPPQCPV 

KALPVLRAGWATQPPGSFLWPTPS 

D 

2322 

7819 

A 

2525 

102 

421 

VQYGSNWNKPYWNRVGP*SHTTG 

ELKKRWPHPRSCCPHGAAGQGAER 

CGRERGPEDTSDLLNK*QW*RRFPS 

GPAECGAAVAGL*GAAGCRGRSRP 

LKSRDAGLKS 

2323 

7820 

A 

2526 

225 

448 

TQEGRGGIDFGPWWPQLLPSSPSPG 
L*SPATPPQAWVPPLPSSSSSPALILS 
GPNRKPEPPPGIPPQFYLQTSL 

2324 

7821 

A 

2527 

43 

390 

GDVPTVTGECPPSYRAMSPSYR*MS 

PQL*GKSPQL*GDVHQL*GNVPPVT 

GLCPPITGQCPLIVSPSYTVLSPHYK 

VVSPVTR*CPPVTG*CPPIAGQCPPL 

♦CPQAISWSPPVTG 

2325 

7822 

A 

2528 

525 

635 

HIQGQLWWPMPVISALWEA*EGGL 
LDPRSLRPAWAT 

2326 

7823 

A 

2529 

66 

432 

TRGSWHKHALAPTVHRAGLWGGK 

AGTQASPGAADNVPPPY*TSGFCG 

WKAGTDFPTSKKPCPFLPHPNPPLP 

PCKWQKGLSLFVISHSLICKVGMQL 

PRGSQVRLLLTKIQIHRLSLGRAE 

2327 

7824 

A 

2530 

5 

95 


2328 

7825 

A 

2531 

1 

123 


2329 

7826 

A 

2532 

118 

363 


2330 

7827 

A 

2533 

23 

250 

YLIVVWICISIGLYTY*LIIRALYILR 

KLTLFKYIPISH*SLSFIVIFCSLVYIY 

MYIYIYVYIYIYIYIYIYIY 

2331 

7828 

A 

2534 

346 

611 

TSVEAQDATDRLWPDSCCPAHGAC 
TRTVWPKKPPYFPVKKMESCSVAQ 
AGVQ*CVLSSLQPPSPRFK*SPASAS 
GVAGITDFQKLFCQ 

2332 

7829 

A 

2535 

267 

682 

HFSSLRMQARPPSFRPYLVLHPKNC 

WIFIL1NDSWMVLFFEASLPTVPSLV 

QTTIFLLGILQQPLTDLPSSTSTPF*S 

LHLSAV*VVFRKFLSWPGMVAHTC 

NLNTWGG*GGRTA*AQEFDTSLGNI 

VRPCLQKKKSR 

2333 

7830 

A 

2536 

45 

280 


2334 

7831 

A 

2537 

1560 

1885 

QLGVLLAGPFTSSPYGGVSPGLKRP 
WPAPRSYPLPAL*PLPAPYGVQRSG 
LPNPKLGKNPLGPIPSSQKPPCGGPV 
KTSIVAHNYSPSALSLTSLLPQPGSA 
PQALSL 

2335 

7832 

A 

2538 

60 

341 

VTLHSLVILFSAHICRIKLNITINLQM 
YSWHPNFHLDVTIPKIWALCFRK 
KYAFFCFMQQKYRM*SEIIHYIFILS 
WLNVNE1NSIIQMY 

2336 

7833 

A 

2539 

• 

442 

686 

TSYNNLLNNLKNIETFRKELSSLSHL 
CNRGQGILKSLIAWLGAAAHAGNP 
STLGGRGRRIA*AQEFKTSLGNILRP 
VSPKK 

2337 

7834 

A 

2540 

459 

603 

GFLLEI1DKAEGGAHACNPSAFGGQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

IIULJCWIIUC 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
fj 

V NO: 

inUSSN 

AQ/T7A HCft 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque^^ A=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DGRTT*GQEFKTSLSNVTRPHLY 

2338 

7835 

A 

2541 

1 

188 

PEQVLWQTKVTYSGKKKKKATKRP 
GAVAHTCSPSTLGG*GGWIT*GQEF 
KTSLANMVKPCLY 

2339 

7836 

A 

2542 

582 

825 

GLSNMVHLWIEHHPAARSRDCHSG 
RLRREACLGYRKIS*HWPGMVAHA 
CNPGTLGG*GRRIT*GQEFKTSLAN 
MVKLCLY 

2340 

7837 

A 

2543 

775 

1019 

DRSSPKKPPDDLPEFTEPQWFTLKHI 
KQCFSDISRLRVGPGMVAHAYGVA 
YLSTLGG*GRRIT*GQEFETSLANM 
VKLCLY 

2341 

7838 

A 

2544 

303 

429 

AACVLPSPPSAHSSTHTTGSTHLG* 
GPPCSGPAPTWGSWKT 

2342 

7839 

A 

2545 

853 

867 

NP*NLACFCVLLEFPSSF*RGFRRLG 
AVANICNPNTLGGQDGWITSGREFE 
TSLGNMVKPCIY 

2343 

7840 

A 

2546 

357 

560 

KGSLVGLSLEERIFVVAVQPSLFHK 
KCLWQGTVAHTSNPSTLGGQGRSV 
A*PQEFKTSLGNIVRPCL 

2344 

7841 

C 

2547 

486 

728 

MWVGVWEVFSGVVLGWGVPVML 
QSDGSWKLPVHLHELLPFHMSWYP 
PQDDPNIWSLKQLGLPGCPPLLSLC 
DVSYMVSSA* 

2345 

7842 

C 

2548 

240 

332 

MACFSFTSAQLKDRLLRSPATHTPL 
LNAPL* 

2346 

7843 

A 

2549 

2 

603 

SLPYLPQPHPLEFGPLNLHRDQRAG 

AQTLTQPMSLCCSKSLQLPNALTDK 

RPCWVLFPAGLSSLLRNDSAKLPFR 

NKSGFPPAQGLCPGGSRLTTWHLSF 

HGLFLLHQRSAQRSTSQIPSNTHTLT 

*CPTVTTETVPCLK*PRLSVVSVCFC 

SGSP*RALQCTPPGKPSPFLSQLSLT 

DPLPSTNLLFHPVGTPRAPGWA 

2347 

7844 

A 

2550 

132 

419 


2348 

7845 

A 

2551 

1083 

1563 

PENQSSLYFLPANLLKMPFCFFVFF* 

DGVSLCCPGSAVAQLQPPAS*VQSD 

SPAFSLTSRWDCRRVPPRPANFCIFS 

SDRGFSMLVRLVSNSRPQVIHLSQP 

PKVLGLQVETGPQKREWVPRELTA 

SGQWKGQEPDQGEDSGTEGRWLPL 

LPSAGHSGED 

2349 

7846 

C 

2552 

173 

501 

MPSPSAPSIVPVLHGCWVHICQADV 

YHTLLKGFLFLFLRQSPTLSPRLECS 

GTILTHSNLRLQGSSDPAALASQEA 

GLKLLVSSDPPTSASXXXSAXLXCQ 

TGVSXXRP* 

2350 

7847 

A 

2553 

174 

364 

YDAEFPRCSFGLIYPRLSVKEASRLS" 

AVAHTCNPSTLGGQGRWIT*GQEFE 

ISLANMVKLHLY 

2351 

7848 

A 

2554 

61 

283 

GGRIA*TQHSILDNRVRLHLKKKKK~ 
KKQYLKKVHLPGAVAH/TYNPSTL 
GGQGGWIT*GQEFETSLANMAKLC 
LY 

2352 

7849 

A 

2555 

1140 

1313 

HVENSEGASGERKLTKQRLGVVAL 

ACNPSTLGGQGRRIT*GQEFETSLA 

NMAKPHLY 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

IIUt,ICU~llUC 

sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 

A 
U 

• Sl^Pb NO: 

in USSN 

flQf7*7fl 1£(\ 
\>yt 1 /U f IOU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequ^W( A=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

2353 

7850 

A 

2556 

99 

296 

WVLIVHVISSKCLVLEICVYRLGAV 
AHACNPSTLGGQGRWIT*GQEFETS 
LTNMVKSSLYLKYKN 

2354 

7851 

A 

2557 

175 

332 

RNPIFSLRKWPLRPGGVAHACNPST 

LGGQGWWIT*GQEFETSLANTVKP 

RLY 

2355 

7852 

A 

2558 

667 

772 

ARCTNPSTLGGQGRW1T*GQEFENS 
LANMAKNRLY 

2356 

7853 

A 

2559 

7155 

7302 

IMKLKMYIWPGAVAPACNPSTLGG 
RGGWIT*GQEFETSLANMVKLRLY 

2357 

7854 

A 

2560 

227 

410 

FQVDPDTWLFILEVTLFIFMAIFYLW 
QVLLVFHFTAVR*CSLFQGSYGIFGI 
EGRIPYSEL 

2358 

7855 

A 

2561 

275 

685 

LKPLFTPSPGPAGVPRGLCWKEAPT 

PGSLLGEEETELNVY*GPPPGSLRPA 

SHWAPPEGLRPTSPLFVAATSTIGPL 

PVLVTLGPHLSPLFGQFINKGRDDT 

VLLPPQSPGCRESLACQGEETSRLCF 

VSHTSPSSL 

2359 

7856 

A 

2562 

20 

354 

PLYSQSFPIIYPFITLLPE*SF*NNNYC 

SFVNIPSLTPSHQLYKVHSPHPHPVF 

HTWAHPAPALCSSWVAMLTVYQG 

AVLYQCLSTAVSVQGPLRLLGFSNR 

DTLPSKGLS 

2360 

7857 

A 

2563 

374 

585 

GNLINC*LHTHTHTHTHTHTHTHTH 
NLTNYPDFLYLLVTFPGDIVIQESAF 
IFFTKSPKHCGLGAAIRNA 

2361 

7858 

A 

2565 

918 

1096 

HCHSNSEFDTETLGMVAHTCNPSTS" 

GDCGKQII*TQEFGTSLGNMVKPHL 

YQKKKKKSR 

2362 

7859 

A 

2566 

101 

327 

LVKNQQSTQKLAKHGWACL*SQLL 
ERLREENHLNAGGGGCSELR*RPCT 
PAWATETVDSLPIMCLVLQPFLSLS 
R 

2363 

7860 

A 

2567 

347 

478 

RDHCRLGTVAHAYNPS1LGGQGRRI 
A*DQQLETS1GNTVRPCLY 

2364 

7861 

A 

2568 

622 

761 

KSVEVFYLSIGQEECLPH1QFIFFHAT 

IFIIGRAQWLTPGIPAFWETEAQEFK 

CIHICMQVWWHTSV*SVRNKSLYE 

ELLQARDPGKFVILHYHYWLFHGK 

A 

2365 

7862 

A 

2569 

70 

316 

ISHPSPSTRWEAVTWALG*LFPCPC 
HLQGGRQAPLPLPYPPLPIWAPPLI 
SRLNPDGDLSAKTILDVTLYISSTTV 
GGSWG 

2366 

7863 

A 

2571 

145 

331 

IFHSKMPISEWKLV*TLWQFFKELK1 
ELPFDPAIPLLGI*PKFQRLKNTNGIC 
HYFYM 

2367 

7864 

A 

2572 

918 

1135 

GFISASLCNWILTHLKFFKEMGSRC 

VAQAGVQWLLTGAVMAHCNLKLL 

GSSNPLASAH*VAGAICMYDHWHA 

2368 

7865 

A 

2573 

590 

936 

QLAACGGSCL*SQHFERPR*EDCLN 

PGVQDQPEQNRETPISTKIILKSWA 

WWHIPWPGTWRADVGGLPEPSRP 

KATVSCDCATALQPGRRRARLCLK 

NKYIKYSVQKCVIFFLF 

2369 

7866 

C 

2574 

34 

670 

MXVFLSSAGNMPVTCWCWEAPRC 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
0 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque^V( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







NQKCTDPAARRPDPQTCASQDRLR 

CAPCTCHQPLXSRYTQHPGLVPLPH 

HDRQSVPQGPRVVQTDAAAXMVE 

VSVXVVLEGWGXPTTRRMKLSLLG 

IKMLRRGGTVRGAPGAGSALRCGW 

RWRPPAWRPQMSTSRTSVGVQARS 

TSSSPXPXXSGXLWVHVLLXLAQL 

DSQQGFDLLLAGRRXSGSNLI* 

2370 

7867 

B 

2575 

70 

165 

EQIEALLESSLRQAQQNMDPKAAEE 
QEEKEE* 

2371 

7868 

A 

2576 

1 

390 

FFFFFGVLPVLFLDFHVCLFVFCWK 
HAGYMLVLGSAAVQPEMHRPSRPP 
PRPI*RRTQTK*LWFEPDVSWLQGR 
WVENQHFINRVLTKLERV*NRIYYG 
TSSSSPLRSGSEGVGPGAFSRPLYPC 
LGPPN 

2372 

7869 

A 

2577 

435 

861 

RASLITVCVPGHLQAADQKNLHPLR 

AHWGPCLAGSSCARRPSRA/RGPP 

RPTPPEHGSRLPQPS/CAAASV*TTR 

GP*GTLCLS*WGKGTSPGCC\GIERP 

KAGGKCTGHSGVCPVTRKSNHSLC 

ARSPTSCRPKEFAPAAGPRGGALPG 

RVILCSKAISGTGPPRPTPPEHGSRLP 

QPSWLRRLSEPRGGLEGRFVCRDG 

ARAQVLDVVCIERPKAGGKCTGHS 

GVCPVTRKSEGLGGGRLGLC1SGCT 

AALPSTNM 

2373 

7870 

A 

2578 

38 

398 

PVLFLDFHVWLFVFCWKHAGYML 

VLGSAAVQPEMHRPSRPPPNYIAK 

MCKLSILSLSFLKEGAGDKNSSEPN 

LG*VP*FSLHPCLSNQMTLGNAKQA 

ESMSLCGFFLPDCFFLTYKRIYL 

2374 

7871 

C 

2579 

42 

443 

MKPAHSAVCPGHLASCETKEFAPR 

CGPTWLGPCPGRVILCSEAXSGTGP 

PRPTPPEHGSRLPQPSWXRRLSEPR 

GGLEGRFVCRDGARAQVLDVVCIE 

RPKAGGKCTGHSGVCPVTRKSEGL 

PAEDKKTNMKV* 

2375 

7872 

A 

2580 

871 

1253 

PRLPPGLPGADRSPAGSQACAXGPA 

EHGPQGRRGGGRGGGGGGPGLPHP 

PTCGTWTSEGA\SRRAPPPPAAKGG 

AGPRCSPD5PSSPEHFDTQKGKLHS 

PCCWLFFPLLFPPSISDLSKRKRLPK 

NCL 

2376 

7873 

A 

2581 

222 

754 

YPP*HVAPPHPAPLPWQVQGPPDW 

PRYLWKVPPASLWPRGTEKSPCWA 

WLVGAGLGLPPPFSLPNLSDLGTSL 

FPLPQTLPLCPAPQGDLLKPKLGPK 

KGGSVLSTSPSSFPRGLVGGEAPPN 

LSPSHTHLGSNVCWTKKQEHTLLV 

PTFSQSSQNPPLPSPSPIGAVKALFAS 

TMG 

2377 

7874 

A 

2582 

2 

431 

PEGAAPAAMAVTALAARTWLGVW 

GVRTMQA\RGFGSDQS\ENVD\RGA 

G\SIREA\GGAFGKREQAEEERYFR/ 

ALQVML*DLFGVKD*N*TLSHRVL 

VEAQSREQLAALKKHHEEEIWHHK 

\KEIERLQKRNLSRHK\QKDSKLLKH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

mtof ml. tiflA 

sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 
a 

: NO: 
• in USSN 

uy/ / /Vylot) 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequeW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2378 

7875 

A 

2583 

1 

232 

RETACCGRDARGAAPAAMAVTAL 

AARTWLGVWGVRTMQARGFGSDQ 

SENVDRGAGSIREAGGAFGKREQA 

EEERYFR*GSDQSENVDRGAGSIRE 

AGGAFGKREQAEEERYFR 

2379 

7876 

A 

2584 

3 

399 

LARNERLLAGGRDARGAAPASQWP 
VTAVGRRGTWLGRV/WGVRTM\QA 
\RGFGSDQSENFPTGPRAPHP/RKAG 
GALGKREQAEEERYFRAQSREQL\A 
ALKKHHEEEI\VHHKKEI\ERLAEKK 
FERHKQKIXKMLKH 

2380 

7877 

A 

2585 

3 

316 

LLQILGTEPQKAVIVLVENFY*YVS " 

KYSLVKNKMSKSSFREMLQKELNH 

MLSDTGNRKAADKLIQNLDANHDG 

RISFDEYWTLIGGITGPIAKLIHEQEQ 

QSSS 

2381 

7878 

A 

2586 

3 

469 


2382 

7879 

A 

2587 

434 

815 

TQVDWTQRARPGPWRHPHPFPPDD 

DSLCGCTSHLPPHGD*L*NPSSNGA 

NPRLSPAPPHPPREAQTPPGAGAHR 

TPLSRACLGLAFPAQPVRLRRDTKR 

DGRKEQRETVPPTPFPDARGTRLIL 

RHK 

2383 

7880 

C 

2588 

204 

354 

MWLQMTRAVLSSNLDPYVCRRRA 

RGRSSPSGPSLXXKGEESWGPRHCY 

SP* 

2384 

7881 

A 

2589 

390 

681 

RERGRRAGRRRETAVRSREKERER 
EGLDRSSRKR*PELVKGSRSAH*PQ 
SGRWSHRPRPAIVPTSFQPCDVRAG 
QPNGPSDLPDHLPTRRRKACDRR 

2385 

7882 

A 

2590 

598 

769 

YPQCPTPCQAARVWWDSHLAIPAL 
LGGRGRWII*GQEFETSLANMAKPH 
FYQKKKKK 

2386 

7883 

A 

2591 

359 

775 

KKTQPLHQGYPK1NFRSPSPPIPVPV 

PLLPALPK*GHSPFVPSPPLQKIPPKG 

SPHDPTRQRPSIAEGRAGTQLSSPL 

WMAGTLTEALHHKNRQYPLGSHN 

QLNLGSTGRTFSKRGKDG1PFDAQG 

LQGHLKGTFFFF 

2387 

7884 

A 

2592 

585 

780 

TFSLPRLDFFFLKARKPRIKNTKNRF 

GVVAHACNPSTLRGQGRRIT*VQEF 

ETSLANMVKHHLY 

2388 

7885 

A 

2593 

436 

1645 

GMSALVQSRVSHLHRVSLLTRLTA 

RAQETSSPPNTVTPPNQTLSTAQNK 

RT1PGPARME*VTLTRLSKEPLLVFK 

AAPTPHPQ*GPAPRPLQASALPLYPE 

QHRRAPSSSEDPWRPLTPPSH*GVS 

TWTP 

2389 

7886 

A 

2594 

1 

373 

TCSCPWLAPLTLQKNCPPHCHILSL 
LRKTKQNDAPKKSPRGSLPAVSGM 
KQDTVTLGRMEKPPRSIPQRPQWD 
GEATRSIPRRPRVPPVEPNPGHGWQ 
NSPPG/EDQSILSTSNPRGPTPFKSGS 

2390 

7887 

A 

2595 

502 

798 

SPKVQRHSSQAALRQAGGALSLWG 
CLPSQRRPPRTVSSREGPHPGKGVP* 
GGVQRSKGPHPLPTCPQGLTCLTPT 
DPGSAWNPPTPT*NEKGNSEIIRH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

IllILlCU a 'lIUC 

sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

J 
U 

inUSSN 

My If /U,luu 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 

2391 

7888 

A 

2596 

1 

136 

HPCVHEPMSFEWPWQYRFPPFFT*G 
SDPKKHGWASLPSPGPWAQP 

2392 

7889 

A 

2597 

429 

1003 

VAYVIGFKSNMPAKHMIKNTSVRV 

FICPPSMEGKHG*SQPR*NNSPLSPQ 

NNLSPTLCPLFLPQLKQESMC*SFFN 

FYQPALAFLSLYSIIPSVDVLPSSPFE 

TRVSWEQFAYLLLESGAYLLVQAIE 

♦ASSFFLLKHSTSLWIPLHCLFYITFD 

ICWSLYMNIIFFRGSHCSLQYDPGFL 

TLSNAPSITI 

2393 

7890 

A 

2598 

367 

463 

SGHGAHAYNPNTLGGRGRRIA*SQE 
FNTRLDN 

2394 

7891 

A 

2599 

436 

833 

CLTSALLGCVYVYFFSPHPALFFLRT" 

RTSAYNLLKQLFFRYWNSAKSDLS 

GHSKTLMLCPKSGGGKACAVEPSC 

SLDTYLCPQEIICQALFFICLFVHLLL 

F YCY WRGHEL* YSYCP*FNVKLIM 

MNSIACY 

2395 

7892 

A 

2600 

53 

95 

DSILLLTQAGMQWCELGSLQP*TRP 
PIVCFFCLFIYLLRQHLAPHPSWNAV 
V 

2396 

7893 

A 

2601 

432 

825 

NFKDTAKGFLHFDHQQKILDPCLPG 

SRARFGTYPECPHVPSVTEAQETGL ". 

SVPSFGFHFHFLTYFLLLEYFYFH*G 

TLYLHLDLHQK*HCQAMRNFLYKS 

RIQRHHIYHSLDAYANLGHDAKDPF 

FSLDF 

2397 

7894 

A 

2602 

83 

111 


2398 

7895 

A 

2603 

1 

71 


2399 

7896 

A 

2604 

215 

758 

LPLQYHRKNIHANTVALADARAPR 

TASRNRLLGVRASGLASSSPRLGLQ 

GSISSASRGRPAQHVPGTRPATLSPP 

AGAGPSR*ERSRAGARGRWVLLDH 

AGERPAVRELSRPDPRQVSFGPRNIS 

EIGQVLSPETSSCELPGIGDLLLWQL 

EVYDARKHSLVGPESLSHRELGSPA 

GGRRP 

2400 

7897 

A 

2605 

211 

323 

LDSLIQHSASTLAQHSASKPWKPDS - 

FHTQFFHTVWKLSQWCRAVVPATQ 

EGDAGGSLEPRSLRL*CVAGTTALH 

HCDSFHTVWKNCVWKLSGFHGFE 

AECCASVEAEC 

2401 

7898 

A 

2606 

75 

232 

TQPGHKGETPFFPKTPKISPERWWG 

PPIPASWGVKAGKLF*PRGERFPLIW 

F 

2402 

7899 

A 

2607 

325 

566 

FNDKYFYYPRGQIQCHITLFLLNLKI 
TSDFFFCFKKTG*VAHTCNPSTLGD 
*GGGIA*AQEFKTSLGT**DPIYKN 

2403 

7900 

A 

2608 

1114 

1367 

AIARTLIIMINLTVNFSAIINENCTTT 
*RYFDLL*YTTGMFRKIVRKLKVTH 
LKWNNS*RKYTFKCIRKFNNLSEPF 
NHVCKVF 

2404 

7901 

A 

2609 

100 

450 

FLEENYKVKFSCFSPFEELKKKGRL 

N**NFIS*I*IGPKIFSQTNS*NSNFYQ 

YLCILSGLIQDK*NFKILS*FYYK*V 

GNFDILYIHTCVCVCVCVCVCVCVF 

VCLWSTLRMTDTV 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

a 

S^PbNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon Tor last 
amino acid of 
peptide 
sequence 

Amino aciu sequeW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 

2405 

7902 

B 

2610 

50 

382 

XGEQLVRQDLDAGVSEHSGDWLD 

QDSVSDQFSVEFEVESLDSEDYSLS 

EEGQELSDEDDEVYQVTVYQAGES 

DTDSFEEDPEISLADYWKCTSCNEM 

NPPLPSHCNRCWAHX* 

2406 

7903 

A 

2611 

1665 

1787 

FF VLLVETGFHRVSQDGLDLLTS* S 
AHLGLPKCWDYRHEPP 

2407 

7904 

A 

2612 

1431 

1553 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 

2408 

7905 

A 

2613 

1 

752 

DLDAGVSEHSGDWLDQDSVSDQFS 
VEFEVESLDSEDYSPSEGGQELSDE 
DDEVYQVTVYQAGESDTDSFEEDP 
E1SLADYWKCTSCNEMNPPLPSHCN 
: RCWALRENWLPEDTGKDKGEISEK 
AKLENSTQAEEGFDVPDCKKTIVND 
SRESCVEENDDKITQASQSQESEDY 
SQPSTSSSIIYSSQEDVKEFEREETQD 
KEESVESSLPLNA1EPCVICQ/GST*K 
WLHCPWQNRTSYGLLYMCKEAKE 
KE 

2409 

7906 

A 

2614 

426 

813 

SSRRFVWRAKLLCERAQSGTVYEI* 

QCAHRHPRHRHPGCCRHRLGYAGT 

AGPLAGYRPFRQHRQSLWRAASAI 

CVDAISMRTRSRSTVRPLWPPPSPA 

RFATWSHYRLRDHGDHTRPVDLPT 

SQFT1LL 

2410 

7907 

A 

2615 

1740 

1862 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 

2411 

7908 

A 

2616 

1174 

1354 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPLRPAGLFKH 
SPGLYSQPILT 

2412 

7909 

A 

2617 

2271 

2393 

FFVLLVETGFHRVSQDGLDLLTS* S 
AHLGLPKCWDYRHEPP 

2413 

7910 

A 

2618 

1029 

1197 

FFFFFFFFFGFLVETGFHRVSQDSLD 
LLTS* SSRLGLPKC WDYRHEPPRPA 
EEGI 

2414 

7911 

A 

2619 

402 

990 


2415 

7912 

A 

2620 

1326 

1716 

KAKKKKRLFFFCIFLCFLWGLPASL 

LEPGNVWKHLVWNSLHWSTARVL 

SSPHLTSCNSWQKHPEHPKGAPKN 

HLKAGCSGSCL*SQHFGRLRQEDGL 

RQGV*GCSKP*LHHCTPAWDKHLL 

KNSNNSNH 

2416 

7913 

A 

2621 

148 

420 

LSLSLCRFLGRFCSGSSFSSIFVLFHF 
SFL*FMFSFSLETQKFKHTSCVCVC 
VCVCVCVT*RILSFG1K*SSIQI*AQH 
LINFIFLSEKWR 

2417 

7914 

A 

2622 

565 

916 

VPRARTQHSREKGRAGAWFGLHY 
QGSIICGSNSTW*NPPQRGPKLLVRL 
MS*GHCPPSSTQSGSTTTGKEEVKS 
SSGSDVALALYNDYFSLFCSSSVSKI 
KREPQL YKQTERETG HT 

2418 

7915 

A 

2623 

1132 

1245 

KWHLGKIQNYSTGKCNRIYIYIYI*I 
YLF*CHLSIGNC 

.2419 

7916 

A 

2624 

209 

326 


2420 

7917 

A 

2625 

808 

1010 

EETEGRARWLTPVNPNTLGGRGRW 
IT*GREFETSLTNKEKPPSLLKNAKK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^BnO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenW( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possibIe 
nucleotide insertion) 







KKKRKKEIKPGMVATCL 

2421 

7918 

A 

2626 

1602 

1940 

PSGNTSETSKGLM IRSHTRLFEDIKG 

VNHRSSQLFQKKPKNRDRIFQERYV 

RSLLSK*VHPCDICKRPTSFLTTL*Q 

QKHHHF*QKALENIKEEQTDKLILS 

CKRVLPFVKK 

2422 

7919 

A 

2627 

2565 

2748 

KSLKLGMSLKIKFIFLIKGHLGFPHF 
LKICPKTNS1FNTHVS*YIYVCVYIY 
VYTYTHIY 

2423 

7920 

A 

2628 

• 

1032 

1292 

MY1PLNNGTVGVDSQMHLDVQIDY 
RVLFSYDDWCRNV*FGWAFTSCLP 
LHGNIGGFFKMCVSYFFWEGELFSS 
VYFLESSYRKPNL 

2424 

7921 

A 

2629 

1640 

1815 

NSKGESSAPLFLPDSHLEKRKSYGT 
HPLYISLLKNYEK*NNSNLKAVIFK 
ALLKNKQT 

2425 

7922 

A 

2630 

1089 

1226 

IQIQNKLKKECPSWVW*HMPVISAT 
QEGEVGRSLQPRSLRSAWAT 

2426 

7923 

A 

2631 

197 

430 

SSFLLVYFFIFYFILFFETESRSVSRLE 
YSGAISAHCCLRFLGSSDSSCLSYSE 
G*GGSIDRAQEVKAAASCRTTAL 

2427 

7924 

A 

2632 

343 

596 ' 

GYSLLYIQKQPTPLKTKAR1GCSYY 
VNCIFLWNFWKAHTSCFPLCSFVGD 
FMYICCLERNPEVGSAQ*DNGKQM 
PCYYRAASEG 

2428 

7925 

A 

2633 

1143 

1553 

QCRRVPRGKRLELGVHSSTG*QAPL 

LPSASATSSGFLADRRVGTGLRTPL 

RSRRSAGPYLARPASSAARGPPVGR 

RGPPWGWAASAAISARSSPPSAAGS 

GPDWRRPGKRHSPRPTAAASAHTS 

PSQSPAIAPAGGR 

2429 

7926 

A 

2634 

158 

585 

ALTWVHLSSVSFFFPDLKLTPSRSPP 

ANPSTQQPPHPPHPAPKP*WEAGRI 

AAS*LPSKAGSWKPLLVNPKAKLW 

SHVGRMEGDLQCPLCLWLHLPILW 

FFGGSCFPQTEHSPVQSPDGLIIAWN 

CPASDAGIKDCLPKYFC 

2430 

7927 

A 

2635 

1348 

1540 

SCCWACE*QCNWYVYISVCACVYT 
YIC1STHIYIYTY1HVHLMGYVKIKQ 
LFNACDSMEHLQAH 

2431 

7928 

A 

2636 

263 

615 

LNVSEGNIWVKLCHELQHGPLNSSP 

FLILLSHSEKINRASIMLKRKYKLIN 

NYILSAFNPPPGKIHTHTHIHTHTHT 

HTHTESQKVKST*EIT*IFPQQYTNL 

CQREEHCYFLSHSE 

2432 

7929 

A 

2637 

270 

665 

KLGKVAHVPYCQPARTLAPRLALS 

EGSFRATCPG*ELSGLRCSPICCPPRS 

PPALPLCPLKTKLPKC*KTQTYPGS 

GF*PSHPSCKSGPKPLMGCPTPGGG 

QVDEWIVIYNKIYGRNTGLRRLHRP 

LYQFK 

2433 

7930 

A 

2638 

54 

311 

SQHFRRPRQVHHLRSGVRDQPGQH 
GEMPSLLKIQKLAGHGATHL*SQLL 
GRLRQENHLNLGGRGCSEPEIVPLH 
FSLGKQSEALS 

2434 

7931 

A 

2639 

26 

229 

CRMTMSRLVTMGVAVFLVVCERC 
DAVCPSGQSPPSP\PWASPPECCRDH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^PDNO: 

inUSSN 

U5V77U,I6U 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqireme ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







ICPHPVGPPGPPSLALPAW 

2435 

7932 

A 

2640 

133 

586 

THVMLCAQVGSHHPALPWASPPEC 

CRDHICPHPVGPPGPPSLALPAWDT 

HTHTHTHTHTHARTRATHTAHILPS 

HAVFYPFDVQSGSLAGSPYPRGGG 

GGWFLGGAKKGRECPGG*MGGPP 

MTPSSFQKQLLLPPSQGPTPKPPEGG 

PCLQ 

2436 

7933 

A 

2641 

186 

609 

RVGHHPPSVRHPHQGHPGWLRDPV 
QLHLWSSCVAFPPGGAPAGLPPSDQ 
DPGPPLAISPTHWPPPCGQPCKTIAA 
HGNGHTRTGGR*RPRRL*SRPAEWP 
SAPKGRSGGLPGSFQEPADSYPGCG 
TWCSSACKGRQPSYS 

2437 

7934 

A 

2642 

989 

1790 

NYTPFLPCSASAQEFCELWGRPLVV 

FCYFYFQPPLAVEPFNVIVICCWVR 

VKVGPGAFPRGLRRDVQRADFSRS 

SEGLLMGWVRDFDNHQSTCALDPF 

SGGIGSLLVPGGSDLQIGCFQKSFQA 

LIEN*CLNRHNSLG*TPKRSIKILWA 

E*ISRAGLCNSSPEHPACGHPPPR*G 

QWEAGPTAARTCFSPPTSNPPPNSG 

PQAHEAQVSGDHSHIGGS*GSPSPPL 

AYNLSTRKAQPKCGKKCMVLPSTC 

KNCTY CKPFAL WNCMP 

2438 

7935 

A 

2643 

92 

330 

RQVCLPPSERNVASLRTPHPRRGAQ 
KSQEGPPGRQSPSELKSRYWCVENS 
TWVSRAPQGTGWPGWALPFPHQG* 
GWLGP 

2439 

7936 

A 

2644 

1137 

1290 

HGQINQMEVNLPMDRKV*THTHTH 
THTHTHTHTHSSTSCPYTLKRNKVK 
S 

2440 

7937 

A 

2645 

96 

357 


2441 

7938 

A 

2646 

2648 

2953 

DWGYLPFKTLTYPGMVCHCLPLKS 

FPLFFPPLFSK*WMGPKLYPPKPHL 

YQNISPQYLCQKTPQTKMPILKKGV 

FFPFRM*APQESGTNVFCMFLLCPS 

TL 

2442 

7939 

A 

2647 

201 

377 

QTVFVKLCVYTHIYN*VYMLIHI*A 
PLSVY*IYAYI*AHILSYIYVHLVIYI 
TEKYDF 

2443 

7940 

A 

2648 

1917 

2056 

QSHAKEWIFLLTCFIF*KLLRNIYIYI 
YIYTHTHAYIYIYIYIYFQ 

2444 

7941 

A 

2649 

246 

717 

KRQSEEGVFSCCQGWNESLLLKSK 

VLEYP*FLHFPSFSFDLYLFNYVFIY 

LFIYFCSIQSQTQSKAERAYIYIYLY 

MCCRQNTVNFTTTTTKQLFCHLNIH 

LRRRNEKRWGCHFLVYAFEARSMF 

IYFFSLCINENDPEWRLAERSMYWS 

KHHKSC 

2445 

7942 

A 

2650 

191 

657 

SGGERRNSSAPSAMSPSGSATTSPG 

T*PRIIDSERTPAFHARASTVKPPAGI 

NTREHPPLPCTPKPCTKTHTFTAPPP 

PQRCTHTSSPPRNLIQIFTRDTHPPPT 

HTHRHTHTQEPG WWSFDWVGCLR 

GFSFECTHFHFPQNKGTFFKMSYIA 

TY 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB«R>NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeHW^ X=Unknown; *=Stop 
codon; A=possible nucleotide deletion; \=possible 
nucleotide insertion) 

2446 

7943 

A 

2651 

1108 

1282 

PPLWAPAPAILFLQERKRGNDPNW 

DARRGN*TKNKNKNKNKNKKTETL 

LRRPVFGAAN 

2447 

7944 

A 

2652 

2 

479 

F1IAHPDTVLGELSYFVTEKMISIHLE 

CSCNVWRVLYYGFNLYIIYIRYIICN 

YIS*YILYIK*YT*VFF*TMGVYYKIN 

NNMQTVVPVYLNYIQVCCY*QIYL 

TFIYYGSHFLIELRNY*TRMHMLLYI 

DLLPVFTLPLPFMLSMMLNMGGIFN 

GPNF 

2448 

7945 

A 

2653 

341 

622 

YQNRLFPNQCFTCLLVWLWDSPAP 
PPRPWQPPPQGFAHT*DRKEEGDPI 
GIWAPEGKSCTPKPPPPSLPRTSPGW 
KRALQKGDTGCPGPSTAST 

2449 

7946 

A 

2654 

597 

785 

NNSPSQ*CHFGTDSIICILKQRLGAV 
AYACTLSTLGG*GGRIA*AQEFEAS 
LGNIVRPCLYI 

2450 

7947 

A 

2655 

237 

656 

RGQGWVGDSSQGRGGAKEGLLPSH 

GLPTPNPIHPTSPIPPENYVQRNTEK 

SWSWREGGRWKEIGRGRMRGKPSP 

VLPPPGDRVMEGGPPTPLLQHRSPH 

PGGERHGFS*SKFPPPPGSRPQKERR 

KGQRGMCVRVGQ1N 

2451 

7948 

A 

2656 

109 

290 

NKLLNI YMD* *IICQILLKLYLVPIKL 
MDTVYMSIYLSLELCFVISPFLLTGI 
YLNLYIY 

2452 

7949 

A 

2657 

122 

359 


2453 

7950 

C 

2658 

133 

315 

MQWLYIATLIPPFFWTQRKGTFSGK 
SQLILDFLQGALAILSPPDPHPGILHR 
SLWAHLPA* 

2454 

7951 

A 

2659 

1399 

1644 

CERGLPGPFSPMAHQG*TRAGDTG 
QPASSLPLGLTAGPYFPPSGCLGPFT 
LDGCGLSPPPLYLPVFFPGGLLKSSR 
PLSCLN 

2455 

* 

7952 

A 

2660 

592 

943 

RTGCGQTLTVSHPDQARHWPGPGF 
ALILLYYPAQGFHHLLPEAGPEGRG 
SLLTEEGSREANSRSSLISAAQLPPA 
APPQGLGV*MQESSRWGGKGRSKG 
SLPINLGLNSKLKKTTPP 

2456 

7953 

A 

2661 

181 

401 


2457 

7954 

A 

2662 

1163 

1457 

HPRICWHHSDLHTITKTSHST*SESQ 
NPHSESPGPRGCEPPGPRGSEPPSLL 
♦LSLPPPLPFAFCSSCPGLMAGFPPK 
QALSITGPFSPSVALWLGHC 

2458 

7955 

C 

2663 

275 

327 

MPFRLSQDCHHSAGAQQ* 

2459 

7956 

A 

2664 

70 

191 

DLLQKPQV*DPSRTECVSM*CFLSPP 
*AETTSILPCFPRI 

2460 

7957 

A 

2665 

40 

142 

THIHILGFLI*G*GLAMLPSLVSNSW 

AQVILLPQHPKVLQLQAGSTVNQPA 

HRC 

2461 

7958 

A 

2666 

479 

722 

YCIIIFLGGFFCCCSQHILNVFLCLAS 
FFE*MISQL*KILLGLGAVAYACNPS 
TLGV*GGRIT*GKKFKTSLGNIVRA 
HLC 

2462 

7959 

A 

2667 

265 

518 

VKTVFLSGLDPLSLNENNMVLIMTS 
IV1FSHPLHFRFETLIGEWPFLNILLG 
QV*WLTPLIPGLWEAKVGGSLEPRS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO; of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S«DNO: 

in USSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequuffi ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







LRTAWET 

2463 

7960 

A 

2668 

626 

695 

GPAARARPGKGIRPFRLL**HHFGCS 
LWMGWKMGSQCRSPVESIPLGRAR 
WLTLVIPVLREAEAGGSLEPRGSIPG 
WATRVRPRLYIEKKKKK 

2464 

7961 

A 

2669 

66 

610 

TNNGSKSFCLKEHRGSCGCCSSKDF 
GVPQRLVLGLVLLEDLILGELQVLA 
FGALSGSISIFPSIPPHSAIIKKNSHLR 
KIPPVPPRQPFRRVWTSGPPAPRASF 
PSFCFSPPLAPRPPGLRTRPPPS*APA 
APQSRRCTGGPARCPPRGVPRSQPE 
*TPCKKNFLMEKISYDFHSQRSSED 

2465 

7962 

A 

2670 

1077 

1598 

YVCHTSLYTSKSAHSSPWKFSWDV 

NPTPLAIHVTTSKTVSFHTEEVRVW 

SVHSTLKRFGFGAGGGE*GISEKGG 

HMAQTGTSRRPIPAGRDPGPGRPGL 

LAEYRRPGEEAEAVAPEPEDPH*CH 

HQHTGGPQAPSAQVKVQSSPRRPH 

QLPVSVSPWIPGGCRGPITTGVGTS 

2466 

7963 

C 

2671 

40 

180 

MSFEAEIVLSPDRTTALHPGLQ1ETL 
SHIIIIILILST1SFHQLLH* 

2467 

7964 

A 

2672 

1818 

2154 

PTPVFVPSLFPSHKHLPQALCGLCG 

LMSMATKGLSPYTSPLNLWRDTDH 

QRLDFSSSYIIFKTNRLGAVAHTCDP 

STLGG*AGKIV*G*EFETSPCKKRDL 

VSKIIFKKEQK 

2468 

7965 

A 

2673 

137 

1610 

EENIKSYKEYKCHNLYVIRKELLGG 
GAVAHACNPSTLGLQV*AIPQKIKK 
YLNFKL 

2469 

7966 

A 

2674 

1 

490 

GNRSRARRLASSPGSAAAAYRRPLP 

AGPSVYPQHERPCASTARRATGFRE 

IKVPSKSEVTRILDGKRIQYQLVDIS 

QDNALRDEMRALAEQPQGHPTPDL 

STGDQYCGDYELLSWRLWKQNNA 

AGVS*KLGLKSSPVPEFPLAGTPITN 

TPPQPFNLANERTF 

2470 

7967 

A 

2677 

2 

215 


2471 

7968 

B 

2678 

63 

203. 

SFRRPMASASTHPAALSAEQAKVV 
LAEVIQAFSAPENAVRMDEAPG* 

2472 

7969 

A 

2679 

433 

895 

VFHLPSAEPRASDALMASASTPNRR 

PLSAEQAKWVLAEVIQGVSPPRRIA 

VAHGTKAR\DNAC\ND\MGKMLQF\ 

VLP\VATPRSQQEVIK\AYGFQLPTG 

EGVP*SFAPIWSSSYEA\QD\PEIRQA 

LSGKLEGACFCRP*TLPTPWGLLVG 

GSVAAS 

2473 

7970 

A 

2680 

235 

442 

RPTFFY1PFKISKIKPSKIST*RPPSLL 
VG*KSKEKASTQKCLTKIPVPSANL 
KDFLPKHDTEKRELRH 

2474 

7971 

A 

2681 

199 

1061 

RRSEPKGWNRATAFPPKVGCGCVW 

EKTGMGDQNPEETALPSSLHVSISQ 

RSPRSTQASPPTRGHPVQPRRVYTP 

FKAGRPRRQKQVTHG QTAATLQ VE 

*ATLPTNT*TSTTRAPCENQRGGKQ 

RSGWLRATKPHTAERRPSLNRPLTP 

TEPNCKTTELKSYSLQSKTWRNKS* 

VKTCRSKG**VMER*WSGKHSVKI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tidc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

H^PDNO: 

inUSSN 

Oy/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid or 
peptide 
sequence 

Amino aciu sequwmr ( x=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







VSTFPPSPRGSSSRLKPEARVARKY 
GPSPQLKPRRWRERKHGKPREMGR 
SEKSESLEWDRSLPVLRMVDGFSPG 
KQNRNGQRGRAQSMAW 

2475 

7972 

A 

2682 

415 

575 

ISGWGVGGSCL*SQHFGRTRQEDHL 

NLGVRDQPGQHSENKVSIKKKKRN 

VISI 

2476 

7973 

A 

2683 

457 

549 

VSTGNKV VPGQKVKAICI* *KVLLK 

MQIAFTFCPGTTLLPVDT*NKVTHL 

NECNILASLWWLKHDLVFQLLATW 

LHFNLRSISSENASAPSYCPTEGVAT 

LSKPIFNYFPHFIPFLHFSHMTLS*PY 

LAFFLPSPCNSKRNLDSHMVAIEAN 

RCLAN*NKNYDL*TADVSSFQNILQ 

FIVNHKIKLPT 

2477 

7974 

A 

2684 

291 

364 

RLKL*SPHLSRSYFEKSKEQLASRTP 
TGQS 

2478 

7975 

A 

2685 

2 

361 

TETLARPPSPLVTNMKLLAETVVLlir 

TICSLEGALVRRQAKEPCVESLVSQ 

YFQTVTDYGKDLMEKVKSPELQAE 

AKSYFEKSKEQL\TPLIQEGLGTGT 

WFNFFELFSVGTLGTTAWPPS 

2479 

7976 

A 

2686 

425 

678 

LLGAISWELWGTQPCHPVEGVPGPF 
GLSNPQAGAFREQPTGPVP*SSSFEK 
SKEQLTPLIKKAGTELVNFLSYFVEL 
GTQPATQ 

2480 

7977 

A 

2687 

64 

287 

RQMALLKANKDLISAGLKEFSVLL 
NQQVFNDPLVSEEDMATWEHSMN 
♦YMSYYSLQATGEPQDLRPCCSCAL 
L 

2481 

7978 

A 

2688 

983 

1386 

QEVRYRKVETLRCLLFSSCLVPVCA 

ASPVSRPGCRFLRSSLHWPTGRLVF 

RQRGETFLVPEKTVLRGVASAPAQ 

KAAGRTPVPGRPRDARLRADARS*S 

C*RAARPRRGASGAVGARCGPRPG 

FPFLRSGGIFV 

2482 

7979 

A 

2689 

473 

706 

NLTLASKISLKYCKQYLWILFRKRL 
WPGVVAHVCNPRTLGGRGGQTT*T 
QEFETILGNMVKPISTKYQKKKKKK 
RAAA 

2483 

7980 

A 

2690 

1400 

1600 

VGGGSGRSSKFPPLP*CPPPSCCSLPI 
SSPPPCLSTPGPSLLHVSKGTRRISRL 
LDKRISKRFTNH 

2484 

7981 

A 

2691 

6133 

7646 

YMLFLFLSTKGWTVIQNRQDGSVD 

FGRKWDPYKQGFGNVATNTDGKN 

YCGLPGNEQACKIKSFYLKWDFF*L 

KNIHCWKPVLGS*EEFPDKNVEAK 

DKGRKAVFSFPKFYFW*EILFCFSFR 

VEYWLGNDKISQLTRMGPTELLIEM 

EDWKGDKVKAHYGGFTVQNEANK 

YQISVN\KYRGT\AGNALMDGAS\H 

LMG\ENRDHDPFHNGHGSFQPPYD\ 

RDVNDGWYVWHSLLLL*KSH*YHY 

SESLTIFLIATTSWALTVSHCPKLFM 

HHSKAFQL*GRHSYSHFTDE1*RDY 

VICPMSHNYPEIKLEFEHSYFLNNEH 

LDKYLYLY1LKCV*KLSFSFPGFSDT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 

sequence 

Me 

the 
(j 

: S^Pb NO: 

i in USSN 

A0/77ft 1<Cft 
\MJI f /VflDV 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequin ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KGCKSYYSSIK*QTQSLDGLPQRPS 

YLSFLL*GTGGLWCISVTLCIAPKGK 

TTVHTSVAVFYG*SAKRNLTTVVLF 

LITPNTFSFRLTSDPRKQCSKEDGGG 

WWYNRCHAANPNGRYYWGGQYT 

WDMAKHGTDDGVVWMNWKGSW 

YSMRKMSMKIRPFFPQQ 

2485 

7982 

A 

2692 

711 

865 

VTMKTFSLRHKACGQVKNTELTI*Q 

PN\SSIQPTSHYYPHCQPNTGMLIRK 
G 

2486 

7983 

A 

2693 

26 

351 

ASLPDVTNMKLRAATVLLLTICSLE 

GALNRTQATDPCSENLCSQYFQTVT 

DYGKDLMEKDMSPELQAEAKSYFE 

NSKEQLTPLITKAVT*LGNFLSYFV* 

LGIQPASQ 

2487 

7984 

C 

2694 

10 

123 

MSTDRHQGQRRWLGRPPHCYQHE 
AARSNCATPHHLQP* 

2488 

7985 

A 

2695 

6 

409 

FCPALSSSTALFFLRGLWFRGKRLG 

STDLTLHKPFNLTQPQFLHWYEMG 

ESHIDPKMLKPESGRSKSLFPSAAFL 

DLQSSFLPSFLVVFPPPLSGSCRSLSL 

PSGTNPLLQLVPLPPSILLPLSTVLF* 

RATKG 

2489 

7986 

A 

2696 

736 

927 

SVAHSSCVSHTHMHTLLGRRATINC 
LFRNGRGQVQWLTSAVPALRKADV 
GG*LEPRSSRPAWAT 

2490 

7987 

A 

2697 

2 

251 

FFLKPCLQTVATSGGCNFWPQAIFL 
SWPPNSISYRTQPTIFFQYNINILQAL 
A*FTLFACNPSSLGG*G*WIMWPRS 
RHCTPV 

2491 

7988 

A 

2698 

1278 

1515 

SMVIRIMKVNHPEMGLLTKRAKRS 
LNEMLNVDGKSGGYILGAVAHTCN 
PSALGGRGGWIT*GQEFKTSLSNME 
KPLLY 

2492 

7989 

A 

2699 

139 

260 


2493 

7990 

A 

2700 

268 

388 


2494 

7991 

A 

2701 

233 

400 

HFLRAKVSVTQARVQWLDNGSLQP 

PTSMLK*SSYLSLSKCWDYRHVPM 

APRHFNK 

2495 

7992 

A 

2702 

602 

758 

IICLSVI*NPRYTLGTVAHTCNPSTFG 

G*GTWNS*GQKFETSLTNMAKLCF 

Y 

2496 

7993 

A 

2703 

379 

1160 

LVDMQLWPPVFHENKCCLGPPPQT 

TH*RPAPAVPTPQAGPGTQGLATAS 

SVSMLCSDKLFPSSDQPRV*PGDAE 

LSVLGVGRSSRKESPDDQAPPLPVIC 

ELSFARVGGAPGEPLQRPWLS*TP 

GTLWSKEIA*LQAVLGQY*HEGCAT 

IMPADP*GRPGPENSGSVTAQGQPL 

PGRP*NRTHLFFVPHPGQAASQSQS 

SSSPP*QSERRA*IVSPNSGQRYFFPE 

TEARRQ*GEPRGEGGGDLPQPFQPV 

LLAALVH1 

2497 

7994 

A 

2704 

178 

412 

LLHSSLGHVARLPTLQNMKTLARD 
GSVCFQSHLLGRLRQEDHGCSKP*L 
HHCTPAWVTEQDPILLKTEIGIPVCS 
FKR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO; of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,I<»0 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeHWfX=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2498 

7995 

A 

2705 

67 

398 

ISLTLGRHHGKINVYFLYLKMQG*Y 

FCCTFVSVVNCSDCLSGHSRRKTEG 

DKVRKEKQEA*AWCKTCETTLKTF 

PILLFTKKQAGHITPLMLPFLILHTV 

VTPYFNLEAD 

2499 

7996 

A 

2706 

264 

* 

612 

KHFSYNFFSFSFFLEGGGRVLLCPSG 
WSLAQCSLQLLGSSNPPTLAS*VAG 
TTGVCQRAWLILKFFCRDRVSLCCP 
GWSGNS*LQMILSPRPPKILGFQASA 
TALGPLTPFCLIV 

2500 

7997 

A 

2707 

179 

472 


2501 

7998 

A 

2708 

498 

849 

GSLLSRAPIPYPLNWVSFFIPEVRTPP 
DIHTIGSEFPRFLKYLKPTREKILVPA 
LSPPVQPGPSVPFPLPLSQDSSGQAK 
APWPSSLMH*PGALPLRTTSTQKCD 
SPSEQTSDASG 

2502 

7999 

A 

2709 

768 

1073 

GVETGFDLIAFEDLHAVPRDSGISLF 
LQATSAPPPPGTARPHQESPLASHK* 
QARQAPEPLGYA*ARQAQRMEATK 
ARPRPKS SG ARVGREPTC SKP APRR 

2503 

8000 

A 

2710 

5451 

5678 


2504 

8001 

A 

2711 

396 

687 

TFCPRCGCPSGLAMRLFLSLPVLVV 
VLSIVLEGPAPA*GAPEVSNPFDGLE 
ELGKTLEDYTREFINRITQSELPAKM 
WDWFSETFRKVKEKLKTDS 

2505 

8002 

A 

2712 

1 

93 

LPKRWNSCHEPLVPLFSPLLVNAVL 

GVLGSK*GKKIKDNEIGEElKLSLFA 

YEMILFWLL*NPYS*PKNFTVKLL 

YQSLRK* SDTRLKSTI YLYTSNKLK 

LRELYSE*PKRWNSCHEPLVPLFSPL 

LVNAVLGVLGSK 

2506 

8003 

A 

2713 

376 

469 

NQLPGPERWLTPVIPTLWEARA*GL 
FEPRSL 

2507 

8004 

A 

2714 

715 

1050 


2508 

8005 

A 

2715 

404 

559 

VNIFHFKTFYLGPGAVAHTCNPSTL 

GG*GGQIT*GQEFKTSLANMMEPHL 

Y 

2509 

8006 

A 

2716 

3 

180 

FFFIGVLTLLPRLECSGAITAHCSLD 

LLGPGVYTT*TLQVLGITGVCHHGQ 

LIYFYFL 

2510 

8007 

A 

2717 

1825 

1958 

LWTISVFWKAGVPLPC*QSPRWTKS 
ECLSFTPMFLNKSNFKKRI 

2511 

8008 

C 

2718 

23 

349 

MPGRGSTAQRGFSKRYSRSGARSL 
CSLFLFLAKSLSRAMTSFSNISGAGL 
ASKKNAVFQHSPLSALffiQAGSFGF 
YGFISSLLPWRQRDFNHVLLGICWA , 
VTSVEASE* 

2512 

8009 

A 

2719 

41 

298 

ASKVICQQRWHAGFAWLLSLEASL 
PREGTAGEAVVLAHCLSPSVLKEKR 
QPAVRAVRKASRPP*ILQRHSRQNE 
GHRQEWCGHTA 

2513 

8010 

A 

2720 

277 

651 

KPSRARLLYESKKEGEMLENCQFFL 

CLFAKEHLQAH*QKSS*TSMDRLIN 

EPSNDWDIYYWGHRS*TSPRNIWK 

MKSWALLERLCLKTKTKRQRLRGP 

SFWSTSLEKPRWSCAPRPGHGGSVC 

GW 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SEQilV! 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence^^PBn known; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 

2514 

8011 

A 

2721 

76 

185 

VWQCLPLYPLPNTLRAVAFRFLAIG 
YAFPLSCLCALWIFPQNLTSLVTDY 
*FGWSK*DPQ*FVICLCVCVCVCVC 
VCVISKLCSSTDSSR 

2515 

8012 

A 

2722 

1685 

2124 


2516 

8013 

C 

2723 

299 

577 

MFCFDQSSLGSIVLESWITVKPLTLI 
SSTLMRRDDNFICCHAGRLFLLTVP 
YRWHTLSGVALFPGPCCGIFFCHSG 
FQCGRLLPYRVHAPQG* 

2517 

8014 

A 

2724 

14 

213 

VDMGSHRVSQDGLELMTP*SARLS 
LPKCWDYRRDTPRLALLVLLNLPV 
PLGASHVGHCLLRSYFCS 

2518 

8015 

A 

2725 

1169 

1404 

SFLYFNGLMNFRPGQAFEDSHEFKY 
KY*K*ARL*1AHTCNPSILENQGGQI 
P*AQVFETSLDHTPRPCIYPPKKKKK 
K 

2519 

8016 

A 

2726 

44 

417 

CGCGLGEICLSHGVAQHNRGSNCQ 
KALFNAEPKCASSSSSGKGG/TILVP 
PAGGKGPNLI* WNPGPPG ARGFPGL 
TPPRGGKKGRAQPPPENLVF*EKTG 
FPIVQRGGLKPPPGPPKGGE*RGGPP 

2520 

8017 

A 

2727 

624 

1023 

CWLWSRGILPAPWSCAAQPWLQLP 

EGSF*C*TKMCSSSSSPKREFPFGPP 

AGRQGPQSNKREPPAPRVKGIPPPPP 

PKTGEKEDGPTTPINLGFPSSSRVPP 

VTGGGYKPPPRPPKGGEKTGGTPGT 

HHRAL 

2521 

8018 

A 

2728 

36 

211 

KTKNISQL* WHTPIV AATWEARAR 

GSPEPRSLRPAVSLQTAPTALQPSRL 

EMFVRRYP 

2522 

8019 

A 

2729 

640 

898 

VLLTCLVCLVSSKTKPNITKQHTKI 
KFPQSSRARWLTPV1PKFWEA*AGG 
SPEVRSLRPAAGLEFLVSHLGPRKC 
WDYRHKPPCLA 

2523 

8020 

A 

2730 

707 

1164 

SCIFLNQVFNKNLYFLFFK1KNNLYF 

LCCMRILICAYNG*RFYLCGMK*GL 

*SWF*CFSLPSLFTAVKFIKCFSWF 

CSLSFTGYFFMYTFRIFCLLYPVVQ 

MISYILQMPFQFLFSFS1KLPSCPNVQ 

FVSVCVCVCVCVNLIFKSARLPI 

2524 

8021 

C 

2731 

270 

371 

MQNLQCFRAFELLTHNSASELPLSA 
PVTYTEDD* 

2525 

8022 

A 

2732 

2553 

2764 

GIGPGWGIRPKRTRPRQVNSNVLKA 
QEWQAEYPGIFQRPYPSYEQSFPFP* 
TPPNPPIKTSFPPRNCNSP 

2526 

8023 

C 

2733 

25 

288 

MSKVQTWGRQKTSHTRLSLHTWK 
VAQRPGRGAPHLPDGVAARQRCSS 
LSTRCVCCHHVSPQPNLGWAASVG 
DHSQLACSHGPLQSPS* 

2527 

8024 

A 

2734 

1043 

1207 

NMMTTHTLKKVGTGGRARWAHTC 

NASTLGG*GWWIT*GQEFETSLAN 

MVKLHLY 

2528 

8025 

A 

2735 

74 

233 

MVTFNCFLNH*TVTKGFTRLIV 

2529 

8026 

A 

2736 

11 

151 

ICHDAVDRPR/CCRSAMTPWIDRDL 
PGRPTRPEPAVQRMISYDDKNRMG 
SDDVC1FLILE 

2530 

8027 

A 

2737 

214 

369 

QKDSPD*SCDCVLKENEISNLRCPIQ 


WO 01/79449 



PCT/US01/08656 


MISSING AT THE TIME OF PUBLICATION 


433 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
a 

SB^BNO: 

inUSSN 

09/770,1 60 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque^^ X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2554 

8051 

A 

2767 

108 

279 


2555 

8052 

A 

2768 

3 

314 

LLALVKEGPVPLFLLMKEREGVSSV 

RSLDTHGILSSTPPVHLPKTG/TEAS 

GSSWGPADPQDAEKSCRPTSPTLGG 

GVPACVRCACVLLCCHGALSLRAA 

SLFFL 

2556 

8053 

A 

2769 

1 

465 


2557 

8054 

A 

2770 

192 

400 


2558 

8055 

A 

2771 

1414 

1597 

SGVYKRCKGGGRFVFLECATSGLSL 
ISSNGLSWG/RLWGHGGCRLAGGWG 
GGGGGSGGGMALL 

2559 

8056 

A 

2772 

673 

988 


2560 

8057 

A 

2773 

749 

1169 


2561 

8058 

A 

2774 

2 

290 


2562 

8059 

A 

2775 

3 

520 

HERRVVAWAGRGFVCCARSSRSRV 

IFCSAPAGMAHKQI*YS\DKYFEE\H 

YEYRFVMLP\RELSKQVPKTHLMSE 

EEWRR\LGVQQK/SLGWVHY\MIHE 

P\EPHILLFR\RPLPKSSTKMKFISGIV 

KSCFKFNVYVVYKVVFQWNTWRN 

GYKSFHPYLCMSCILHSNRARVKC ' 

NCK 

2563 

8060 

A 

2776 

1134 

1312 


2564 

8061 

C 

2777 

49 

282 

MFVFLSSAGNMPVTCWCWEAPRC 
NQKCfDPAARRPDPQTXESQDRLR 
CAPCTXHQPLPLDTHNRTLVHNRL 
NIPQKL* 

2565 

8062 

A 

2778 

1 

306 


2566 

8063 

C 

2779 

54 

212 

MFVFLSSAGNMPVTCWCWEAPRC 

NQKCTDPAALIFLAPMPVQSDDSGK 

RQTG* 

2567 

8064 

A 

2780 

34 

308 


2568 

8065 

A 

L 2781 

35 

407 


2569 

8066 

A 

2782 

41 

360 


2570 

8067 

C 

2783 

105 

302 

MXNLKRLQISMKPAHSGVCPVTRX 
SEGLGGGRLGLCIXWLQRGASQHQ 
HVTGMFPAEDKKTNMKV* 

2571 

8068 

A 

2784 

3007 

3541 

KRVDYWGIKSSIICSTTLLPHRSGLC ' 

KYYFFFLSLSFKDSFWVIFFFCLSQR 

WKGERAKEKTTNNKENEAFPSGYQ 

NAPGEEGTVRGAPGAGSALRCGWR 

WRPP/SRCGWRWRPPAWR\LRCPRP 

ARRWVCKPGPPPPPPLPPPRRPWGP 

CSAGPGAGLTPSRASICSWQARRQS 

GSHLITLERKRVRR 

2572 

8069 

A 

2785 

272 

801 


2573 

8070 

A 

2786 

659 

842 


2574 

8071 

A 

2787 

156 

203 


2575 

8072 

A 

2788 

441 

785 


2576 

8073 

A 

2789 

2 

28 


2577 

8074 

A 

2790 

.5 

1049 

LRVAVLVAFKMSTKNFRVSDGDW1 

CPDKKCGNVNFARRTSCNRCGREK 

TTEAKMMKAGGTEIGKTLAEKSRG 

LFSANDWQCKTCSNVNWARRSEC 

NMCNTPKYAKLEERTGYGGGFNER 

ENVEYIEREESDGEYDEFGRKKKKY 

RGKAVGPASILKEVEDKESEGEEED 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequnlr( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







EDEDLSKYKLDEDEDEDDADLSKY 

NLDASEEEDSNKKKSNRRSRSKSRS 

SHSRSSSRSSSPSSSRSRSRSRSRSSS 

SSQSRSRSSSRERSRSRGSKSRSSSRS 

\TGALLPHEKDLIQVHHLLLRGTERE 

VVLDLLHLVIAKKDEQDHGHPKDA 

TGHHLDHPILVPVQVQKRN\NVLKF 

TS 

2578 

8075 

A 

2791 

971 

1106 


2579 

8076 

C 

2792 

291 

444 

MGCFFPNSWVRAGVLIPVPVICLSV 
RLTWGREAQRQGWVCRCSQNWVI 
FAP* 

2580 

8077 

A 

2793 

1 

672 


2581 

8078 

A 

2794 

1 

691 

MDFLLSWVHWSLALLLYLHHAKW 

SQAAPMAEGGGQNHHEVVKFMDV 

YQRSYCHPIETLVDIFQEYPDEIEYIF 

KPSCVPLMRCGGCCNDEGLECVPT 

EESNITMQIMRIKPHQGQHIGEMSFL 

QHNKCECRPKKDRARQENGSALAQ 

KRDNV\RSRQLPTSSRP*SRRWRSW 

STSRPAPVTPRASPLRATSSRPSSRT 

SASRSREASRPAWWWATTSWARSR 

AAAARTCC 

2582 . 

8079 

A 

2795 

312 

394 


2583 

8080 

A 

2796 

490 

2890 

PVALTDRQTDTAPSPSYHLLPGRRR 
TVDAAASRGQGPEPAPGGGVEGVG 
ARGVALKLFVQLLGCSRFGGAVVR 
AGEAEPSGAARSASSGREEPQPEEG 
EEEEEKEEERGPQWRLGARKPGSW 
TGEAAVCADSAPAARAPQALARAS 
GRGGRVARRGAEESGPPHSPSRRGS 
ASRAGPGRASETMNFLLSWVHWSL 
ALLLYLHHAKWSQAAPMAEGGGQ 
NHHEVVKFMDVYQRSYCHPIETLV 
DIFQEYPDEIEYIFKPSCVPLMRCGG 
CCNDEGLEOVVPTEESNIPMQIMRI 
' KPHQGQHIGEMSFLQPNKCECRPK 
KDRARQEKKSVRGKGKGQKRKRK 
KSRYKSWSVPCGPCSERRKHLFVQ 
DPQTCKCSCKNTDSRCKARQLELN 
ERTCRCDGSALAQKRDNVLFQAAT 
DEQPAVIKTLEKLVNIETGTGDAEGI 
AAAGNFLEAELKNLGFTVTRSKSA 
GLVVGDNIVGKIKGRGGKNLLLMS 
HMDTVYLKGILAKAPFRVEGDKAY 
GPGIADDKGGNAVILHTLKLLKEYG 
VRDYGTITVLFNTDEEKGSFGSRDLI 
QEEAKLADYVLSFEPTSAGDEKLSL 
GTSGIAYVQVQITGKASHAGAAPEL 
GVNALVEASDLVLRTMNIDDKAKN 
LRFQWTIAKAGQVSNIIPASATLNA 
DVRYARNEDFDAAMKTLEERAQQ 
KKLPEADVKVIVTRGRPAFNAGEG 
GKKLVDKAVAYYKEAGGTLGVEE 
RTGGGTDAAYAALSGKPVIESLGLP 
GFGYHSDKAEYVDISAIPRRLYMAA 
RLIMDLGAGKEFHHHHHHAS 

2584 

8081 

A 

2797 

326 

1280 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^lb NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcTJW( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 

2585 

8082 

A 

2798 

356 

518 


2586 

8083 

A 

2799 

27 

225 


2587 

8084 

A 

2800 

470 

754 


2588 

8085 

A 

2801 

707 

907 


2589 

8086 

A 

2802 

2 

502 

VLSPEEDKAT1TSLWAKVNVBNAG 

RKKPLGKAPLWLPPWYTPRGFLWN 

SFGKTLS/ASALLAPSMGKTPQKSK 

ATLAKKGA*TSLGEDA\IKAPLDDSP 

RATFCPSLSEL\HCDKL\HVDPENFK 

A/LLGNVLVTVLAIHFGKEFTPEV\Q 

ASWQKMVTGVA\SALA\SRYH 

2590 

8087 

A 

2803 

921 

1146 


2591 

8088 

A 

2804 

1170 

1482 


2592 

8089 

A 

2805 

1492 

1853 


2593 

8090 

A 

2806 

909 

1180 


2594 

8091 

A 

2807 

105 

248 

CTCSRVSHNAPRNSLVSMVFRMHH 
PPPLDTFRQ/PQPSFNL*YP*PNYP 

2595 

8092 

A 

2808 

662 

843 


2596 

8093 

A 

2809 

263 

408 


2597 

8094 

A 

2810 

701 

950 


2598 

8095 

A 

2812 

1426 

1525 


2599 

8096 

A 

2813 

1 

1416 


2600 

8097 

A 

2814 

108 

520 


2601 

8098 

A 

2815 

3 

201 

GRGLRSPDTVTQQRRRGRSPSAAER 
*PTRPGVLRALPAPA*GKHCPW\PRP 
GARRRPPSSPAARPCP 

2602 

8099 

A 

2816 

318 

428. 


2603 

8100 

A 

2817 

448 

647 


2604 

8101 

A 

2818 

42 

191 


2605 

8102 

A 

2819 

3 

452 


2606 

8103 

A 

2820 

25 

519 

EFHRLRENPPMVAVSCPTKTNVKA\ 

AWGNKVGAHAVRSMCAEALERMF 

LSFPTVTKTYFPHFDL\SHGF\AQV*G 

ATGKKVADALTNAVAHVDDMPN\ 

ALSALSDLHAHKLRV\DPVNF\KLLS 

H\CLLG*PWAAHLPRPSSTPGGCTPS 

LGTNFLGFLLKHRCLNLPNNL 

2607 

8104 

A 

2821 

270 

453 


2608 

8105 

A 

2822 

115 

427 


2609 

8106 

A 

2823 

1 

1656 


2610 

8107 

A 

2824 

1 

1188 


2611 

8108 

A 

2825 

1091 

1764 

SIAYQPKRVQDQTDSQPILPELISNF 

SKVSGYKIN/AKKSQAFLYTNNRQT 

ESQIMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTKKWK 

NIPCSWVGRINIVKMAILPKVIYRFN 

AIPIKLPMPFFTELEKTTLKF1WNQK 

RVRIAKSILSQKNKAGGVTLPDFKL 

YYKATVTKTAWYWYQNSMVLVPK 

QRYRSMEQNRALRNNAAYLQLSDL 

2612 

8109 

A 

2826 

1 

1449 


2613 

8110 

A 

2827 

2 

1675 


2614 

8111 

A 

2828 

301 

453 


2615 

8112 

A 

2829 

1 

2139 


2616 

8113 

A 

2830 

83 

1257 

WQQTAVVDGGLKRLSLLNCRDGD 
CPSPQEPGPNSGRFQPAATDWLEFQ 
ARRRMKLKAIILSKLTQEQKTKHH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque^T( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







MFSLISGS* KMRIHGHK/VGEHHSPG 

PVEGVSMPTESQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENYKPLLNE 

IKEDTNKWKNIPCSWVGRINIVKMA 

ILPKGIYRFNAIPIKLPMTFFTELEKT 

TLKFIWNQKRARIAKSILSQKNKAG 

GITLPNFKLYYKATVTKTAWYWYQ 

NRDIDQWKRTEPSEIMPHIYNYLIFD 

KPEKDKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTPYTKINSRWIKD 

LNVRFKTIKTLEENLGITMRDIGMG 

KDFMSKTPKAMATKAKIDKWDLIK 

LKCFCTAKETTIRVNRQPTK 

2617 

8114 

A 

2831 

1 

1383 


2618 

8115 

A 

2832 

2 

153 


2619 

8116 

A 

2833 

1 

2436 


2620 

8117 

A 

2834 

1569 

1835 


2621 

8118 

A 

2835 

933 

2812 


2622 

8119 

A 

2836 

56 

1692 

KSKSKQHSKASRRQEITKIRAELKEI 

EIQKTLQKINESRSWFFERINKIDRP 

LARLIKKKREKNLIDAIKTDKGDITT 

NPTEIQTTIREYYKHLYANKLENRE 

EMDKFLDTYTLPRLNEEEVESLNTP 

ITGSEIVAIINSLPTKKSPGPDGFTAE 

LYQRYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASIILIPKPGRDTTKKENFRP 

ISLMNIDAKILNKILAKGIQQHIKKLI 

HHDQVGFIPGMQGRFNIRKSINVIQ 

HINRTKDKNHMIISIDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYFKIIRAIYDK 

PTAS1ILNGQKLEAFRLKTGTRQGCP 

LSPLLFNIVFEILARAIRQEKEIKGIQ 

LGKEEVKLS\LFADDMIVYVENPLP 

SQPQNLL*GWLSNFSK/MSSGYK1Y 

K1DVQKS\QAFLYTNNRQTESQIMSE 

LPRTIASKRIKYLGIHLTRDVKDL\F 

KETYKPLLNEIKNEDTNKWKNIPCS 

WVGRINIVK\MAILPKVN\YRFNAIPI 

KLPMTVFTELEKNYFKVHMEPKKE 

PALPSQS 

2623 

8120 

A 

2837 » 

2 

433 


2624 

8121 

A 

2838 

371 

452 


2625 

8122 

A 

2839 

307 

497 


2626 

8123 

A 

2840 

95 

314 


2627 

8124 

A 

2842 

2 

311 


2628 

8125 

A 

2843 

1 

602 


2629 

8126 

A 

2845 

571 

690 

CQQGFSFLQAYGPAQHAISVMRKFK 
AKYPDYEVTWANDGY 

2630 

8127 

A 

2846 

130 

943 


2631 

8128 

A 

2847 

45 

405 

GIPGRRNMAVADLDLIPDV\DIDSD 

GVFKYVLIPSPLGIPAPGIRPAESKEI 

VRGYKWA\GHHADIYDKSVGATCR 

KQGLRTVSILGGGRIS/HTKSPGQER 

FTVY\GYSMGLWSCPRTPIST 

2632 

8129 

A 

2848 

1340 

1504 


2633 

8130 

A 

2849 

3 

200 

GSCACAGSCKCKKCKCTSCKKSEC 
GAISRNLGLWLR\CCSCCPLGCAKC 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleotide 

oCIJllCIII-C 

SEQ ID 
NO: or 
peptide 

Me 
tho 
d 

SB^TDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
ammo nuu oi 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







AQGCICKGASEKCSCCA 

2634 

8131 

B 

2850 

1 

384 

MWESVELPRDLLSGFAQNADSDMD 

NKVQVSDGDKELVGNWSKEKELPT 

VALHHALHVFHWLFSSRLGTPVSPR 

VAMEPKWSCEAGCCSCCPVGCAKC 

AQVLRLQRGIGEVQLLCLMWEQLF 

SQNCNT* 

2635 

8132 

A 

2851 

1 

2880 


2636 

8133 

A 

2852 

584 

1253 


2637 

« 

8134 

A 

2853 

1 

2736 

QSRARADQRITESRQVVELAVKEH 

KAEILALQQALKEQKLKAESLSDKL 

NDLEKKHAMLEMNARSLQQKLETE 

RELKQRLLEEQAKLQQQMDLQKN 

HIFRLTQGLQEALDRADLLKTERSD 

LEYQLENIQVLYSHEKVKMEGTISQ 

QTKLIDFLQAKMDQPAKKKKVPLQ 

YNELKLALEKEKARCAELEEALQK 

TRIELRSAREEAAHRKATDHPHPST 

PATARQQIAMSAIVRSPEHQPSAMS 

LLAPPSSRRKESSTPEEFSRRLKERM 

HHNIPHRFNVGLNMRATKCAVCLD 

TVHFGRQASKCLECQVMCHPKCST 

CLPATCGLPAEYATHFTEAFCRDK 

MNSPGLQTKEPSSSLHLEGWMKVP 

RNNKRGQQGAVDRKYIVLEGSKVLI 

YDNEAREAGQRPVEEFELCLPDGD 

VSIHGAVGASELANTAKADVPYILK 

MESHPHTTCWPGRTLYLLAPSFPDK 

QRWVTALESVVAGGRVSREKAEA 

DAKLLGNSLLKLEGDDRLDMNCTL 

PFSDQVVLVGTEEGLYALNVLKNS 

LTHVPGIGAVFQIYI1KDLEKLLMIA 

GEERALCLVDVKKVKQSLAQSHLP 

AQPDISPNIFEAVKGCHLFGAGKIEN 

GLCICAAMPSKVVILRYNENLSKYC 

IRKEIETSEPCSCIHFTNYSILIGTNKF 

YE1DMKQYTLEEFLDKNDHSLAPA 

VFAASSNSFPVSIVQVNSAGQREEY 

LLCFHEFGVFVDSYGRRSRTDDLK 

WSRLPLAFAYREPYLFVTHFNSLEV 

IEIQARSSAGTPARAYLDIPNPRYLG 

PAISSGAIYLASSYQDKLRVICCKGN 

LVKESGTEHHRGPSTSRSSPNKRGP 

PTYNEHITKRVASSPAPPEGPSHPRE 

PS\HPTATARGGPSCAGTS\PWPPPG 

AREVPRPDAQHAERAVPREAV 

2638 

8135 

A 

2864 

426 

539 


2639 

8136 

A 

2865 

1 

1134 


2640 

8137 

A 

2866 

766 

1115 

SARQIATFFNNGIKHLAIMGGDILH 

VAHIFVTPFNLEGAYTSINQRAEVG 

SLIVIFHRQQMFFIGNHPPLIV/YSMC 

MANGTPAi5NRHGWRYAPDR*RSVR 

RCDGDPLHPDVRRRSG 

2641 

8138 

A 

2867 

61 

390 


2642 

8139 

A 

2868 

627 

1324 


2643 

8140 

A 

2869 

343 

452 


2644 

8141 

A 

2870 

589 

672 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

UvUllUC 

sequence 

Me 
tho 

A 
U 

SPR)NO: 

in USSN 

nn/*TTft ten 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta sequ^K [ A=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possibJe 
nucleotide insertion) 

2645 

8142 

A 

2871 

1 

3000 


2646 

8143 

A 

2872 

2 

191 


2647 

8144 

A 

2873 

251 

505 

GSSSRLGQRTD*ATASRRHF\KNKV 
PGEAKNCSPEDDEIP\LYLKGGV\AD 
ALLYRATH\MILTVG\GTSICPYYEL 
AVASFPKKAGS 

2648 

O 1 A f 

8145 

A 

2874 

1780 

1914 


2649 

8146 

A 

2875 

1154 

1256 


2650 

8147 

A 

2876 

1 

2629 


2651 

8148 

A 

2877 

334 

468 

YEEEEEEDYD*EEEESSEPPLDENDL 
EEDVVFQPPQIEGEAVYDA 

2652 

8149 

A 

2878 

2 

416 


2653 

8150 

A 

2879 

1 

4116 


2654 

8151 

A 

2880 

3 

3080 

EEELEASKSFGPGNEEEEKEEKEYE 

EEEEEDYDEEEEESSEAGNQRLQQV 

MHAADPLEIQADVHWTHIREREEE 

ERMAPASESSASGAPLDENDLEEDV 

DSEPAEIEGEAAENGHPGDTGAELD 

DNQHWYDSPSDADRELRLPCPAEG 

EAELELRVSEDEEKLPASPKHQERG 

PSQATSPIRSPQESALLFIPVHSPSTE 

GPQLPPVPAATQEKSPEERLFPEPLL 

PKEKPKADAPSDLKAVHSPIRSQPV 

TLPEARTPVSPGSPQPRPPVAASTPP 

PSPLP1CSQPQPSTEATVPSPTQSPIRF 

QPAPAKTSTPLAPLPVQSQSDTKDR 

LGSPLAVDEALRRSDLVEEFWMKS 

AEIRRSLGLTPVDRSKGPEPSFPTPA 

FRPVSLKSYSVEKSPQDEGLHLLKP 

LSIPKRLGLPKPEGEPLSLPTPRSPSD 

RELRSAQEERRELSSSSGLGLHGSSS 

NMKTLGSQSFNTSDSAMLTPPSSPP 

PPPPPGEEPATLRRKLREAEPNASV 

VPPPLPATWMRPPREPAQPPREEVR 

KSFVESVEEIPFADDVEDTYDDKTE 

DSSLQEKFFTPPSCWPRPEKPRHPPL 

AKENGRLPALEGTLQPQKRGLPLVS 

AEAKELAEERMRAREKSVKSQALR 

DAMARQLSRMQQMELASGAPRPR 

KASSAPSQGKERRPDSPTRPTLRGS 

EEPTLKHEATSEEVLSPPSDSGGPDG 

SFTSSEGSSGKSKKRSSLFSPRRNKK 

EKKSKGEGRPPEKPSSNLLEEAAAK 

PKSLWKSVFSGYKKDKKKKADDK\ 

SCPSTPFSGATVDSGKHRVLPVWR 

AELQLRRQLSFSEDSDLSSDDVLEK 

SSQKSRREPRTYTEEELNAKLTRRV 

QKAARRQAKQEELKRLHRAQIIQR 

QLQQVEERQRRLEERGVAVEKALR 

GEAGMGKKDDPKLMQEWFKLVQE 

KNAMVRYESELMIFARELELEDRQS 

RLQQELRERMAVEDHLKTEEELSEE 

KQILNEMLEWEQRDSLVALLEEQR 

LREREEDKDLEAAMLSKGFSLNWS 



A 

inn i 

2881 

1 

4132 


2656 

8153 

A 

2885 

1898 

2056 


2657 

8154 

A 

2886 

1 

233 



WO 01/79449 PCT/US01/086S6 


SEQ ID 
NO: of 
nucleo-tide 

3CLJUCIILC 

SEQ ID 
NO: of 
peptide 

Me 
tho 
d 

SE^fDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino aciu oi 
peptide 
sequence 

Amino acid sequent X=Unknown; *=Stop 
codon; A=possible nucleotide deletion; V=possible 
nucleotide insertion) 

2658 

8155 

A 

2887 

1092 

1339 


2659 

8156 

A 

2888 

363 

512 

EPLEGLLCLEGKGVEIVTILQAETPG 
EPLPP*KPHS*PGLCLRYRGHTL 

2660 

8157 

A 

2889 

1 

136 


2661 

8158 

C 

2890 

12 

236 

MTPGGLFLPYHSLPQPDFLASCPTR 

HLSTPFLVADNELRLPKGQICPLHV 

FVLANRVVLKLCANSVWEHSKGIT 
* 

2662 

8159 

A 

2891 

1548 

1849 


2663 

8160 

A 

2893 

1 

1441 


2664 

8161 

A 

2894 

954 

1194 


2665 

8162 

A 

2895 

2039 

2207 


2666 

8163 

A 

2896 

680 

757 


2667 

8164 

A 

2897 

361 

476 


266S 

8165 

A 

2898 

226 

293 


2669 

8166 

A 

2905 

265 

396 


2670 

8167 

A 

2906 

250 

447 


2671 

8168 

A 

2907 

632 

1038 


2672 

8169 

A 

2908 

3 

363 

VKDDPNDHEOGKRGHKPFLRELPR 
ATIFFLINL*VIAEVEVQDSCIDQAES 
EMLLRSGAPDPGVPL*GCFFALVIT 
HTHSSRAAMAFPVTGKKASCYSQE 
PS* WQNSPNDTQDHSNDLSE 

2673 

8170 

A 

2909 

57 

448 


2674 

8171 

A 

2910 

62 

371 


■2675 

8172 

A 

2911 

398 

789 

VTGAPLMLPVLPKPGMPLAALVTG 

LSGLLWPCCAELVGTEFKLPALVHL 

PHCFFASLLESPVSPRLAMEPNCSC 

AAG VSCTC AG SCKCKECKCTSCKK 

SECCCSCCPVGC\SKCAQG\CVCKG 

ASEKCSCCD 

2676 

8173 

A 

2912 

577 

896 


2677 

8174 

A 

2913 

2 

184 


2678 

8175 

A 

2914 

1 

459 

SSNTMNGWFWIDKCSLWLSQSLPY 

TRATQVTIKIPPNPATGV/SSGFVD*F 

WIDKCSLWLSQSLPYTRATQVTIKIP 

PNPATGVRRALWIDSDLRCAPLGLS 

TGGGKSRRIKLGLGVPKFRGSDRNR 

VLIGAFYNPLAGYRALIGAFYNPLP 

PHLLLQLLLSVVLLQPLLCCGKCKL 

KAPEGEETEFYVSPKAAV 

2679 

8176 

A 

2915 

440 

620 


2680 

8177 

A 

2916 

2 

987 

FGLRWPRGAVRRWQLWEEAAWK 

AEGAQARTNPHVSWAATVTRCSVP 

GKRNPAGWAAEPESGTVWSPPGAE 

IRMFRFMRDVEPEDPMFL\MDPFAI 

H\RQH\MSRMF\SGGFWILAPFLSITD 

WQHCQGTRP\ASRR\MQQAGSCSPL 

FG/MCLGIFGWFSWDMFWGLME*H 

DLGNMEHMTAGGNCQTFSSSTVIS 

YSNTGDGAPKVYQETSEMRSAPGG 

IRETRRTVRDSDSGLEQMSIGHHIRD 

RAHILQRSRNHRTGDQEERQDYINL 

DESEAAAFDDEWRRETSRFRQQRP 

LEFRRLESSGAGGRRAEGPPRLAIQ 

GPEDSPSRQSRRYDW 

2681 

8178 

A 

2917 

121 

329 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 
d 

a^pDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 

firct rnrlnn 

■ 1191 IUUUII 

for peptide 
sequence 

Nucleotide 
location of last 

rnrfnn fnt* met 

amino acid of 

peptide 

sequence 

Amino acid seqflwrf ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

9AR9 
ZOoZ 

R1 7G 

oi /y 

A 

A 

2918 

323 

457 


ZOOO 

ci ra 

A 

A 

zyl y 

1 

243 


ZOO 4 * 

si si 

O 1 61 

A 

A 

z9z0 

147 

321 


ZOoj 

R1 519 
O 1 OZ 

A 

A 

900 1 

zyz l 

•• 
1 

2310 


oar/; 

ZOoO 

R1 87 

A 

A 

zyz2 

319 

773 


2687 

8184 

A 

2923 

85 

369 


2688 

8185 

A 

2924 

1 

681 


2689 

8186 

A 

2925 

1556 

1953 

HGVAAASLPSSAGRLSRARGPGSEE 

PAAAPAPRWRWQHPRGPGGPVSRR 

RRPPHGGTPGTVRRGGGGDPAAPG 

SGCPSPAVVPPRPCPGAPLRRATLPP 

ACCGSLACSPLTL*PAPS/TPPL*ADD 

SCSVGLPT 

9AGA 

zoyu 

olo/ 

A 

2926 

322 

376 


zoyi 

OIOO 

oloo 

A 

2927 

365 

666 


zoyz 

© 1 Ofl 

A 

2928 

310 

448 


2693 

8190. 

A 

2929 

908 

1189 


2694 

8191 

A 

2930 

761 

913 


2695 

8192 

A 

2931 

1188 

1373 

EPHLKKKKKISRAWWCIPVVPVTW ' 

KAEVGGSLEPRRWRLQ*AEITPAHS 

SLGNGLTLLKKKK 

zoyo 

8193 

A 

A 

2932 

240 

475 


9AQ7 

zoy / 

8194 

A 

A 

2933 

1212 

1424 


9AQC 
Z070 

© 1 oc 

8195 

A 

2934 

403 

539 


9AQQ 

zoyy 

© 1 Q< 

A 

2935 

436 

594 


97AA 

z/uu 

© i m 
819/ 

A 

A 

2936 

1 

570 


97A 1 
Z/Ul 

© i no 
8198 

A 

A 

2937 

1086 

1359 


97A9 

z/uz 

8199 

A 

A 

2939 

40 

361 


Z/Uj 

OZUU 

A 

A 

2940 

12 

337 


Z/U4 

OZUl 

A 

on/1 1 
2941 

232 

339 


2705 

8202 

A 

2942 

951 

1069 


2706 

8203 

A 

2943 

286 

621 


2707 

8204 

A 

.2944 

299 

513 

HKCYFTLAHVHLIISFCAATLE*A*P 
SWGTNCSTPNFVNTTPLTLAYYLGL 
WRSLRPFSDSVSFSFCSG1L 

97A© 
Z/Uo 

8205 

A 

2945 

97 

258 


97ag 
z/uy 

8206 

A 

2946 

5 

464 


971 A 
Z / 11/ 

820/ 

A 

2947 

1 

522 


971 1 
Z / X I 

oor\© 

A 

2948 

76 

488 


9719 

z / iz 

CO AO 

A 

A 

2949 

619 

746 


971 3 
Z / 

©O 1 A 

A 

A 

one a 

2950 

125 

279 


971 A 
Z / 14 

©9 1 1 
OZi 1 

A 

A 

one i 
2951 

1300 

1410 


971 ^ 
Z / ID 

©O 1 o 
ozlZ 

A 

A 

2952 

1867 

1947 


2716 

8213 

A 

2953 

2 

52 


2717 

8214 

A 

2954 

352 

538 


2718 

8215 

A 

2955 

3 

313 

QEFGTRICPAACFPLESGTPGFSLAS 
KWTPNCSCSPVGS\CACAGS\CK\CN 
RVANRTVLTQTSCCSaCPVGCAVA 
LPRGCICKGTSDKCRSRCLDARDSC 
ALQM 

2719 

8216 • 

A 

2956 

1172 

1914 

HFSAQPWASPCS/SLLLLGLEGQGIV 
GSLPEVLQAPVGSSILVQCHYRLQD 
VKAQKVWCRFLPEGCQPLVSSAVD 
RRAPAGRRTFLTDLGGGLLQVEMV 
TLQEEDAGEYGCMVDGARGPQILH 
RVSLNILPPGAVEDDVQAGRWRVA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

siW>NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







SRDDVACGSEEEEETHK1GSLAENA 
FSDPAGSANPLEPSQDEKSIPLIWGA 
VLLVGLLVAAVVLFAVMAKRKQV 
TIQLLQGNNPTALAKSKEELSMPKS 
YQY 

2720 

8217 

A 

2957 

3 

632 


2721 

8218 

A 

2958 

3 

728 


2722 

8219 

A 

2959 

194 

451 


2723 

8220 

A 

2960 

2 

484 

NVLTSHTQPNQRGKAATVTPALWR 

LTDVRLVTKYKIHFERNVGSFENSM 

KGNSIYF*GPGHDPLLNMNIVY*KS 

LTINNHMHKIT*ESLTEVLFSQGIFS 

VTNPHPEIFLVARIEKVLQGNITHCA 

EPYIKNSDPVKTAQKVHRTAKQVC 

SRLGQYRMPFA 

2724 

8221 

B 

2961 

65 

391 

MAEVRKFTKRLSKPGTAAELRQSV 

SEAVRGSVVLEKAKVVEPLDYENVI 

AQRKTQ1YSDPLRDLLMFPMEDISIS 

VIGRQRRTVQSTVPEDAEKRAQSLF 

VKECIKTY* 

2725 

8222 

A 

2962 

1 

2148 


2726 

8223 

A 

2963 

816 

1014 


2727 

8224 

A 

2964 

2 

358 


2728 

8225 

A 

2965 

84 

176 


2729 

8226 

A 

2966 

137 

426 

QACIMREYK\LVVLGSGGVGKSALT 
VQFVQGIFVEKYD\PTIEDS\YRKQV - 
EVDAQQCMLEILGYLPGTEQFTSNE 
GFIHEKWTRICISLFHHSTVHI 

2730 

8227 

A 

2967 

449 

602 


2731 

8228 

A 

2968 

203 

535 


2732 

8229 

A 

2969 

2 

446 


2733 

8230 

A 

2970 

3 

240 


2734 

8231 

A 

2971 

914 

1291 


2735 

8232 

A 

2972 

188 

266 


2736 

8233 

A 

2973 

191 

306 


2737 

8234 

A 

2978 

1 

440 


2738 

8235 

A 

2979 

*> 
D 

670 

TSRGRVGTQAGEPRDLRPPPCPSSPL 

RV\AW\CLEQPERGAWEAHNIPQP 

NGD5AVRSFG\TGTHVKLPGPAPD\ 

NPNVY\DFKTTYDQMYNDLLRKDK 

\ELFTQNGILHIAG\RNKRIKP\GPERF 

QNCKDLFDLILT\CEERVYDRVGWK 

I*ISR\EQGDLPSPVHVVN\LDIQDNH 

EEATLG/ARFLICEWCQCIQHTEYM 

HNEIDELLQEFEEKSGRTFLHTVCF 

Y 

2739 

8236 

A 

2987 

367 

492 


2740 

8237 

A 

2988 

49 

.332 


2741 

8238 

A 

2989 

582 

923 


2742 

8239 

A 

2990 

523 

668 


2743 

8240 

A 

2991 

942 

1513 


2744 

8241 

A 

2992 

176 

362 


2745 

8242 

A 

2993 

4937 

5137 


2746 

8243 

A 

2994 

651 

836 


2747 

8244 

A 

2995 

1686 

1883 


2748 

8245 

A 

2996 

415 

635 


2749 

8246 

A 

2997 

2 

308 
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SEQ ID 
NO: of 
nucleo-ttde 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^B>NO: 

in USSN 
09/770,IoO 

Nucleotide 
location of 
first codon 

fnr npnfiffp 
iui pcuuuv 

sequence 

Nucleotide 
location of last 
codon for last 

Qminn nrift of 

peptide 
sequence 

Amino acid sequfflHT( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2750 

8247 

A 

2998 

57 

598 


2751 

8248 

A 

2999 

802 

923 


2752 

8249 

A 

3002 

119 

297 


2753 

8250 

A 

3003 

950 

1314 


2754 

8251 

A 

3004 

1 

579 


2755 

8252 

A 

3005 

27 

483 

RDAEDAIYGRNGYDYGQCRLRVEF 

PRTYGGRGGWPRGGRNGPPTRRSD 

FRVLVS/GWQ/DLKDHMREAGDVC 

YADVQKDGVGMVEYLRKEDMEYA 

LRKLDDTKFRSHEGETSYIRVYPER 

STSYGYSRSRSGSRGRDSPYQSRGS 

PHYFSPFRPY 

2756 

8253 

C 

3006 

34 

171 

MPKSFRVIAERSMHSWYVCFLICFIL 
HISITLHSLVMVFVTWREY* 

2757 

8254 

A 

3007 

1688 

1871 


2758 

8255 

A 

3008 

1 

688 

MSGWADERGGEGDGRIYVGNLPTD 

VREKDLEDLFYKYGRIREIELKNRH 

GLVPFAFVRFEDPRDAEDAIYGRNG 

YDYGQCRLRVEFPRTYGGRGGWPR 

GGRNGPPTRRSDF\RVLVSGPSP\SG 

SWQDLKDHMRE\AGDVCYADVHK 

DGVG\MVEYLRKEDME\YALRKLG 

*PPKFRSH\EGETSLHRRFIPERSNQL 

MATSPVSGLGSRGRDLSIPKARGSP 

HYFSSFPGPT 

2759 

8256 

A 

3009 

428 

579 


2760 

8257 

A 

3010 

1924 

2043 


2761 

8258 

A 

3011 

131 

395 


2762 

8259 

A 

3012 

910 

1173 


2763 

8260 

A 

3013 

1295 

1489 


2764 

8261 

A 

3014 

1477 

1604 


2765 

8262 

A 

3015 

443 

805 


2766 

8263 

A 

3016 

1 

2109 


2767 

8264 

A 

3017 

1297 

1408 


2768 

8265 

A 

3018 

3 

314 


2769 

8266 

A 

3019 

5 

340 

GSGTSAKAFRSIWGPLPPVHRHGSP 

RSSVQR/DGPGLGTGEPRVYIRNKV 

ANTGVPGAPGPSIGGVTAPATDYCH 

RIAPILAARRRRRRRRRRRRRRRRG 

GGGGVAGGGGGGG 

2770 

8267 

A 

3020 

1 

1973 

DGGARARGRAAARRRRRPRRRRRR 

RRRRRRRRRRRRRRRRRRLGLERP 

QPTSRGRAPGASRAEEKMEELWE 

VRGSNGAFYKAFVKDVHEDSITVA 

FENNWQPDRQIPFHDVRFPPPVGYN 

KDINESDEVEVYSRANEKEPCCWW 

LAKVRMlKGEFYVffiYAACDATYN 

EIVTIERLRSVNPNKPATKDTFHKIK 

LDVPEDLRQMCAKEAAHKDFKKA 

VGAFSVTYDPENYQLVILSINEVTS 

KRAHMLIDMHFRSLRTKLSLIMRNE 

EASKQLESSRQLASRFHEQFIVREDL 

MGLAIGTHGANIQQARKVPGVTAI 

DLDEDTCTFHIYGEDQDAVKKARS 

FLEFAEDVIQVPRNLVVIGKNGKLI 

QEIVDKSGVVRVRIEAENEKNVPQE 

EEIMPPNSLPSNNSRVGPNAPEEKK 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

sEPPb NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque™ ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







HLDIKENSTHFSQPNSTKVQRGMVP 

FVFVGTKDSIANATVLLDYHLNYL 

KEVDQLRLERLQIDEQLRQIGASSR 

PPPNRTDKEKSYVTDDGQGMGRGS 

RPYRNRGHGRRGPGYTSGTNSEAS 

NASETESDHRDELSDWSLAPTEEER 

ESFLRRGDGRRRGGGGKGXQGGRG 

RGGGFKGNDDHSRTDNRPRNPREA 

KGRTTDGSLQNTSSEGSRLRTGKDR 

NQKKEKPDSVDGQQPLVNGVP 

2771 

8268 

A 

3021 

1 

2116 


2772 

8269 

A 

3022 

656 

883 


2773 

8270 

A 

3023 

303 

589 


2774 

8271 

A 

3024 

2 

478 

MAGKQAVSASGKWLMGIRKWYY 

NAAEFNKLGLMRDDTIYEDEDVKE 

AIRRLPENLYNDRMFRIKRALDLNL 

KHQILPKEQWTKYE/EGLCCSSSAL 

CFLLR*KDQPIECPSRSQEELL*SKLS 

PL*TAFET*AKENFYLEPYLK\EVIRE 

RKEREEWAKK 

2775 

8272 

A 

3025 

323 

400 


2776 

8273 

A 

3026 

2 

396 

RPPTTTKFAAARQMAGKQAV*STQ 

AKGLNG/IFKKWYYVNAARIQNKLG 

LM\RDDTIY\EDEDVKRSP*EDFPEN 

LYNDRMFRH*EGHWTLNLK\HQILP 

KEQWTNF\EEKNFY\LEPYLKE/VLF 

RERKERFAEWAKK 

2777 

8274 

C 

3027 

144 

341 

MYHSLEKFSSCFKHIPDNFLKMTKI 
KQNIYRDHFLNFLSFQGXQHKKNK 
TGQHFTSKCTEPFLQD* 

2778 

8275 

A 

3028 

1070 

1335 


2779 

8276 

A 

3029 

2 

303 


2780 

8277 

A 

3030 

149 

244 


2781 

8278 

A 

3031 

1642 

1797 


2782 

8279 

A 

3032 

1115 

1320 


2783 

8280 

A 

3033 

1240 

1408 


2784 

8281 

A 

3034 

539 

669 


2785 

8282 

A 

3035 

1155 

1579 


2786 

8283 

A 

3036 

437 

666 


2787 

8284 

A 

3037 

51 

279 

IKGRWEPPPLASFFLTSQGHCSDGP 

GP*GWGEAVSPRGRNTLSSSSWHW 

VPYSELRGRGVACRKEVYKIVQNT 

QH 

2788 

8285 

A 

3038 

3 

300 


2789 

8286 

A 

3039 

451 

760 


2790 

8287 

A 

3040 

183 

410 


2791 

8288 

A 

3041 

602 

1145 


2792 

8289 

A 

3042 

2 

496 


2793 

8290 

A 

3043 

710 

896 


2794 

8291 

A 

3044 

143 

601 


2795 

8292 

A 

3046 

120 

280 


2796 

8293 

A 

3047 

2 

424 


2797 

8294 

A 

3048 

3 

452 


2798 

8295 

B 

3049 

240 

420 

XLKGHGQRKVAERADPKPLPQRGR 

TCPKRRCPPLSDPARCTSFRVDPVN 

FQASLSHCLAW* 

2799 

8296 

A 

3050 

310 

401 
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SEQ ID 
NO; of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
pcpiiue 
sequence 

Me 
tho 
u 

SB^fNO: 

in OSSN 
Uy/77U,I6U 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequS»^X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 

2800 

8297 

A 

3051 

544 

700 


2801 

8298 

A 

3052 

1 

568 


2802 

8299 

A 

3053 

686 

787 


2803 

8300 

A 

3054 

8 

182 


2804 

8301 

A 

3055 

227 

547 


2805 

8302 

A 

3056 

1 

523 

ESLRKQLGQEPFF\DMHMMVSKPE 

QWVKPMAVAGANQYTFHLEATEN 

PGALIKDIRENGMKVGLAIKPGTSV 

EYLAPWANQIDMALVMTVEPGFGG 

QKFMEDMMPKVHWLRTQFPSLDI* 

VXDGGVGPDTVHKCAEAGANMIVS 

GSAIMRSEDPRSVINLLRNVCSRSCS 

RNRSP 

2806 

8303 

A 

3057 

919 

1100 


2807 

8304 

A 

3059 

429 

780 


2808 

8305 

A 

3061 

567 

682 


2809 

8306 

A 

3062 

148 

372 


2810 

8307 

A 

3063 

113 

303 


2811 

8308 

A 

3064 

367 

449 


2812 

8309 

A 

3065 

48 

369 


2813 

8310 

A 

3066 

979 

1254 


2814 

8311 

A 

3067 

173 

776 


2815 

8312 

A 

3068 

1 

111 


2816 

8313 

A 

3069 

33 

494 


2817 

8314 

B 

3070 

100 

154 

MVHLTPVERVCRYCPVGQX* 

2818 

8315 

A 

3071 

559 

775 


2819 

8316 

A 

3072 

744 

940 


2820 

8317 

A 

3073 

1 

255 


2821 

8318 

A 

3074 

1 

1206 


2822 

8319 

A 

3075 

905 

1823 


2823 

8320 

A 

3076 

36 

689 


2824 

8321 

C 

3077 

215 

325 

MSVYPLDHIQKRIARRSSLTSCMRG 
TIAWPTNSLTT* 

2825 

8322 

A 

3078 

1 

831 


2826 

8323 

A 

3079 

97 

236 


2827 

8324 

A 

3080 

409 

602 


2828 

8325 

A 

3081 

818 

1095 


2829 

8326 

A 

3082 

528 

714 


2830 

8327 

A 

3084 

91 

242 


2831 

8328 

A 

3085 

75 

430 

VSPGLPAARLFQVAYLDSHLKCPGC 
QHVPMTVTFISSKEKP*PRTVPRPP 
WMRLGHVILFSFLIPSNLSFSPVIFFL 
CGPFKVVIICTELQNVSRSPQTTLAT . 
VYCNKITSYICKKKK 

2832 

8329 

A 

3086 

1000 

1145 


2833 

8330 

A 

3087 

225 

324 


2834 

8331 

A 

3088 

3 

54 

IIHYSLLIIV*CWVQF 

2835 

8332 

A 

3089 

461 

658 


2836 

8333 

A 

3090 

337 

408 

GIQDRASHCTQGPPPPPS*VPQASPA 
AGEGPCPDPPGRYPLRDSGQSVTLH 
AGSSATTIQEPRGA 

2837 

8334 

C 

3091 

155 

453 

MLGALGAEELSLDSLPEGLLNFSKP 

GSERGGRLGLVPAAGEGPCPDPPGR 

YPLRDSGQSVTLHAGSSATTIQEPR 

GAGHALASXQECQWSRDRAAQAG 

E* 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-Iide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQTONO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=*top 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 

2838 

8335 

C 

3092 

121 

393 

MALPGRLPHRKLAGGTLEAPWPGIP 
SGAVRRHQPQPPTTLXXWLGKVKK 
PLRKRIEAKFLCAEGPEHIRQGSAA 
VPGGGGRSRNCEQCL1* 

2839 

8336 

A 

3093 

270 

573 


2840 

8337 

A 

3094 

15 

297 


2841 

8338 

A 

3095 

970 

1098 


2842 

8339 

A 

3096 

127 

296 


2843 

8340 

A 

3097 

875 

1075 


2844 

8341 

A 

3098 

171 

404 


2845 

8342 

A 

3099 

186 

392 


2846 

8343 

A 

3100 

2 

202 


2847 

8344 

A 

3101 

2 

242 

ARGNMAAATLTSKLDSLLFRRTSTF 
ALTIIVGV\MFl^RAF\DOGADAYFT 
DHI\NEGVRPCAIPDLGTRLRGDSGV 
EKLF 

2848 

8345 

A 

3102 

79 

1137 


2849 

8346 

A 

3103 

374 

519 

LDSRRK**C*LESRPHE*TS/DLSSGS 
LLI*GIWSILFYPMAF*KFQKEN 

2850 

8347 

A 

3104 

1 

1214 


2851 

8348 

A 

3105, 

105 

379 


2852 

8349 

A 

3106 

260 

421 

LLYGDCTWTSFHLORLOLHCOVSO 
PCRELP*LVSSVLCFPFISEELHCVTG 
HF 

2853 

8350 

A 

3107 

420 

848 


2854 

8351 

A 

3108 

664 

1059 


2855 

8352 

A 

3109 

73 

269 


2856 

8353 

A 

3110 

307 

566 


2857 

8354 

A 

3112 

316 

410 


2858 

8355 

A 

3113 

200 

403 


2859 

8356 

A 

3114 

258 

377 


2860 

8357 

A 

3115 

1767 

1893 


2861 

8358 

A 

3116 

1 

389 


2862 

8359 

A 

3117 

3 

569 

RHGEERLQTRTLRAAELSARAPSHS 

LPAPRSAPTWQKFSSPTEWERCMES 

L\IAVF\QKYAGK\DGYNYNSLPRPE 

F/L*AFMNTEL\AAFTKNQEGPWVSL 

DRMXMEETGTPNSDGSARISSGIIT I 

WIGWALAMGLAWNFLPSRAVPFPR 

KAGPGGDPLGPGGFQTPPPFSFPGLS 

VLHLPQAHPSLEAH 

2863 

8360 

A 

3118 

362 

712 


2864 

8361 

A 

3119 

2 

152 


2865 

8362 

A 

3120 

134 

760 


2866 

8363 

A 

3121 

670 

891 


2867 

8364 

A 

3122 

44 

63 

SPSNRNTEEGTLTNIIHNLGMYVFL 
HAVKGTPFETP*PG*KARAP*PPI ON 

X XI*. V XWJ XXX JL_> 1 1 X VJ IXjk AVjxX XT XT VJ IN 

NWDYG\DRFTSFTGSFFT1SPIILYFL 

■* * FT Ami* m A ^A A f*J-A JL ImJ-A A A Ak/1 11U A X A—t 

ASFYTKYDPTHFILNHSFSS*VVLNS 
PKWPQLHGVRIFGN*KSKQQEH 

2868 

8365 

A 

3123 

88 

207 


2869 

8366 

A 

3124 

2 

191 


2870 

8367 

A 

3125 

145 

865 


2871 

8368 

A 

3126 

69 

118 


2872 

8369 

A 

3127 

1148 

1323 


2873 

8370 A 

3128 

197 

327 

PLGKKFSCSKSLRLLGPFLQL*SLRF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 
d 

: SVD NO: 

» in USSN 
09/770,160 

Nucleotide 
location of 
first codon 

iui |H|iiiuv 

sequence 

Nucleotide 
location of last 
codon for last 

amino ilfifl nf 

(tlllllJU ill. 1 LI Ul 

peptide 
sequence 

Amino acid seqilOKe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







RKTTY 

2874 

8371 

A 

3129 

154 

303 


2875 

8372 

A 

3130 

3 

158 


2876 

8373 

B 

3131 

144 

274 

XICTLSEKERQIKKQTALVELVKHK 
PKATKEQLKAVMMISQLL* 

2877 

8374 

A 

3132 

383 

529 


2878 

8375 

A 

3133 

1981 

2132 

EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLOASINKKWKRI 

2879 

8376 

B 

3134 

144 

274 

XICTLSEKERQIKKQTALVELVKHK 
PKATKEQLKAVMMISQLL* 

2880 

8377 

A 

3135 

383 

529 


2881 

8378 

A 

3136 

1979 

2131 

EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLOASINKKWKRI 

2882 

8379 

A 

3137 

296 

592 


2883 

8380 

A 

3139 

224 

700 

VLLPPTGKRYPKVYIGVFKGPRKM 

GSSEIPFQNPFSIFSKEGYFLCREDFP 

NGAQISLLEEPFQIHLKLTFMFKNTT 

NFIFTAELCDQCQGL*NLIHLSSSP* 

KKRHLT/HNQTHPHIKTDFHC*FIHY 

LVV*KSQSTSQHLFKSTMGKDQRQI 

DNNIMN 

2884 

8381 

A 

3140 

761 

963 


2885 

8382 

A 

3141 

475 

715 


2886 

8383 

A 

3142 

381 

698 


2887 

8384 

A 

3143 

2 

235 

YASLEPPDRPQVGASCGPGTYV*GA 
VPPSPAGVGREG\AGKGTGGCTCDK 
PLSPCSLAG\RRGSFPRRPSWTSPRL 
LCW 

2888 

8385 

A 

3144 

49 

353 


2889 

8386 

A 

3145 

174 

495 


2890 

8387 

A 

3146 

73 

226 


2891 

8388 

A 

3147 

326 

421 


2892 

8389 

A 

3148 

1306 

1444 


2893 

8390 

A 

3149 

1 53 

246 


2894 

' 8391 

A 

3150 

228 

271 


2895 

8392 

A 

3151 

419 

599 


2896 

8393 

A 

3152 

1 

322 


2897 

8394 

A 

3153 

151 

375 


2898 

8395 

A 

3154 

2017 

2191 


2899 

8396 

A 

3155 

3 

234 

LWSASSAQDATWADSQELSMARLP 
HVRKCWWLLLQGLSLLELLDFPP 
L/CLGPGCPCHLAHQHHPCPRPLFQ 
LSGR 

2900 

8397 

A 

3156 

43 

408 


2901 

8398 

A 

3157 

3 

374 


2902 

8399 

A 

3158 

1 

823 

MAVVAPRTLLLLLSGALALTQTWA 

GSHSMRYFSTSVSRPGSGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWMEQEEPEYWDRQTEISKTNAQI • 

DLESLRIALRYYNQSED/VPPPKTH 

MTHHPISDHEATLRCWALSFYPAEI 

TLTWQRDGEDQTQDTELVETRPAG 

DGTFQKWASVVVPSGQEQRYTCHV 

QHEGLPKPLTLRWEPSSQPTIPIVGIL 

AGLVLFGAVIAGAVVAAVMWRRK 

SSDRKGGSYSQAASSDSAQGSDVSL 

TACKV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

I1UCILU-UUC 

sequence 

SEQ ID 
NO: of 
pepuae 
sequence 

Me 
tha 

a 

&V)NO: 

inUSSN 

UW77U,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequ^ef ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 

2903 

8400 

A 

3159 

1 

1264 

MAVMAPRTLLLLLSGALALTQTWA 

GSHSMRYFFTSVSRPGRGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWIEQEGPEYWDQETRNVKAQSQT 

DRENLRIALPLTYNQSEAGS\HTLQ 

MMYGLGRGGSDGALSFRGLPPVTA 

YDGKDNIALNEDLRSWTAADMAA 

QITQRKWET/AAHEAEQWRAYLEG 

RCVEW\LRRYLENGKETLQRTDPP\ 

KTHMTHHPISDHEATLRQWALSFY 

PAEITLTWQRDGEDQTQ\DTKL VQT 

RPAGDGTF\HKGASCVGPLGEEQRY 

TQHVQHE\GLPK\PSTM\RW*PSSQP 

THPPSWGIHCLALVLLWKL*SLEAV 

VAACECGRRKSSDRK\GGSYT\QAA 

KPVTSAQGSDVSLTACKSVRQLPCV 

GLRGKSCFLPFPLVDLEEPWTLFPA 

KGTLHVSVFM 

2904 

8401 

A 

3162 

1 

342 

GSRTVPSPSPSSGLASPGSPTHRSLG 

PTTPPMASATEDPVLERYFKGHKA 

AITSLDLSPNGKQLATASWDTFLML 

WNFKPHARAYRYDGHKDVVTSVQ 

FSPYGYLMAAG/SRDLSVRLWIPV** 

EYS*NGKQLATASWDTFLMLWNFK 

PHARAYRYDGHKDVVTSVQFSPYG 

YLMAAGLETYP 

2905 

8402 

A 

3163 

1 

583 

DMESRSVTQPGVQWCYLG*LQPPP 

PRF*RFSCLSLPGSWDYRCVPPHPA 

NFFIFSRDGVSHHVGQAGLELLVSS 

DPPASASQSAGITGLSHHARPD/YTF 

LLTVFEPFHGTHVRPPVTCGTLASN 

WTPTAFISLAENTKVLKVALKEVPF 

GFDIAISKASGTVQIRAMSFMKTTFL 

SPSFVRECHTHDHVTLLQS 

2906 

8403 

A 

3164 

1 

347 

FFILFFLRQSHSVA*AGVQWHNLDS 

LQPLPPGFKQFS/LSLPSSWDYRRMP 

PRPANF\*FLVETGFRHVGQAGLELL 

TSGDPPASTSQSAGITGVSHGAQSC 

PLLYIEFPLSILAAT 

2907 

8404 

C 

3165 

13 

399 

MEKIPVLFRVANLISIIPAPNKSRLC 

GKTR1 SRSAKSKANTRVFLACRFGL 

AGDNAIANVHAPDADLEAQSDVER 

TMDLKPCIWVPDTLGEAEQTAPAD 

RLSMHTQHFGRPRRADHEVRRPRP 

SWLIW* 

2908 

8405 

A 

3166 

168 

414 

NPLLLPNTFPANGNTILIKEKVLFLF 

F*DGSPVLSPRPDCGLQWRNLG\SL 

QSPPPGFTPFSCLSLPSSWDYRHPPL 

RPANFFLYFLVETGFHRASQG\GLD 

LLTSRS/IPPRASQSA/RGLQGVSHPR 

PAYMSLRYNKPAHVPLKIKVKK 

2909 

8406 

A 

3168 

28 

123 


2910 

8407 

A 

3169 

2 

123 

ENRLMAGGE/HMLAAILLFTALRCL 
CKVKHKPGLHAH*GTAP 

2911 

8408 

A 

3170 

1 

402 

QGFSPP\ESLRYG\SWEGKALTFPQP 
DTHKGSVLED**KRKASLQLR*EEG 
ICL\CLSLGMECLGVKP/VAYILFTE1 
GESRLMAGGK/HMLAAILLFTALRC 


WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: or 
peptide 
sequence 


Me 
tbo 


Jtfll) NO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 


LGKVKHKSGLRAHRGTAPFLKLIY 
DTESFAHMFSC 


2912 


8409 


3171 


399 


SSSLQPPPP\GFK*FSCIGLPTSRDYR 
CVPPRPNANFVFSVETGFHHVGQAG 
LELLTSGDPSTSASQSAGMTGVTTV 
PRPVLLISEAHFWSCKNSLFTGENVI 
EANQNLLALRFISAMDLQSLRTVRN 
QTFFF 


2913 


8410 


3172 


451 


LYGEGWSFALVAQAGVQWCDLRL 

LQPLLPGFK\YSPASASRVAG/HYR 

WSL/DSVTQAGVQWHNLGSLQPPPP 

SFKRFSCLSLPSS*DYRCTPPGLA*/F 

FIFLVEMGF\SLLARLVSNS*PSGDPS 

TLGLPKVLGLQGVSHHALVPHLLIL 

QKR 


2914 


8411 


2915 


8412 


3173 


346 


3174 


2430 


2916 


8413 


3175 


576 


983 


GRSFIVSFLLVNSGKVPTDK/ERLFD 
RMMNSNWG/RSAFKKVNSNLST*Q 
FKYKNKGICAACQFSLFPLK*PIPRL 
FFAGEHTIRNYPATVHGALLSGLRE 
AGVRIADQFLGAMYTLPRQATPGVP 
AQQFPKACETDAF 


2917 


8414 


3176 


2930 


RRAGSVKRGEARLFGPTERQSERPL 

RPSAARRPEMLSGKKAAAAAAAAA 

AAATGTEAGPGTAGGSENGSEVAA 

QPAGLSGPAEVGPGAVGERTPRKK 

EPPRASPPGGLAEPPGSAGPQAGPT 

VVPGSATPMETGIAETPEGRRTSRR 

KRAKVEYREMDESLANLSEDEYYS 

EEERNAKAEKEKKLPPPPPQAPPEE 

ENESEPEEPSGVEGAAFQSRLPHDR 

MTSQEAACFPDIISGPQQTQKVFLFI 

RNRTLQLWLDNPKIQLTFEATLQQL 

EAPYNSDTVLVHRVHSYLERHGLIN 

FGIYKRIKPLPTKKTGKVIIIGSGVSG 

LAAARQLQSFGMDVTLLEARDRVG 

GRVATFRKGNYVADLGAMVVTGL 

GGNPMAVVSKQVNMELAKIKQKC 

PLYEANGQAVPKEKDEMVEQEFNR 

LLEATSYLSHQLDFNVLNNKPVSLG 

QALEVVIQLQEKHVKDEQIEHWKKI 

VKTQEELKELLNKMVNLKEKIKEL 

HQQYKEASEVKPPRDITAEFLVKSK 

HRDLTALCKEYDELAETQGKLEEK 

LQELEANPPSDVYLSSRDRQILDWH 

FANLEFANATPLSTLSLKHWDQDD 

DFEFTGSHLTVRNGYSCVPVALAEG 

LDIKLNTAVRQVRYTASGCEVIAVN 

TRSTSQTFIYKCDAVLCTLPLGVLK 

QQPPAVQFVPPLPEWKTSAVQRMG 

FGNLNKWLCFDRVFWDPSVNLFG 

HVGSTTASRGELFLFWNLYKAPILL 

ALVAGEAAGIMENISDDVIVGRCLA 

ILKGIFRS\SAVPQP\KETWSRWRA 

DPWG\RGS* SY\VAQGS\SG\NDYDL 

MAQPYHSWAPSIPGAPQPIPRTLLC 

GENITIRNYPS/TPVHGALAEVGSRE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^D NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequels ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







AGKEIARPSFWGAMY/TRLPRQWTP 

GCFLAQQVPQACETRCIPKGRGPM 

CPVSCPCKEGSSSNTRSPLEKSTPGI 

WAPDQLMELPDLTKGACLLLNDLE 

HQGGTCPLVWNCVLRKD 

2918 

841S 

A 

3177 

62 

447 

GDRAEESAEPRAWSHSDNSHRYTT 

LFICLTHTHVHNPVHS\HTHTHTHT 

HTHTHTHTVSYRHTETPPLLLKQTG 

LKFY*NSRDDTPRSRPGSSGLQRLSS 

SPPVPFQPGTVEASADFCGDDLLTT 

VRLQ 

2919 

8416 

C 

3178 

90 

233 

MRIGYKVKDGTFLDLQMGGLPGXX 
XXSRPKRNHQLSKGEREINLGKL* 

2920 

8417 

A 

3179 

462 

929 

SLFHTWKADGFFLTGNSSSRPGNNT 

1CKSKKCPILYLISNPHPQIMPLLFFF 

CDGSFTLVGPGWEWQWCDLSSLQP 

PTPR/FN*FSCLSLPSSWDHRHPPSCP 

ANFLYF* *RLGFHHVGQAGLELLAS 

SDPPASASHSVGITGVSHHTWPMPL 

LLLI 

2921 

8418 

A 

3180 

160 

272 

FFL*DRALLCLPDWSAVV*SWLTAA 
LA\YRRKRSSYLSLPSSWDYRHLPP 
CPANFSYFL*RQSLTVLPRLVSNSW 
TQVSLLTQPSVLGLQA 

2922 

8419 

A 

3181 

6 

270 

RDRVLLCHTDWSIAV\ESQLTASSN 
SW\VK*SSCLSLQRTRDYRHEPPYL 
ANF*IFCRD/RGLTMLPRLV*NSWPQ 
G1LPPWPPKSLGLQV 

2923 

8420 

A 

3182 

92 

549 

VWQGLHPQLHPHFASQNL1QSLALS 

LKAGV\QWHDLSSLQPPPRRFKPFS 

CLSLPSSWDYRRAPLCPANFFLYF** 

RQGFTMLARLVSNY*PRDPPASASQ 

SAAITGVSHCARPRLSSLLQCFSNSS 

RLEHTDG1HFLSEAMSAIHESFPHI 

2924 

8421 

A 

3183 

16 

661 

DRVSVTQAGVQWCNLGSLQPLPPR 

FR*FSCLSLLSSWDYRRPPPRPANFC 

IFSRD/MAFTTLARLVSNS*PQ/CDPP 

TSASQSAEITGVSHRAWPVLSSPQPF 

FFF\DMESHAITQAGVQWRHLGSLQ 

PPPPMFK*SSCLSLLSSWDYRRPPPR 

PANFFVFL*\RDGVSPC*PGWSRSPD 

LVIHPPWSPKSAGITGLSHCAQPYP 

QFSKHKDLRVSGKA 

2925 

8422 

A 

3184 

288 

489 

CGLILELEKLLLVWIQQ1QMSLNKA 
TI*SNDIFCPLST*NQVWCVFKGRSL 
HFEQKVVPSSNKVTG 

2926 

8423 

A 

3185 

3 

166 

WLYSANVAHAPYRGSALWCLRDS 
RPP AQY WSAFQH YSL* PTQFPLEFT 
TKSLLS 

2927 

8424 

A 

3186 

3 

725 

LALLGRVYDVLSARD/YYELGPQYS 

VSKMTQRRSHVYTTRLNT/ADIYDS 

DLVPLCPQLSAVPLHSRNSAPYPYN 

PLYSVP/LPG/VVTGRFYGEDGLPTP 

ALTQVEAAITRGLEANKLQLQEKQ 

TFPPCNAEWSSARGSRLWCSQKSPK 

DADDTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQTQE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S1PR> NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeHe?( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







WSGSATFTSDGKIRLFYTDYSGKHY 
GKQSLTTAQNGVKPEGTTETTMK 

2928 

8425 

A 

3187 

1 

1988 


2929 

8426 

A 

3188 

134 

944 

MLRCGGRGLLLGLAVAAAAVMAA 

RLMGWWGPRAGFRLFIPEELSRYR 

GRPR\DPGA*YLALLGRVYDD/DPP 

GRRHYEPGSHYSGFAGRDASRAFV 

TGDCSEAGLVDDVSDLSAAEMLTL 

HNWLSFYEKNYVCVGRVTGRFYGE 

DGLPTPALTQVEACDSTRGFGGQT 

NYKLQEKQTFPPCNAGGGAQPGAA 

RLWCSQKSGGVSRDW/ALAVPRKL 

YKPGAKEPRCVCVRTTGPPSGQMP 

DNPPHRNRGDLNDHPNLAEYTGCPP 

LAITCSFPL 

2930 

8427 

A 

3189 

1 

312 

AQPGVQ*RNLHSLQPPPPGSKRLSC 

LSLPSS*DHRRPPPCPANF/SVFLVE 

MGFHHVGQAGLELPTSGDPPASAS 

QSAGITGASHRTRPES*FY*LRLGIII 

FR 

2931 

8428 

A 

3190 

2 

176 


2932 

8429 

A 

3191 

3 

67 


2933 

8430 

B 

3192 

1 

1587 

MVKLSIVLTPQFLSHDQGQLTKELQ 

QHVKSVTCPCEYLRKVINTLADHH 

HRGTDFGGSPWLHVIIAFPTSYKWI 

TLWIVYLWVSLLKTIFWSRNGHDG 

STDVQQRAWRSNRRRQEGLRSICM 

HTKKRVSSFRGNKIVLKDV1TLRRH 

VETKVRAKIRKRKVTTKINHHDKIN 

GKRKTARKQLSQHSISHVLAFSDPP 

FCKKGSLQLAPPSADDNIKIPAERLR 

IPLPPSADDNLKTPSERQLTPLPPSAP 

PSADDNIKTPAERLRG PLPPSADDN 

LKTPSERQLTPLPPSAPPSADDNIKT 

PAERLRGPLPPSADDNLKTPSERQL 

TPLPPSAPPSADDNIKTPAERLRGPL 

PPSADDNLKTPSERQLTALPPSAPPS 

ADDNIKTPAERLRGPLPPSADDNLK 

TPPLATQEAEAEKPRKPKRQRAAE 

MEPPPEPKRRRVGDVEPSRKPKRRR 

AADVEPSSPEPKRRRVGDVEPSRKP 

KRRRAADVEPSSPEPKRRRVGDVEP 

SRKPKRRRAADVEPSLPEPKRRRLS 
* 

2934 

8431 

A 

3193 

792 

1024 

SHRKMFQRAQELRRRAEDYHKCK/I 
SLNIQFLMCWLFQIPPSARKALCNW 
RMI1SRHLPSWLHVPLYQPRTRPRT 
LH 

2935 

8432 

A 

3194 

1 

1656 


2936 

8433 

A 

3195 

112 

368 

SHRKMFQRAQELRRRAEDYHKCK7T 
SLN1QFLMCWLFQ1PPSARKPLCNW 
VSLLVFLAFEHSLPGQDMDTFFSLQ 
LCAQARTGRSD 

2937 

8434 

A 

3196 

1 

1353 


2938 

8435 

A 

3197 

1 

452 


2939 

8436 

A 

3198 

1 

510 


2940 

8437 

A 

3199 

2159 

2958 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
micleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
Iho 
d 

SE^H NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequen^^X=Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 

2941 

8438 

A 

3200 

350 

927 

LFLVSPLKTISGSRNG\HDGSRDVQQ 

RA*SSNRRRQ\KKRVSSFRGNKIVLK 

DVITLRRHVETKVRAKIRKRKVTTK 

INHHDKINGKRKTARKQKMFQRAQ 

ELRRRAEDYHKCKIPPSARKPLCNW 

VSLFVFLAFEHSLPGQDMDTFFSLQ 

LCAQALQREMAERKAAYRHHSPIP 

VGNRVVQKHLHPHPVGPLI 

2942 

8439 

A 

3201 

1 

277 

FFFFF*EPJWLCCPGWSALARTWLT 
AAPNSWAQTILPHSWGYRNRLPPCP 
AF1LFYLF/CRDK/SLAMLPRLVLNS\ 
WAQVILPLQPPKVLGLQA 

2943 

8440 

A 

3202 

1 

340 

SIHLPKAPPPNHSTGVWVQHRNFFL 

RWHLTQC/*PGWSAVAQSLLTATST 

SRWKQSSHLSLLSSWDHRCAPPHL 

ANFLYF**RRDFTVLLRLVSNS*A*V 

ICPRWPPKVLGLQM 

2944 

8441 

A 

3203 

2 

354 

ESLTGVQWHENFASLKPL/PCLSLPR 

GWDYRRAPPRPAYF\*FLVETGFHHI 

GRAGLKLLTSDDPPVSASQSAG1TG 

MSHRAWPLLKYFSALQTLNILQKN 

KNKNLIKTYFISLHVKIF 

2945 

8442 

A 

3204 

166 

373 

EGALFCSQASELLSCGLLAVFTRFK 
LRGPHCCCAKKVYSLPRMGPHTTL 
H/TALNPSCPCCLFIFLFVC 

2946 

8443 

A 

3205 

2 

775 

LHHLPGGGSVSHNKPALCGAVPAG 

RPDTGDNPAVPGRSNGSALTPVWV 

LIAKQSPPIVKILKFGWFPIILAMVIS 

SFGGLILSKTVSKQQYKGMA1FTPVI 

CGVGGNLVAIQTS\RISTYLHMWSA\ 

LGVLPLLMKKFCPNPRSTFC\SQKL 

NSMSCSRLLLLLGGSQGHLIFFYIIY 

LGGGVSQS*T/TPDLCGCSNLLGRA* 

SRVTNPAVTGAEVELVRLTWHQGL 

\DPDNHCIPYLTGLGDLLGTGPPGDS 

AFSLTGY 

2947 

8444 

A 

3206 

2 

348 

1AFGRYELDTWYHSPWPEEYARLG 

RL\HMCEF*IKYMNSLTILTMHMVN 

CAFDPPLGLPKELSLETRMETFFPAL 

PSFHSIHCPLCVQPELGKAFGCLSVG 

AWGCRTHLRFTGLH 

2948 

8445 

A 

3207 

1 

1503 


2949 

8446 

A 

3208 

1 

635 


2950 

8447 

A 

3209 

1 

665 

MQAIKCAGGWKAEAVGKTCLLISY 

T\TNA\FPGEYIPTVFDN\YSA\NVMV 

DGK\PVN\WGLWDT\SGQKDYDRVT 

PPYPYPA/QADVFLICFS\LVSPAS\FE 

NVRAKWYLNVRHHCPN\TP\IILVGT 

\KLDLRDDKD/TRIEKLKEKKLT\PIT 

YPQGLAHG*GRLGAVKYLG/CAPA 

AHTSEGLKTVFDEAIRAWLCPPPVK 

ERGRENCLPWNVSAPSFLGPVPLE 

PL 

2951 

8448 

B 

3210 

1 

693 

MYGVSAFVVLSPTGRLPSVLQKEN 
QQQGVPNSPPLHEQMQMDTGLCRL 
TPGLTLAGQWTRGSDSLPGAGEAG 
RTSFLPMYNANSAASSATHTGAAS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nncleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^H)NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid seqiimre ( X=Unknowi; *=Stop 
codon; ^possible nucleotide deletion; \=possibIe 
nucleotide insertion) 







RESCGERECVQFSQRTARDRWCIRG 

RAELEQDILDSAAVTIIQKWHIKGRP 

ALHPAGVLGHVEAPFSLVLQLERSR 

FLKNRWESAGARYPGREEGNEIRH 

RGCGDRGSQEAAVRCKGPPTRPAV 

ELPPRLPVLS* 

2952 

8449 

A 

3211 

1 

627 

FFFGKSILLFKKINVTFDIEKDILKMF 

LKGLKRHLFWPGMVAPAC*SQHSG 

RPRRMDHLRSGVRDQPGQ\QGETPS 

LLKNIKKISRAWWQAPVIPATREG*/ 

E*GESPEPGEGKVCRRAEIAATCTP 

AWGVQSETLSSKKKKSFVLNVPHH 

PRQASVSFHCFHKNQWGSPLWKKA 

RTFLLLGNGWLSCPHLSTQGNSLSA 

PHLAEAQTLSP 

2953 

8450 

A 

3212 

114 

411 

EREFRFVPQVELQGPDLG*LNLLLP 

RLKQFFGLTFQRIWNYKLAPPPPVN 

LEFWAKTGFSHVNQVGFELLT*GDP 

P/AWASQRVKMTGPTHQAHLEGNF 

F 

2954 

8451 

A 

3213 

48 

1400 

HPMTPPSTPLLYPliPVTSGLASLSS 

LTLQNSDS\LLQPLTSAM/PPSAIPTP 

QRTSTPGLALFPGLPSPVANSTSTPL 

TLPVQSPLATAASASTSVPVSCGSS 

ASLLRGPHPGTSDLHISSTPAATTLP 

VMIKTEPTSPTPSAFKGPSHSGNPSH 

GTLGLSGTLGRAYTVSTSVPISLSAC 

LNPALSGLSSLSTPLNGSNPLSSISLP 

PHGSSTPIAPVFTALPSFTSLTNNFPL 

TGNPSLNPS VSLPG SLIATSSTA ATS 

TSLPHPSSTAAVLSGAFCFSTS\PAAP 

FPLNLSTAVPSLFSVTQGPLSSSNPS 

YPGFSVSNTPSVTPALPSFPGLQAPS 

TVAAVTPLPVGWPQPHPQLPVLPGF 

GSAFSFHFNSRSWLHKPGFIIWDFK 

AGRQFWFFRAFGPSRVSLGFLRILH 

NHPCKNYSIMRLHSQHCYSRSIQLR 

LWESYPAQPDGVS 

2955 

8452 

A 

3214 

2 

694 

QLLNYAPGPGGPRYVDCDLF*NGY 

HL\WYHD\YGHLEFI\RLQLATQFEN 

WYMKYQSPIIQTKYG\AETVSGFPR 

DPPSDVPVRCPRKSLLEQ\YHLGLDS 

KPQKNTCLESPLWNF\ADFMTE\QSP 

\TKVLGNKKGIFTRAETTQQSAAFL 

LRERY\WKIAQ*NPGIPHSVARSQCL 

ENTACCSLSKTDTHLRVPSSPGGQR 

LPQQQNKCLLDCSRQTRTFSGLGFV 

VIYSSREH 

2956 

8453 

A 

3215 

2434 

2765 

GIILFWAQLFPASFFFFFFF*DGVSLC 
CPGWSAVVRSQLTASSASRVQAILC 
LSLPSSWDYRHLPPCLANFFVFL/CR 
DGGFTMLARLVLNS*AS*VHPPWPP 
QSAGDYQA 

2957 

8454 

A 

3216 

2 

481 

LFLFLRHSFTLSPSLDVQWRDLGSL 

QPPPPRFK*FSCLTLPSSWYYRHVPL 

CLANF\*FLVETGFCHVGQSGLELLT 

SGDLPASASQSVWITGMSHGARLH 

GHFLGSWENWTCPQAPGSSKSDCS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SUpfD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequ^TO ( X=Unkn(wn,- *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PHMANAVSAGGPGTLL1PSAPSCPC 
NLAGGRCPLR 

2958 

8455 

A 

3217 

126 

364 

RAWAN\LS*LKVLPPGLKGFSGLTL 
PSTGNNGLVPPPRVNFGSFSKNGVS 
PCGP/GWF*TTALRELGPLSLLEIGIN 
PFFL 

2959 

8456 

A 

3218 

132 

342 

SLSSLKNMYICLWNVFLFVFGYRAF 
LCHPGWSTVAQS*LT/IPGT/LWVKP 
SSLLVLPKRWDYRHEPLRPDLK 

2960 

8457 

A 

3219 

2 

264 

QLTATPPPTGFKQFSCLSHPSSWDVY" 

RYVPPRPAKFCIFS/VRRGFTMLAR 

MVSIS*PCDLPTSASQSAGITGVSHR 

AWPVL*FVFLVETGFHHVGQDGLN 

LLTLRSAHLSLPKCWDYRRKPPGLA 

CFMILNSYLV 

2961 

8458 

B 

3220 

134 

3038 

PGMEDGSDDMDTSVEDIGGRSCVT 

RFVRTLLLIMEHGVKPHSKHLTEYF 

AFLYEFAKMGEEESQFLLSLQAIST 

MVHFYMGTKGPENPQVEVLSEEEG 

EEEEEEEDILSLAEEKYRPAALEKMI 

ALVALLVEQSRSERHLTLSQTDMA 

ALTGGKGFPFLFQHIRDGINIRQTCN 

LIFSLCRYNNRLAEHIVSMLFTSIAK 

LTPEAANPFFKLLTMLMEFAGGPPG 

MPPFASYILQRIWEVIEYNPSQCLD 

WLAVQTPRNKLAHSWVLQNMEN 

WVERFLLAHNYPRVRTSAAYLLVS 

LIPSNSFRQMFRSTRSLHIPTRDLPLS 

PDTTVVLHQVYNVLLGLLSRAKLY 

VDAAVHGTTKLVPYFSFMTYCLISK 

TEKLMFSTYFMDLWNLFQPKLSEP 

AIATNHNKQALLSFWYNVCADCPE 

NIRLIVQNPWTKNIAFNYILADHD 

DQDVVLFNRGMLPAYYGILRLCCE 

QSPAFTRQLASHQNIQWAFKNLTPH 

ASQYPGAVEELFNLMQLFIAQRPD 

MREEELEDIKQFKKTTISCYLRCLD 

GRSCWTTLISAFRILLESDEDRLLW 

FNRGLILMTESFNTLHMMYHEATA 

CHVTGDLVELLSIFLSVLKSTRPYLQ 

RKDVKQALIQWQERIEFAHKLLTLL 

NSYSPPELRNACIDVLKELVLLSPH 

DFLHTLVPFLQHNHCTYHHSNEPMS 

LG PYFPCRENIKLIGGKSNIRPPRPEL 

NMCLLPTMVETSKGKDDVYDRML 

LDYFFSYHQFIHLLCRVAINCEKFTE 

TLVKLSVLVAYEGSKSKCFLEANC 

GQFGSALFITNLISQYQNLQSDFSNR 

VEISKASASLNGDLRALAFAPVSTH 

SQTVKPSSNSNSARAFKQMQDLSA 

TEKLTPRGKKPKERKTKDDEGGNS 

HLKGRAC* 

2962 

8459 

A 

3221 

2170 

3139 

DLRALALLLSVHTPKQLNPALIPTL 

QELLSKCRTCLQQRNSLQEQEAKER 

KTKALALWTTIITFRVGGGSNTLGV 

TGLRVVCSAEPPKYKC*KQN*LPTS 

PPNVILMTFREVSLLACVFTDDEGA 

TPIKRRRVSSDEEHTVDSCISDMKTE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SB^BNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta sequent^ A=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







TREVLTPTSTSDNETRDSSIIDPGTE 

QDLPSPENSSVKEYRMEVPSSFSED 

MSNIRSQHAEEQSNNGRYDDCKEF 

KDLH\CSKDSTLA\EEESE\FPSTSISA 

VLSDLADLRSCDGQALPSQDPEVAL 

SLSCGHSRGLFSHMQQHDILDTLCR 

TIESTIHVVTRISGKGNQAAS 

2963 

8460 

A 

3222 

3 

344 

PESHSAAQAGVQWPDLGSLQLSLP 

AFKQFSCLSLPSSRDYRRASPRPANF 

\*FLVETGFCHVSQAGLKLLASSDPP 

VSASQTARITGVSHHAQPRATFYRH 

KSVLVLPLLKSPQ 

2964 

8461 

A 

3223 

1411 

1741 

GYLQFSFSFFLFFFFFFFFFLGESHSV 

T/RGLECSSVISTHCNLRLPGSSDSR 

ASASRVARTRGMHHHTRQIFVRLV 

QMGFH\HVGQAGL/DSS*PSVVHPP\ 

RPPKVLGLQA 

2965 

8462 

A 

3224 

361 

462 

RHFLLSTETYCNSFF/RHSSSKNYTK 
LKRYE*VS 

2966 

8463 

A 

3225 

3 

89 


2967 

8464 

A 

3226 

1 

336 

VCQVCGFRSRLHTNVNRH\LLLNKP 

KIFPHVCDDCGKGFSSMLEYCKHL 

NSHLSEGIYLCQYCEYSTGQIEDLKI 

HLDFKHSADLPHKCSDCLMRFGNE 

RELISHLPVHETT 

2968 

8465 

A 

3227 

951 

2075 

RTANLNFCKILDKSQALNVNCPAET 

GL*LRANSRWP/PINCELCEFNSKYF 

SDLKQHMILKHKRTDSNVCRVCKE 

SFSTNMLL1EHAKLHEEDP/N/YVCK 

YCEYKPVIFENISRHIADTHFR\DPP\ 

HWCEQCDVQFSSSSELYLHFQEHSC 

DEQYLCQFCEHETNDPEELA*\HVG 

K*GMHVN**ELSDKV/CNNGWNMG 

QYSLLSKITFDKCKNFFVCQVCGFR 

SRLHTNVNRHVAIEHTKIFPHVCDD 

CGKGFSNNTWKRKRGQGKTFPLLI 

NLELSTSLTNYRGSPWASELSTSVE 

VSMAMLPAAEAETQGHDSGEREPF 

SQTPGLMQPFSIPVQITLQGSRRRQG 

RLPVLGDWRPFKLTCSSPALIIAQPI 

VGAQE 

2969 

8466 

A 

3228 

2 

415 

LDPGSLAGFTSYIQFMYDEFVEEYE 

PTKADSYRKK/VAQDGEEVQIYIINT 

AGQEDYTAIKDNYFHCVFSITEMES 

FAATVDFKEQ/ILRVKKDENIPFLLV 

GNKSDLEDKRQVSIEEAKNRAD*W 

NVIYVETSPKT*AN 

2970 

8467 

A 

3229 

607 

1317 


2971 

8468 

A 

3230 

260 

535 


2972 

8469 

A 

3231 

246 

985 

KLRHKMAANKPKGQNSLALHKVI 

MVGSGGVGKSALTLQFMYDEFVED 

YEPTKADSYRKKVVLDGEEVQIDIL 

DTAGQEDYAAIRDNYFRSGEGFLC 

VFSITEMESFAATADFREQILRVKED 

ENVPFLLVGNKSDLEDKRQVSVEE 

AKNRAEQWNVNYVETSAKTRANV 

D/KEWPFLKTRWWNTCKYISSHCPR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 

pepiiuc 
sequence 

Me 
tho 
u 

in USSN 

UV/77U,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqiimil ( X=Unkno\vn; *=Stop 
codon; A=possible nucleotide deletion; ^possible 
nucleotide insertion) 







PAPVSRKTAHWAEVFFDLMREIRA 
RKMEDSKEKNGKKKRKSLAKRIRE 
RCCIL 

2973 

8470 

A 

3232 

l 

634 

MAANKPKGQNSLALHKVIMVGSG 

GVGKSALTL\QFMYDEFVED*E\PTK 

ADSSRKKVVLDGEEWQIGYPLDTA 

G\QED\YAAIRD\NYFRSGEGFLCVFS 

ITEMESFAATAE\FREQILRVKEDEN 

VPFLLVGNKSDLEDKRPGFL*EEAK\ 

NRAEQ WN VNY VETSAKTRANVDK 

VFFDLMREIRARKMEXEFYYLNGTK 

NTKRLAERIREGGCIL 

2974 

8471 

A 

3233 

3 14 

373 


2975 

8472 

A 

3234 

1 

2129 

PSVAGAATLWFHVTLPFCARLCGR 

RSCTHSGIITEFHFFHL/PFRPIPILAC 

GNDDCRIHIFAQQNDQFQKVLSLCG 

HEDWIRGVEWAAFGRDLLLASCSQ 

DCLIRIWKLYIKSTSLETQDDDNIRL 

KENTFTIENESVKIAFAVTLETVLAG 

HENWVNAVHWQPVFYKDGVLQQP 

MRLLSASMDKTMILWAPDEESGV 

WLEQVRVGEVGGNTLGFYDCQFNE 

DGSM1IAHAFHGALHLWKQNTVNP 

REWTPEIVISGHFDGVQDLVWDPEG 

EFIITVGTDQTTRLFAPWKRKDQSQ 

VTWHEIARSQIHGYDLKWLAMINR 

FQFVSGADEKVLRVFSAPRNFVGKF 

LCHYR\KSLNHVLCNQDSDLPEGAT 

\APALGLSNKAVF/LREDKAPQPPDE 

EELLTSTGFEYQQVAFQPSILTEPPT 

EDHLLQNTLWPEVQKLYGHGYEIF 

CVTCNSSKTLLASACKAAKKEHAAI 

ILWE\TTSW\KQVQNLVFHSLTVTQ 

MGLLT* *GSFLLGCFPEDSNLVIVEK 

AWIQS/TPEFEPVFSLFAFTNKITSVH 

SRIIWSCDWSPDSKYFFTGSR\DKKV 

WWGECDSTDDCIEHNIGPLPPSVL 

DRGWGCDQLSASAQCSHPSQRYVV 

AVGLECGKDLLIYLGKRLIKFQK*M 

T/ATHCVGNKSKPKVIHWAIQKIYC 

WEGICSGKT*TRREGRRC*WYTFA 

SCG*DHTVKIHRVNKCAL 

2976 

8473 

A 

3235 

451 

778 

GSGRWKSRSVARAGMQISGAHLQL 

NCKPPPPGLKADPPWLSL\PSSWDP 

QMCPPTPWLLFVCLVETGFTMLPQ 

AALQLLS*SDLSA*ASQNAGITGMS 

HHAGPDTVPLF 

2977 

8474 

A 

3236 

1 

186 

FFFFEMESRTVTQAGVQWHDLG\SL 

QPP\PPG\SSDSPVSASHVAEITGAHH 

HTWLIFFIFLFL*GVQWHDLGLTAT 

SSLLGSSDSPVSASHVAE1TGAHHH 

TWLIFFIFLFL 

2978 

8475 

A 

3237 

] 

353 

KIWLFFVFKTDVSILVHPRLECSGAI 

SAHCNLHLPGLSDSHTSAFRVAGTT 

GARHQAQLIFTFLVEMGFHHVGHA 

GLKLPTVEIRPPRPPEVLGLHACAT 

VPGHKYVNEPIKMVLLK 

2979 

8476 

A 

3238 

3 

453 

GQTGTWQGNTGQRVPQLPPHPPPIH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 

peptide 
sequence 

Me 
tho 

0 

3^pDNO: 

inUSSN 

\j jf 1 /U,JoO 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqfnatc ( X=Un known; *=*top 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LVSRHRGKLRHGFLRPMPEPRGLES 

GKTGSARGVAACTSP*GRSG\QGGG 

PRDIAQQGGCRGSACGRRSHEALRP 

RVWCGEGPQWTW\CAVCP\NRSAP 

GAGLAD\RQHPGESRAWGETRLCE 

AGGAE 

2980 

8477 

A 

3239 

232 

472 

LHSFIHSFIHLFIYLFDRVLLCCPDW 
STVERSQLTVTLKSR\VK*SSCLS/LP 
SSWGYRSVPPCPANYFYFL*RQRLT 
TLPS 

2981 

8478 

A 

3240 

2 

345 

MVHVVAGLNGTHSCPPASSSVLTF 

GHP\PHEQLQQSVGPTSPHSPLL*PL 

SSLEVLGWGSEGVGGLQEIQKCSK 

ALPCKTPCGCFCIYLIFSPTQGDFIPH 

DPAPPLLLSASWV 

2982 

8479 

A 

3241 

205 

361 

DAHSPAPAVSTPGQAWAAVLAMFP 

PGPWGEGSGRIAIPHDPAPPLLLSAS 

WV 

2983 

8480 

A 

3242 

137 

959 

IPPFPVMLDPAGRQQQRWGRIMGY 

KVSLGGA*NLGRCKNIHKGSCREGL 

CLISLRAWEGRVLGEGFAQN*HTA 

HPEPGKSSHS*KIPFQRESGL*PATH 

PVPSKTPPLPGESSSRARAWCLKGE 

DPCPRKPPAP*SLPPGPWGE/P*QGL 

QPRLGLE*TQPGLGYEHLKPFP/PSA 

PAA*PPG\PAKAQAPRKSCAPTVTH 

ALLPPNPLPTQLGWKWISADQSQSN 

PFPRAYP/REPSLFPSPNAPLSPSPHP 

TTFPEFPCSPTPPPQIPHPQDFPRS 

2984 

8481 

A 

3243 

23 

438 

SRHLGLPKCWDYRQEPLCLALSFFF 

RVRVSXSVAQWVQWHDRGSLQPQ 

TPGPK\YPPATAS*VAGARLIFFK*FL 

*RWDLTIMPKAGLKLPATGDPPACL 

LLSFSLIPTGGFTRFEPTRHSLLEVG 

GLSPMLVRHWLWA 

2985 

8482 

A 

3244 

1 

1061 

ASRRALQLFGIPVRQLQKGACPLGL 

HQLSSPRYKFNFIADV\LFKIAPAW 

HIELFLRHPLFGRNVPLSSG SGFIMS 

EAGLIITNAHWSSNSAAPGRQQLK 

VQLQNGDSYEATIKDIDKKSDIATIK 

IHPKKKLPVLLLGHSDRTCRPGEVL 

WVAIRQIPSP*QNTV\TTGIVSTAQR 

EGRELGLRDSDMDYI\QTDAII\NYG 

NSGGPLVNLDGEVIGINTLKVTAGIS 

FAIPSDRITRFLTEFQDKQIKDWKKR 

FIGIRMRTITPSLVDELKASNS\DFPE 

VSSGIYVQEWPNSPSQRGGIQGGDI 

IVKVNGRPLVDSSELQEAVLTESPL 

LLEVRRGNDDLLFSIAPEVVM 

2986 

8483 

A 

3245 

1 

268 

QGSPSRDPSPLGGPNGGIFLAP/AGP 
NPP/RGTRGNPVFS*NSKICPGWGGP 
PVGPGS/RGELG*RAALAPGGPGGL 
DWAPGP*PGGQRGAPF 

2987 

8484 

A 

3246 

20 

353 

KEVGRLTHSVNHSGGREKYVWHP 

GNAL*Y\GKLPVLPCPIFIVNR*VQ*P 

♦PERHMVTRGSGMNVWIMP/PGKPP 

RPAEVPVEVEGHLEWTAEDSSNHC 

QLQG*DQLQWGRWL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeUCE ( X=Un known; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

2988 

848S 

A 

3247 

2 

322 

KLDNSSKWLENGTFDLSILQDLDNF 

C*KMGKWSEVPYVQAFF\SIHSLPSL 

CSQCHL/CPDFPSFSPATLLLSPPQT 

QSPLNPPFPLTPLTSLLPRLLLARLN 

QVPILP 

2989 

8486 

A 

3248 

141 

924 

PFSSQTVKLSGGATRNPVSSPKASG 

GQPSEGWEVALEGDSCAALMRQQ 

CPGLLKSRK/RAPGNPTASGS\APGA 

TKRSLGGRARRGLEFWSRFFGGGR 

AQSSLGNAHPHSGTIPKAPHASQQG 

LGLRLGGLEPSTPPWVHPPARPRAS 

PDPSRVAGSPRSLPNPPAAGKGGRG 

SGEEARYFDLS* ILKSLPYPGHERVY 

QEPQRGVKTSCSCSPF/HLPLLLFQS 

SPPPSTLVGAGLKIGFLRCPVGGILI 

GKGFFFNCLHST 

2990 

8487 

A 

3249 

1 

363 

QVSLVINWDLPTNR*NYIHR*AYIW 

NTPLPLHTWPSLGLKLLIFLIPFLEFQ 

MGRGGRLDRKGGAINKGTEYDERT 

LRDIETFYNTSIEEMPFNVADHMLM 

GCPATQPLSGLIIGASDQY 

2991 

8488 

A 

3250 

1 

87 

LNETVLLWHSGWMSTVVQTQLLPA 

ASTWWKQSSHLSLLNSWDHSRWP 

PHWANFLIFCR/DRSFAMLPKLVSN 

PWAQAVLPPLPPIVL*LNETVLLWH 

SGWMSTWQTQLLPAASTWA 

2992 

8489 

A 

3251 

3 

270 

CFNSAWTEPGARSPPRPAAHSQPSV 
TSSPHPRTAPRPPPPLQR\PSP*SPP*R 
PRPP/PHVRHNYPSGLKSHH*SAE*P 
GPLGPIPPTVY 

2993 

8490 

A 

3252 

3 

452 


2994 

8491 

A 

3253 

1 

477 

TLLVPQDSERTHPWCLSPADKTNV 

KAVAWGKVGAHAGEYGAEALERM 

FLSFP\TTKTYFPHFD\LSHG\S AQG * 

RAHGK\KVA\DALTKAVAHV\DDMP 

KRRCPP*SDLHGAQAFGWDPVQLQ 

SS*SHLPCLGEPWAAHLPRPSFNPW 

RLQRLPWGQISWGFC 

2995 

8492 

A 

3254 

3 

295 

LFLFFFFFF*MESHSVTRLECSGTIW 
AH*NLHLPGSSDSPALASRVAGTTG 
MCHHIQLIFFVFLVEKGFHHVG*/D 
MSLSLDLVIHPPWPPKVLGLQA 

2996 

8493 

A 

3255 

306 

519 

GTRVERHSRERPSCHLLCEPSQRYS 
PLLFLVGL*CPPASPGKSPRTKENNF 
TADSKSQGQSEKSLWVTLA 

2997 

8494 

A 

3256 

453 

626 

HGSCLLHHREQVPIPPGIPNLSDSIL* 

FPVLRIWMLCLYTSCMWFSQSFWI 

AVMYFV 

2998 

8495 

A 

3257 

1537 

1909 

NVLTVEDHPIPIPSKNRPFHNLLPVN 

LAFFFFFLNRVSRCHLGWSAVARS 

HLTCNLLSPGFKQFSCLSLLSSWDY 

QACMHHTRLVFGVFSRDGGFTMLA 

RLVSNS*PQVILPPLPPKVLGLQA 

2999 

8496 

A 

3258 

1 

342 

KTESHSVAQAGVQWCDLGSLQPPP 
PRFKLFSCLSLLSSWDYRGALPRPT 
DLFA/QFLVEMGFCHVAQAGLELLS 
SGNLFASASQTARITGVNHHTWPVL 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEWTNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid scquefl^X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


^♦VKKIPPSLPGLL 


3000 


8497 


3259 


338 


FFLRWSL/NSVAQAGVQWRNLSSL 

QALPPGFRPFSCLSLPNS*DYRCPPP 

RLANFFLYFLVETVFHRLY*RSRMV 

LIS*PGDPPTSASHSAVVRYLLRRRQ 

CLRQGLCRASVF 


3001 


8498 


B 


3260 


188 


1504 


MRTLLPPALLTCWLLAPVNSIHPEC 

RFHLEIQEEETKCAELLRSQTEKHK 

ACSGVWDNITCWRPANVGETVTVP 

CPKVFSNFYSKAGNISKNCTSDGWS 

ETFPDFVDACGYSDPEDESKITFYIL 

VKAIYTLGYSVSLMSLATGSIILCLF 

RKLHCTRNYIHLNLFLSFILRAISVL 

VKDDVLYSSSGTLHCPDQPSSWVG 

CKLSLVFLQYCIMANFFWLLVEGL 

YLHTLLVAMLPPRRCFLAYLLIGW 

GLPTVCIGAWTAARLYLEDTGCWD 

TNDHSVPWWVIRIPILISIIVNFVLFIS 

IIRILLQKLTSPDVGGNDQSQYKRLA 

KSTLLLIPLFGVHYMVFAVFPISISSK 

YQILFELCLGSFQGLVVAVLYCFLN 

SEVQCELKRKWRSRCPTPSASRDYR 

VCGSSFSRNGSEG ALQFHRG SRAQS 

FLQTETSVI* 


3002 


8499 


3261 


1047 


MVSISWPRDLPASASQSAGITGLIGA 

LVLSVGIYAEVER/HEI*NP*KCLPGS 

SHHPHPPGRRHVHGLLHWCAGVPP 

♦QPPELLASLRLSRGYGLVLSWLEP 

RYEKMISGMYLGEIVRNILIDFTKK 

GFLFRGQISETLKTRGIFETKFLSQIE 

SDRLALLQVRAILQQLGLNSTCDDS 

ILVKTVCGVVSRRAAQLCGAGMAA 

VVDKIRENRGLDRLNVTVGVDGTL 

YKLHPHFSRIMHQTVKELSPKCNVS 

FLLSEDGSGKGAALITAVGVRLRTE 

ASS 


3003 


8500 


3262 


178 


568 


IFFFFFFKMESCSVAQAGVQWWDL 

SSLQPLPPGFMPFPCLSLPSSWDYRR 

PPLLPANFLYF**RRGFTVLARMVSI 

S*PCDPPASASQSAGITGVSHCAQLE 

SKFYEGRDVHLFCSPLYFQKARKLP 

GIE 


3004 


8501 


B 


3263 


776 


5218 


MLGDNSSMSVTAPKTFQWDMMW 

RRKGLILIILALCRPKEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEGEEEEGEEEEDQLDT 

MLWDSSTNLTNTALSKEKTMFSSR 

AKIVKPNGEKPDEFESGISQALLELE 

MNLDLKAQLWELNITAAKEIEVGG 

GRKAIIIFVPVPQLKSFQKTQVQLRR 

ILPKPTQKSCTNNKQKLPRSCTLTA 

VHDAILEDLVFPSEIVGKRIHVKLD 

GSHLIKIHLDEAQQNNVEHKVEPFS 

GVYKKLMGKDVNFEFPEFQLMPGT 

PGSLEMGLLTFRDVAIEFSPEEWQC 

LDTAQQNLYRNVMLENYRNLAFLG 

IALSKPDLITYLEQGKEPWNMKQHE 

MVPEPTGICPHFPQDFWPEQSMEDS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

nurlpn-tirlp 

sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 

: S^TDNO: 

> in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequCWe ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







FQKVLLRKYEKCGHENLQLRKGCK 

SVDECKVHKEGYNKLNQCLTTAQS 

KVFQCGKYLKVFYKFLNSNRHTIR 

HTGKKCFKCKKCVKSFCIRLHKTQ 

HKCVYITEKSCKCKECEKTFHWSST 

LTNHKEIHTEDKPYKCEECGKAFKQ 

LSTLTTHKIICAKEKIYKCEECGKAF 

LWSSTLTRHKRIHTGEKPYKCEECG 

KAFSHSSTLAKHKRIHTGEKPYKCE 

ECGKAFSHSSALAKHKRIHTGEKPY 

KCKECGKAFSNSSTLANHKITHTEE 

KPYKCKECDKTFKRLSTLTKHKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRFHTREKPFKCKECGKGFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFR 

QSSTLTKHKIIHTGEKPYKFEECGK 

AFRQSLTLNKHKIIHSREKPYKCKE 

CGKAFKQFSTLTTHKIIHAGKKLYK 

CEECGKAFNHSSSLSTHKIIHTGEKS 

YKCEECGKAFLWSSTLRRHKRIHTG 

EKPYKCEECGKAFSHSSALAKHKRI 

HTGEKPYKCKECGKAFSNSSTLAN 

HKITHTEEKPYKCKECDKTFKRLST 

LTKHKIIHAGEKLYKCEECGKAFNR 

SSNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFIWSSTLTRHKRIHTGEKPYKCE 

ECGKAFSRSSTLTKHKTIHTGEKPY 

KCKECGKAFKHSSALAKHKIIHAGE 

KLYKCEECGKAFNQSSNLTTHKIIH 

TKEKPSKSEECDKAFIWSSTLTEHK 

RIHTREKPYKCEECGKAFSQPSHLT 

THKRMHTGEKPYKCEECGKAFSQS 

STLTTHKIIHTGEKPYKCEECGKAFR 

KSSTLTEHKIIHTGEKPYKCEECGK 

AFSQSSTLTRHTRMHTGEKPYKCEE 

CGKAFNRSSKLTTHKIIHTGEKPYK 

CEECGKAFISSSTLNGHKRIHTREKP 

YKCEECGKAFSQSSTLTRHKRLHTG 

EKPYKCGECGKAFKESSALTKHKII 

HTGEKPYKCEKCCKAFNQSSILTNH 

KKIHTITPVIPLLWEAEAGGSRGQE 

METILANTVKPLLY* 

3005 

8502 

A 

3264 

1 

208 

RDRVLF*HPH WSA VV* SKLTAASTS 
W\VK*FSCLSFLSWCLAMLPRLVLN 
SWPQVTLLPQPPKVLGLQV 

3006 

8503 l 

A 

3265 

78 

359 

RHSSKNLGNVDSECE*T*FPDIIPFH* 
KKLTEGEYQKSVNH/MTNAVAHST 
LSSQLLLALQKTLSLCLFLMLLTKL 
PTIIHRTVDAHSLADDDVE 

3007 

8504 

A 

3266 

48 

330 

VCGCVWMLRVLFCYP\GW\SAVAQ 
S*LTAALISL\VNPSSSLSLPSSWDHR 
RAPPRPANFFNL*RQELPMLLRLVL/ 
NVWAQVILPPWPPKMLELQV 


Of Af 

A 

A 

3267 

200 

1033 

RSLAPRWHLLGHKEKNVTTSVWG 

WPSPGRNASNSAGVGAGLPFVSTW 

LAVSSKNIDITEHIDFATPIQQPAME 


WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SBPIDNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid or 
peptide 
sequence 


iu^^e^J 


PO7TJS01/08656 


Amino acid sequeW( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


PLCNGNLPTSMHTLG\HLHGVSNPS 

QPCTYTGESQLTEVLQNLGQR/RNI 

HNSRLNRLAPRM/LQSFGKEPRPSW 

VL/CPAWQALYW\RV*RPKERRPIEL 

PSAQRLHYGP\PQMKDVPLISLANIL 

PQLPSSGNDAVI VATHGQ* SLHHTL 

L*TPFHLGNVYVAMEEFEKALVWY 

ESTL\SLQPEFVPAKNRIQTIQCHLM 

LKKGRALLP 


3009 


8506 


3268 


2956 


LADSSPSNLQIIIKELLSMHHQPDPA 

LTKEFDYLPPVDSRSSSGFVGLRNG 

GATCYMNAVFQQLYMQPGLPESLL 

SVDDDTDNPDDSVFYQVQSLFGHL 

MESKLQYYVPENFWKIFKMWNKE 

LYVREQQDAYEFFTSLIDQMDEYL 

KKMGRDQIFKNTFQGIYSDQKICKD 

CPHRYEREEAFMALNLGVTSCQSLE 

ISLDQFVRGEVLEGSNAYYCEKCKE 

KRITVKRTCIKSLPSVLVIHLMRFGF 

DWESGRSIKYDEQIRFPWMLNMEP 

YTVSGMARQDSSSEVGENGRSVDQ 

GGGGSPRKKVALTENYELVGVIVH 

SGQAHAGHYYSFIKDRRGCGKGK 

WYKFNDTVIEEFDLNDETLEYECFG 

GEYRPKVYDQTNPYTDVRRRYWN 

AYMLFYQRVSDQNSPVLPKKSRVS 

WRQEAEDLSLSAPSSPEISPQSSPRP 

HRPNNDRLSILTKLVKKGEKKGLFV 

EKMPARIYQMVRDENLKFMKNRD 

VYSSDYFSFVLSLASLNATKLKHPY 

YPCMAKVSLQLAIQFLFQTYLRTKK 

KLRVDTEEWIATIEALLSKSFDACQ 

WLVEYFISSEGRELIKIFLLECNVRE 

VRVAVATILEKTLDSALFYQDKLKS 

LHQLLEVLLALLDKDVPENCKNCA 

QYFFLFNTFVQKQGIRAGDLLLRHS 

ALRHMISFLLGASRQNNQIRRWSSA 

QA\REFGNLHNTVA\LLVLHSDVSS 

QRNVAPGMFKQRPPISIAPSSPLLPL 

HEEVEALLF\MSEGKPYLLEVMFAL 

RELTG SLL\ALIEM\VVYCCFCNEHF 

SFTMLAFHLRNQL\ETA\PPHEFKGI 

RFPTTFMEILVIEDPIQAERV\KFVFE 

TENGLLALMHHSNHVDSSRCYQCV 

KFLVTLAQKCPAAKEYFKENSHHW 

SWAVQRLHH\KMSDLYWTPLSNVS 

NETSTGKTF*RTISDHDTLPYATALL 

NEKEHSGSRNGSKSRPANENGHRH 

LQQGSQSPLDDWVSLRSDLDDVDP 


3010 


8507 


3269 


68 


301 


NFRLDLCRDILCSETTRLNTINMSIL 
SNLTYRFSEIPF*IFRRLFVL*KL/ENS 
ILKYIWTCKGPRLVKTTFKNNSESW 


3011 


3012 


8508 


3270 


8509 


A 3271 


224 


518 


342 


724 


MINKGQAGANIKSNXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxx* 

hTTYPWAVL/VFFFFFLRWSLTLVAR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^B) NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequeWE ( x=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 







LECRAGVQWCDLGSLQPLPPQ\FE* 
FSCLSLQLALPRPAKFFVI\LVEM\GF 
TMLAKMVSIS*PCDPPALASQSARJT 
ILDFMLAPACPLLIIPFTWTLFFRNTI 

3013 

8510 

A 

3272 

3 

367 


3014 

8511 

A 

3273 

58 

553 

VARSAPPDGAVCAGPGSRRTEMAE 
QSDEAV\KY\YTLERFQMHN\HSKST 
WLILHHKG\YDLTKFLEEHPGGEEV 
LREQA\GGD\ATENFEDVG\HSTDAR 
EMSKTFIIGVELHPVDRPKLNKASGT 
FKGCV*GNFLFTTI*FLVPSWWTNW 
\VIP\AISAVGRRLGCIRL 

3015 

8512 

A 

3274 

41 

400 

KRLGPRGGVGPSPNGGNQGL*GPKI 
FPWPSTLGTK/GEPLPSSSSSSSPPQK 
RGFPSSPEKUPGVPPPTPKGPSPPGG 
GVKKKGRA*KKKPLGLWEKGPNPA 
PGGPGTPTFGGPPGQYPG 

3016 

8513 

A 

3275 

3 

146 

WGVIITMMVTCSV/A/CTLFWLIAIL 
AQCNPLYRP* LKDETTWYLKHH WP 

3017 

8514 

A 

3276 

161 

472 


3018 

8515 

A 

3277 

3 

273 

AAAPGNGRASAPRLLLLFLVPLLW 
APAAVRAGPDEDLSHRNKEPPAPVP 
SSCSRSLWAVQGPEPARVEVSGPG 
WGERGCRAGCAEYQAPGL 

3019 

8516 

A 

3278 

124 

672 

FQRTKLLNGPGDVETGTSITVPQKK 

WLHVISPIFVQS\LTLPFLAKWGDRL 

QLLQ1ELAAREVSDI*EETV*NETYL 

LLLCSRKTLDTLKWAHSIPSYARLF 

YI**FSCSLKLAFSQFLLPA\DPYGVA 

VGGTVGHCLCTGLAVIGGRMIAQKI 

SVRTVTIIGGIVFLAFAFSALFISPDS 

GF 

3020 

8517 

A 

3279 

2 

991 

AAAAPGNGRASAPRLLLLFLVPLL 

WAPAAVRAGP\DEDLSHRNKEPPAP 

\PSSCSRSLWAVQGPEPARVEKIFTP 

A\APVHTNTEDPATQT\NLGIYPMQF 

VAAIIQLL1\VSEIGVSRT\FFIAAIMA 

MRYNRPGPCWAGAMLCL/AGLMT 

CLFS/VLFGYATTVIPRGLYILMFQP 

VLFAIFGIRMLREGLK\MSPDEGQEE 

LEEVQA\ELKKKDEEFQRTK\LLNG\ 

PGDVETGTSITVP\QKKW\LHFISPIF 

GQALTLTFLAEWGDRS*\LTTIVLAA 

REDPYGVAVGGTVGHCLCTGLAVI 

GGRMIAQKISVRTVTIIGGIVFLAFA 

FSALFISP 

3021 

8518 

A 

3280 

1 

278 

QHDLQDVDVAFTEEE*RLAGP\AQR 
KLYRDVIVENLRNLLSVGHPPFKQD 
ISPIERNDQLWIMTTATRIPGNLGKN 
QTVISSYSKLFICFASS 

3022 

8519 

A 

3281 

263 

588 

DSALPQKEELKMNMFKEAVTFKDV 

AVAFTEEELG\LLGPAQRKLYRDVM 

VEN\FRN\LLSVGHPPFKQDVSPIER 

NEQLWIMTTS/TPRRQGNLDTLSWK 

AL\LLYDLAQT 

3023 

8520 

A 

3282 

1 

1285 

MEDSELPSARSVLPSKRIGVVQSQQ 
RPPLGERHYGPTTRDGALHSAYSPT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid scquc"TTW( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







QARCVSHPTYEKYPHVWRGWPPFS 

PEKERQRLENLRRKEEAEQLRRQK 

VEEDKRRRLEEVKLKREERLRKVL 

QARERVEQMKEEKKKQIEQKFAQI 

DEKTEKAKEERLAEEKAKKKAAAK 

KMEEVEARRKQEEDARRLRWLQQ 

VRAQ/EGNRSREVK*HLKSHEPVCS 

GGDSRTHPQPLVHAWSQCLP*RLL\ 

RVLRELQEREKALRLQKEQLQRELE 

EKKKKEEQQRLAERQLQEEQEKKA 

KEAAGASKALNVTVDVQSPACTSS 

PITPQGHKAPPQINPHNYGMDLNSD 

DSTDDEAHPRKPIPTWARGTPLSQA 

I1HQYYQPPNLLELFGTILPLDLEDIF 

KKSKPRYHKRTSSAVWNSPPLQGA 

RVPSSLAYSLKKH 

3024 

8521 

A 

3283 

3 

262 

FHTEERSYECTECGKA\FKHSSTLLQ 
HRKVHTPERRQEDRAHGKWSC*H 
RVHQERSYSRKEVKESGRESAIRKK 
LNLAHPNTHPRE 

3025 

8522 

A 

3284 

1 

269 

FFFFPQIGSHPITVRLECSDAITFCCSL 
NLPGSRDPPASAS*VAETTGLHHHA 
GLIF*FFVE/MGL/HQAGLELLDKVIL 
PPLPPKELGSQM 

3026 

8523 

A 

3285 

3 

1191 

KSCFNAFFNFEDMQEITQH\FAVCH 

VDAPGQQEGAP/SPFFTGYQYPTMD 

ELAEMLPPVLTHLSLKSIIGIGVGAG 

AYILXSRFALNHPELVERPLCSLMVD 

PC/ALKGW1DWAASKLSG\LTTNVV\ 

EIILAHHFGQEELQANLD\L1QTYRM 

HIAQDINQDNLQLFLNSYNGRRDLE 

IERPILGQNDNKSKTLKCSTLLVVG 

DNSPAVEAVMADCGGLPHWQPG 

KLTEAFKYFLQGMGYIPVCAAQSPE 

HRVST\SASMTRLARSRTHSTSSSLG 

SGESPFSRSVTSNQSDGTQESCESPD 

VLDRHQTMEISLDDVLLSALLRNN 

GKSAQQKKISAKPKLEFLCPRPGTC 

DHGSRKFCYTVLVDPRERSKATAV 

ALGSFPAGGPAELSLRLGEPLTIVSE 

3027 

8524 

A 

3286 

3 

638 

SSKLSGLTTNVVDIILAHHFGQEELQ 

ANLDLIQTYRMHIAQDINQDNLQLF 

L\KSYNGRRDLEIERPILGQNDNKSK 

TLKGXSTLLVVGDNSPAVEAVVECN 

SRLNPINTTL\LKMADCGGLPPG*FS 

PGKLTEAFKYFLQGMGYIPLVLCYS 

T\SGSMTSVARSR\THSTSSSLGSGES 

PFSRSVT\SNQSDGT\QES\CESPDVL 

DRQQTMEVSC 

3028 

8525 

A 

3287 

1 

407 

FSIETESCSVAQAGGKWHDSGSLQP 
QPPRFK* FSCLSLLNSWDYRPAPP/* 
PG* LFFVFLVETGF/1HVGQPGLKLL 
TSSDPPTSASQSAGITGLRDRAQPPP 
EDSNVQFENHWQRECTMLLFTLGP 
LKLFPLTELML 

3029 

8526 

C 

3288 

157 

468 

MHHIHNASRTFQLIFSSFPRGNAIVF 
MLKMGGFLELRGPRSGMDHHRGR 
GEANQPFCPTSPAACGQNLPIKHGL 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^fDNOi 

inUSSN 
09/770,160 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *^Stop" 
codon; /=possiblc nucleotide deletion; \=possible 
nucleotide insertion) 


PRWSTKGETTADTDSVDLENPILYK 
YFQL* 


3030 


8527 


3289 


14 


348 


EFHSCRPGWSAMTQSRLTLQPPPPG 

FK*FSCLSLLSSWDYRHTPPHPASF\* 

LLVDTG\FLHVGQAGLKLLTSGDSP 

TSASQSARITGVNHCARPSTFLRLQ 

RKAGRCSTSRL 


3031 


8528 


3290 


2201 


MTNLAMVERDSEAGTAASRFPGNH 

AAKGKAQAHYKVWRPAEVRCLKL 

GPEWVTLRYTIKHRPYKLCGKRQH 

VFFFTSRSDVGFMLTTLKPFGSVSV 

ESKMNNKAGSFFWNLRQFSTLVST 

SRTMRLCCLGLCKPKIVHSNWNILN 

NFHNRMQSTDIIRYLFQDAFIFKSDV 

GFQTKGISTLTALRIERLLYAKRLFF 

DSKQSLVPVDKSDDELKKVNLNHE 

VSNEDVLTKETKPNRISSRKLSEEC 

NSLSDVLDAFSKAPTFPSSNYFTAM 

WTIAKRLSDDQKRFEKRLMFSHPAF 

NQLCEHMMREAK1MQYKYLLFSLH 

AIVKLGIPQNTILVQTLLRVTQERIN 

ECDEICLSVLSTVLEAMEPCKNVHV 

LRTGFR1LVDQQVWKIEDVFTLQW 

MKCIGKDAPIALKRKLEMKALREL 

DRFSVLNSQHMFEVLAAMNHRSLI 

LLDECSKVVLDNIHGCPLRIMINILQ 

SCKDLQYHNLDLFKGLADYVAATF 

DIWKFRKVLFILILFENLGFRPVGLM 

DLFMKRIVEDPESLNMKNILSILHTY 

SSLNHVYKCQNKEQFVEVMASALT 

GYLHTISS\ENLLDAVYSFCLMNYFP 

LAPFNQLLQKDIISELLTSDDMKNA 

YKLHTLDTCLKLDDTVYLRDIALSL 

PQLPRELPSSHTNAKVAEVLSSLLG 

GEGHFSKDVHLPHNYHI\DFEIRM\D 

TNRVNQVLPL/SLDVGTTSAT\DIQRL 

LTYISFAGLSELKS 


3032 


8529 


3291 


485 


LHTLDTCLKLDDTVYLRDIALSLPQ 

LPRELPSSHTNAKGGQRS*AALLGG 

EGTPPSKDV\HLAPHNY\HIDFEIQN 

GTPNRNPSAYPLS\DVDTTSCLQIFK 

E* LC YVFPRSAYCLGSSHPRGFLAM 

KMRHLNAMGFHVILVNNWEDGQT 

RDGRCQSPFLKT 


3033 


8530 


3292 


530 


LRKTFIPNRPLILLPPGNSLATHLFF\ 

ETVSRSVAQAGVQWHHLGLLQSPS 

PGFKRFSCLSLPSNWDYRHAPPRLA 

NFYIFS*DGVSFHHVGQAGLKLLTS 

GDPLTLASQSAGITGVSHCTRPLIHK 

FGLSYRQRIENVSFLLPYTHASSLLQ 

LLLAPLVTNGQGQEQKPELVREVG 


3034 


8531 


3293 


115 


463 


VTKQLFNILSFIFFHTSILIFFFFLKME 

SCSVA\RLECSGT\ILAHCNLCLPGSS 

NSPASASRVSWDYKVCATMPG*FL 

YF**E\QGFHHVGQAGLRTPGPQGD 

PARPWAPKVLGLQA 


3035 


8532 


3294 


503 


1055 


D1DFSPV*LVNVQMRRHALLMNLW 
DT/QDSHTSLRNAEYCSLMEEDMAP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

nnrl£fv-»tiffp 

sequence 

SEQ ID 
NO: or 

npntiflf* 

sequence 

Me 
the 

S^PDNO: 

in USSN 
vyf / /U,IOU 

Nucleotide 
location of 
first co don 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acw sequence ( A=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







SNKTTW\LRPLTQQF*NLPQKKTLA 

KK*KDFTHRVLFTA*MCLPQSSSLW 

HL*NWKQSKCPSVGDWEH*FVQW 

GTPYQKEE*GTPIDKGQSTYNIMQI 

YICFFLKQYKDKNLKWLLWRTGVS 

GGSETEIDSEVISGL 

3036 

8533 

A 

3295 

3 

304 

FFLVETEFCHAAQAGVQWCDLGSL 
QPPPPGLQQSSHLNLPKS*DYRCEPP 
MPG*FLETGFHPSCPRLVPKLLGSSS 
PPASAS\QSIGIS\GVSHCPEKPFP 

3037 

8534 

A 

3296 

324 

650 

KKEHRVTCFSFWEMESRSVA*AEV 

Q*HDLDSLQPLPHGLKRVSCLSLPSS 

WDYRHLPPCLTNVCIFSRNGVSLY* 

PGWSNRTPDLVILPALAPQSAGITGG 

EPPCPATK 

3038 

8535 

A 

3297 

2 

564 

FFFPPPQPPSPGFKQFSCLTLPSSWD 

YRCPPPRPANF\*FLIETGF/VHVGQA 

GLELLTSGDLPTPASQNAGITGVRP 

GTQPASCF*MWQGLIGQNKMTISLL 

LQSILL 

3039 

8536 

A 

3298 

352 

392 


3040 

8537 

A 

3299 

20 

200 

FTLIQNCFHEIQIEQCGLDAVAHTY 
NPSTLGGQGG* IA* AQEFETSLGN\M 
VKPHLSLKF 

3041 

8538 

A 

3300 

971 

9082 


3042 

8539 

A 

3301 

1 

15447 

MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


tho 
d 


Me]S^j^Na 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequflffk ( \=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


NAYPQTVNEDICVEELVTSSSPCKN 

KNAAIKLSISNSNNFEVGPPAFRIAS 

GKIRLCSHETIKKVKDIFTDSFSKVI 

KENNENKSKICQTKIMAGCYEALD 

DSEDILHNSLDNDECSMHSHKVFA 

DIQSEEILQHNQNMSGLEKVSKISPC 

DVSLETSDICKCSIGKLHKSVSSANT 

CGIFSTASGKSVQVSDASLQNARQV 

FSEIEDSTKQVFSKVLFKSNEHSDQL 

TREENTAIRTPEHLISQKGFSYNVVN 

SSAFSGFSTASGKQVSILESSLHKVK 

GVLEEFDLIRTEHSLHYSPTSRQNVS 

KILPRVDKRNPEHCVNSEMEKTCSK 

EFKLSNNLNVEGGSSENNHSIKVSP 

YLSQFQQDKQQLVLGTKVSLVENI 

HVLGKEQASPKNVKMEIGKTETFS 

DVPVKTNIEVCSTYSKDSENYFETE 

AVEIAKAFMEDDELTDSKLPSHATH 

SLFTCPENEEMVLSNSRIGKRRGEPL 

ILVGEPSIKRNLLNEFDRIIENQEKSL 

KASKSTPDGTIKDRRLFMHHVSLEP 

ITCVPFRTTKERQEIQNPNFTAPGQE 

FLSKSHLYEHLTLEKSSSNLAVSGH 

PFYQVSATRNEKMRHLITTGRPTKV 

FVPPFKTKSHFHRVEQCVRNINLEE 

NRQKQNIDGHGSDDSKNKINDNEIH 

QFNKNNSNQAAAVTFTKCEEEPLD 

LITSLQNARDIQDMRIKKKQRQRVF 

PQPGSLYLAKTSTLPRISLKAAVGG 

QVPSACSHKQLYTYGVSKHCIKINS 

KNAESFQFHTEDYFGKESLWTGKGI 

QLADGGWLIPSNDGKAGKEEFYRA 

LCDTPGVDPKLISRIWVYNHYRWII 

WKLAAMECAFPKEFANRCLSPERV 

LLQLKYRYDTEIDRSRRSA IKKIME 

RDDTAAKTLVLCVSDIISLSANISET 

SSNKTSSADTQKVAIIELTDGWYAV 

KAQLDPPLLAVLKNGRLTVGQKIIL 

HGAELVGSPDACTPLEAPESLMLKI 

SANSTRPARWYTKLGFFPDPRPFPL 

PLSSLFSDGGNVGCVDVIIQRAYPIQ 

RMEKTSSGLYIFRNEREEEKEAAKY 

VEAQQKRLEALFTKIQEEFEEHEEN 

TTKPYLPSRALTRQQVRALQDGAE 

LYEAVKNAADPAYLEGYFSEEQLR 

ALNNHRQMLNDKKQAQIQLEIRKA 

MESAEQKEQGLSRDVTTVWKLRIV 

SYSKKEKDSVILSIWRPSSDLYSLLT 

EGKRYRIYHLATSKSKSKSERANMP 

AGRTV*K*SKKQKSFRYKRRGLGCS 

MSPSTTFKSGIQ*Y*LSIPEKSFI*S*K 

CQHSYFNSYFQGCSVKPSHDF*RQR 

IIQNVRQAQR*QL*I*C*INQKYSHG 

KESRCMCFK*KL*KR*AVAT*KIHE 

SSITFKKGTANQNTNLRVIQKNQEE 

TTSISKITVNPDSEELFSDNENNFVF 

QVANERNNLALGNTKELHETDLTC 

VNEPIFKNSTMVLYGDTGDKQATQ 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeWe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


VSIKKDLVYVLAEENKNSVKQHIK 

MTLGQDLKSDISLNIDKIPEKNNDY 

MNKWAGLLGPISNHSFGGSFRTAS 

NKEIKLSEHNIKKSKMFFKDIEEQYP 

TSLACVEIVNTLALDNQKKLSKPQS 

INTVSAHLQSSVVVSDCKNSHITPQ 

MLFSKQDFNSNHNLTPSQKAEITEL 

STILEESGSQFEFTQFRKPSYILQKST 

FEVPENQMTILKTTSEECRDADLHV 

IMNAPSIGQVDSSKQFEGTVEIKRKF 

AGLLKNDCNKSASGYLTDENEVGF 

RGFYSAHGTKLNVSTEALQKAVKL 

FSDIENISEETSAEVHPISLSSSKCHD 

SVVSMFKIENHNDKTVSEKNNKCQ 

LILQNNIEMTTGTFVEEITENYKRNT 

ENEDNKYTAASRNSHNLEFDGSDSS 

KNDTVCIHKDETDLLFTDQHNICLK 

LSGQFMKEGNTQIKEDLSDLTFLEV 

AKAQEACHGNTSNKEQLTATKTEQ 

NIKDFETSDTFFQTASGKNISVAKES 

FNKIVNFFDQKPEELHNFSLNSELHS 

DIRKNKMDILSYEETDIVKHKILKES 

VPVGTGNQLVTFQGQPERDEKIKEP 

TLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETVVPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERIKTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCGIFSTASGKSVQVSDASLQNAR 

QVFSEIEDSTKQVFSKVLFKSNEHS 

DQLTREENTAIRTPEHLISQKGFSYN 

WNSSAFSGFSTASGKQVS1LESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

IKVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 


D NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


e^nj^l 


PCT/US01/08656 


Amino acid seqafflce ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


PTKVFVPPFKTKSHFHRVEQCVRNI 
NLEENRQKQNIDGHGSDDSKNKIN 
DNEIHQFNKNNSNQAAAVTFTKCE 
EEPLDLITSLQNARDIQDMRIKKKQ 
RQRVFPQPGSLYLAKTSTLPRISLKA 
AVGGQVPSACSHKQLYTYGVSKHC 
IKINSKNAESFQFHTEDYFGKESLW 
TGKGIQLADGGWLIPSNDGKAGKE 
EFYRALCDTPGVDPKLISRIWVYNH 
YRWIIWKLAAMECAFPKEFANRCL 
SPERVLLQLKYRYDTEIDRSRRSAIK 
KIMERDDTAAKTLVLCVSDIISLSA 
NISETSSNKTSSADTQKVAIIELTDG 
WYAVKAQLDPPLLAVLKNGRLTV 
GQKIILHGAELVGSPDACTPLEAPES 
LMLKISANSTRPARWYTKLGFFPDP 
RPFPLPLSSLFSDGGNVGCVDVIIQR 
AYPIQWMEKTSSGLYIFRNEREEEK 
EAAKYVEAQQKRLEALFTKIQEEFE 
EHEENTTKPYLPSRALTRQQVRALQ 
DGAELYEAVKNAADPAYLEGYFSE 
EQLRALNNHRQMLNDKKQAQIQLE 
IRKAMESAEQKEQGLSRDVTTVWK 
LRIVSYSKKEKDSVILSIWRPSSDLY 
SLLTEGKRYRIYHLATSKSKSKSER 
ANIQLAATKKTQYQQLPVSDEILFQI 
YQPREPLHFSKFLDPDFQPSCSEVDL 
IGFWSVVKKTGLAPFVYLSDECYN 
LLAIKFWIDLNEDIIKPHMLIAASNL 
QWRPESKSGLLTLFAGDFSVFSASP 
KEGHFQETFNKMKNTVENIDILCNE 
AENKLMHILHANDPKWSTPTKDCT 
SGPYTAQIIPGTGNKLLMSSPNCEIY 
YQSPLSLCMAKRKSVSTPVSAQMT 
SKSCKGEKEIDDQKNCKKRRALDF 
LSRLPLPPPVSPICTFVSPAAQKAFQ 
PPRSCGTKYETPIKKKELNSPQMTPF 
KKFNEISLLESNSIADEELALINTQA 
LLSGSTGEKQFISVSESTRTAPTSSE 
DYLRLKRRCTTSLIKEQESSQASTEE 
CEKNKQDTITTKKYI 


3043 


8540 


3302 


2163 


3044 


8541 


3303 


5771 


3045 


8542 


3304 


3395 


MPIGSKERPTFFEIFKTRCNKADLGP 

1SLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKK1FHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

Sffl^b NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent? ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







FESGSDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSD1ENISEETSAEVH 

PISLSSSKCHDSWSMFKIENHNDKT 

VSEKNNKCQL1LQNNIEMTTGTFVE 

EIT/EM*HAFT*GFC*HSE*RNFTT*P 

KYVWIGESF*NITL*C*FGNFRYM* 

M*YREAS*VSLICKYLWDF*HSKW 

KICPGIRCFITKRKTSVF*NRR*YQA 

SLFQSIV*K*RTFRPAHKRRKYCYT 

YSRTFNIPKRLFI*CGKFICFLWI*YS 

KWKASFHFRKFLTQS*GSVRGI*FN 

QN*A*SSLFTYV*TKCIKNTSSC**E 

KPRALCKLRNGKNLQ*RI*HK*LKC 

*RWFFRK*SLY*SFSISLSISTRQTTV 

GIRNQSLTC*EHSCFGKRTGFT*KRK 

NGNW*N*NFF*CSCENKYRSLFYLL 

QRFRKLL*NRSSRNC* SFYGR* *TDR 

F*TAKSCHTFSFYMSRK*GNGFVKF 

KNWKKKRRAPYLSGRTLNQKKLIK 

*1*QDNRKSRKILKGFKKHSRWHNK 

RSKIVYASCFFRADYLCTLSHN*GT 

SRDTESKFYRTWSRISV*ISFV*TSDF 

GKIFKQFSSFRTSILSSFCYKK*KNET 

LDYYRQTNQSLCSTF*N*IAFSQS*T 

VC*EY*LGGKQTKAKH*WTWL**** 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SECfTD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequencCl X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







K*D**Q*DSSV*QKQLQSSSSCNFHK 

V*RRTFRFNYKSSECQRYTGYAN*E 

ETKATRLSTARQSVSCKNIHSASNL 

SESSSRRPSSLCVFS*TAVYVWRF*T 

LHKN*QQKCRVFSVSH*RLFW*GKF 

MD WKRNTVG* WWM AHTLQ* WKG 

WKRRIL*GSV*HSRCGSKAYF*NLG 

L*SL*MDHMETGSYGMCLS*GIC** 

MPKPRKGASSTKIQI*YGN**KQKIG 

YKKDNGKG*HSCKNTCSLCF*HNFI 

ERKYI*NF*Q*N* *CRYPKSGHY*TY 

RWVVCC*GPVRSSPLSCLKEWQTD 

SWSEDYSSWSRTGGLS*CLYTS*SP 

RISYVKDFC*QYSACSLVYQTWILS* 

P*TFSSALIIAFQ*WRKCWLC*CNYS 

KSIPYTVDGEDIIWIIHISQ*KRGRKG 

SSKICGGPTKETRSLIH*NSGGI*RT* 

RKHNKTIFTITCTNKTASSCFARWC 

RAL*SSEECSRPSLP*GLFQ*RAVKS 

LE* SQANVE* *ETSSDPVGN*EGHGI 

C*TKGTRFIKGCHNRVEVAYCKLFK 

KRKRFSYTEYLASIIRFIFSVNRRKEI 

QNLSSCNFKI*K*I*KS*HTVSSDKK 

NSVSTTTGFR*NFISDLPATGAPSLQ 

QIFRSRLSAILF*GGPNRICRFCCEKN 

RTCPFRLFVRRMLQFTGNKVLDRP* 

*GHY*ASYVNCCKQPPVATRIQIRPS 

YFICWRFFCVFC* SKRGPLSRDIQQN 

EKYC*EY*HTLQ*SRKQAYAYTAC 

K*SQVVHPN*RLYFRAVHCSNHSW 

YRKQASDVFS*L*DILSKSFITLYGQ 

KEVCFHTCLSPDDFKVL*RGERD*M 

PIGSKERPTFFEIFKTRCNKADLGPIS 

LNWFEELSSEAPPYNSEPAEESEHK 

NNNYEPNLFKTPQRKPSYNQLASTP 

IIFKEQGLTLPLYQSPVKELDKFKLD 

LGRNVPNSRHKSLRTVKTKMDQAD 

DVSCPLLNSCLSESPVVLQCTHVTP 

QRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQN1SEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SBPD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeHE6( X=Unknotvn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEHCLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

R 

3046 

8543 

A 

3305 

1 

5771 

MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^Td NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







NKNSVKQHIKMTLGQDLKSDISLNI 

DK1PEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRD/C/S/YLMIRKLIEAEDRL*KR 

*WKGMTQLQKHLFSVFLT*FH*AQI 

YLKLLAIKLWQIPKKWPLLNLQM 

GGMLLRPS*ILPS*LS*RMAD*QLVR 

RLFFMEQNWWALLMPVHLLKPQN 

LLC*RFLLTVLGLLAGIPNLDSFLTL 

DLFLCPYHRFSVMEEMLVVLM*LF 

KEHTLYSGWRRHHLDYTYFAMKE 

RKKRKQQNM WRPNKRD* KPYSLK 

FRRNLKNMKKTQQNHIYHH VH* QD 

SKFVLCKMVQSFMKQ*RMQQTQLT 

LRVISVKSS*EP*IITGKC*MIRNKLR 

SSWKLGRPWNLLNKRNKVYQGMS 

QPWGSCVL*AIQKKKKIQLY*VFGV 

HHQ1YILC*QKERDTEFIILQLQNLK 

VNLKELTYS*QRQKKLSINNYRFQM 

KFYFRFTSHGSPFTSANF*IQTFSHL 

VLRWT* *DLSFLL*KKQDLPLSSICQ 

TNVTIYWQ*SFG*TLMRTLLSLIC*L 

LQATSSGDQNPNQAFLLYLLEIFLCF 

LLVQKRATFKRHSTK*KILLRILTYF 

AMKQKTSLC1YCMQMIPSGPPQLKT 

VLQGRTLLKSFLVQETSF*CLLLIVR 

YIIKVLYHFVWPKGSLFPHLSQPR*L 

QSLVKGRKRLMTKRTAKREEPWIS* 

VDCLYLHLLVPFVHLFLRLHRRHFS 

HQGVVAPNTKHP*RKKN*ILLR*LH 

LKNSMKFLFWKVIQ*LTKNLH**IP 

KLFCLVQQEKNNLYLSVNPLGLLPP 

VQKIISD*NDWLHL*SKNRRVPRP 

VRKNVRKISRTQLQLKNIS 

3047 

8544 

B 

3306 

16 

10899 

MPNVLEDEVYETVVDTSEEDSFSLC 

FSKCRTKNLQKVRTSKTRKKIFHEA 

NADECEKSKNQVKEKYSFVSEVEP 

NDTDPLDSNVANQKPFESGSDKISK 

EVVPSLACEWSQLTLSGLNGAQME 

KIPLLHISSCDQNISEKDLLDTENKR 

KKDFLTSENSLPRISSLPKSEKPLNE 

ETVVNKRDEEQHLESHTDCILAVK 

QAISGTSPVASSFQGIKKSIFRIRESP 

KETFNASFSGHMTDPNFKKETEASE 

SGLEIHTVCSQKEDSLCPNLIDNGS 

WPATTTQNSVALKNAGL1STLKKK 

TNKFIYAIHDETSYKGKKIPKDQKS 

ELINCSAQFEANAFEAPLTFANADS 

GLLHSSVKRSCSQNDSEEPTLSLTSS 

FGTILRKCSRNETCSNNTVISQDLDY 

KEAKCNKEKLQLFITPEADSLSCLQ 

EGQCENDPKSKKVSDIKEEVLAAA 

CHPVQHSKVEYSDTDFQSQKSLLY 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SEQtD NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; £=possible nucleotide deletion; \=possible 
nucleotide insertion) 







DHENASTLILTPTSKDVLSNLVMISR 

GKESYKMSDKLKGNNYESDVELTK 

NIPMEKNQDVCALNENYKNVELLP 

PEKYMRVASPSRKVQFNQNTNLRV 

IQKNQEETTSISKITVNPDSEELFSDN 

ENNFVFQVANERNNLALGNTKELH 

ETDLTCVNEPIFKNSTMVLYGDTGD 

KQATQVSIKKDLVYVLAEENKNSV 

KQHIKMTLGQDLKSDISLNIDKIPEK 

NNDYMNKWAGLLGPISNHSFGGSF 

RTASNKEIKLSEHNIKKSKMFFKDIE 

EQYPTSLACVEIVNTLALDNQKKLS 

KPQSINTVSAHLQSSVVVSDCKNSH 

ITPQMLFSKQDFNSNHNLTPSQKEQI 

TELSTILEDSGSQFEFTQFRKPSYILQ 

KSTFEVPENQMTILKTTSEECRDAD 

LHV1MNAPSIGQVDSSKQFEGTVEI 

KRKFAGLLKNDCNKSASGYLTDEN 

EVGFRGFYSAHGTKLNVSTEALQK 

AVKLFSDIENISEETSAEVHPISLSSS 

KCHDSWSMFKIENHNDKTVSEKN 

NKCQLILQNNIEMTTGTFVEEITENY 

KRNTENEDNKYTAASRNSHNLEFD 

GSDSSKNDTVCIHKDETDLLFTDQH 

NICLKLSGQFMKEGNTQIKEDLSDL 

TFLEVAKAQEACHGNTSNKEQLTA 

TKTEQNIKDFETSDTFFQTASGKNIS 

VAKESFNKIVNFFDQKPEELHNFSL 

NSELHSDIRKNKMDILSYEETDIVK 

HKILKESVPVGTGNQLVTFQGQPER 

DEKIKEPTLLGFHTASGKKVKIAKE 

SLDKVKNLFDERARTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETWNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ 10 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeffie ( A=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSH1TPQMLFSKQDFNSNHNL 

TPSQKEQITELSTILEDSGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDERASHQWAK 

TLKYREACKDLELACETIEITAAPK 

CKEMQNSLNNDKNLVSIETWPPKL 

LSDNLCRQTENLKTSKSIFLKVKVH 

ENVEKETAKSPATCYTNQSPYSVIE 

NSALAFYTSCSRKTSVSQTSLLEAK 

KWLREGIFDGQPERINTADYVGNY 

LYENNSNSTIAENDKNHLSEKQDTY 

LSNSSMSNSYSYHSDEVYNDSGYLS 

KNKLDSGIEPVLKNVEDQKNTSFSK 

VISNVKDANAYPQTVNEDICVEELV 

TSSSPCKNKNAAIKLSISNSNNFEVG 

PPAFRIASGKIVCVSHETIKKVKDIF 

TDSFSKVIKENNENKSKICQTKIMA , 

GCYEALDDSEDILHNSLDNDECSTH 

SHKVFADIQSEEILQHNQNMSGLEK 

VSKISPCDVSLETSDICKCSIGKLHK 

SVSSANTCGIFSTASGKSVQVSDAS 

LQNARQVFSEIEDSTKQVFSKVLFK 

SNEHSDQLTREENTAIRTPEHLISQK 

GFSYNVVNSSAFSGFSTASGKQVSI 

LESSLHKVKGVLEEFDLIRTEHSLH 

YSPTSRQNVSKILPRVDKRNPEHCV 

NSEMEKTCSKEFKLSNNLNVEGGSS 

ENNHSIKVSPYLSQFQQDKQQLVLG 

TKVSLVENIHVLGKEQASPKNVKM 

EIGKTETFSDVPVKTNIEVCSTYSKD 

SENYFETEAVEIAKAFMEDDELTDS 

KLPSHATHSLFTCPENEEMVLSNSRI 

GKRRGEPLILVGEPSIKRNLLNEFDR 

IIENQEKSLKASKSTPDGTIKDRRLF 

VHHVSLEPITCVPFRTTKERQEIQNP 

NFTAPGQEFLSKSHLYEHLTLEKSSS 

NLAVSGHPFYQVSGNKNGKMRKLI 

TTGRPTKVFVPPFKTKSHFHRVEQC 

VRNINLEGNRQKQNIDGHGSDDSK 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^DNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acia sequence ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


NKINDNE1HQFNKNNSNQAAAVTFT 

KCEEEPLDLITSLQNARDIQDMRIK 

KKQRQRVFPQPGSLYLAKTSTLPRI 

SLKAAVGGQVPSACSHKQLYTYGV 

SKHCIKINSKNAESFQFHTEDYFX* 


3048 


8545 


3307 


12500 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPHVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNG/K/TVMS**MPHRLVR*TAA 

SNLKVQLKLNGSLLAC*KMTVTKV 

LLVI*QMKMKWGLGAFILLMAQN* 

MFLLKLCKKL*NCLVILRILVRKLL 

QRYIQ*VYLQVNVMILLFQCLR*KII 

MIKL*VKKIINAN*YYKIILK*LLALL 

LKKLLKITREILKMKITNILLPVEILI 

T*NLMAVIQVKMILFVFIKMKRTCY 

LLISTTYVLNYLASL*RRETLRLKKI 

CQI*LFWKLRKLKKHVMVILQIKNS 

*LLLKRSKI*KILRLLIHFFRLQVGKI 

LVSPKSHLIKL»ISLIRNQKNCITFP*I 

LNYILT*ERTKWTF*VMRKQT*LNT 

KY*KKVSQLVLEIN**PSRDNPNVM 

KRSKNLLCWVFIQLAGKKLKLQRN 

LWTK*KTFLMKKSKVLVKSPVLAI 

NGQRP* STERPVKTLN*H VRPLRSQ 

LPQSVKKCRILSIMIKTLFLLRLWCH 

LSS*VIIYVDKLKISKHQKVSF*KLK 

YMKM*KKKQQKVLQLVTQISPLIQS 

LKIQP*LFTQVWEKLL*VRLHYLK 

QKNGLEKEYLMVNQKE*ILQIM*EII 

CMKIIQTVL*LKMTKIISPKNKILI*V 

TVACLTAIPTILMRYIMIQDISQKINL 

ILVLSQY*RMLKIKKTLVFPK*YPM* 

KMQMHTHKL*MKIFALRNL*LALH 

PAKIKMQPLNCPYLIVIILR*GHLHL 

G* PWKSFVFHMKQLKK*KTYLQT 

VS VK* LRKTTRINQKFAKRKLWQV 

VTRHWMIQRIFFITL*IMMNVARIHI 

RFLLTFRVKKFYNITKICLDWRKFL 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

SE^D NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeWc ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







KYHLVMLVWKLQIYVNVV*GSFIS 

QSHLQILVGFLAQQVENLSRYQML 

H YKTQDKCFLK* KI VPSKSFPKYCL 

KVTNIQTSSQEKKILLYVLQNI*YPK 

KAFHIM W* IHLLSLDL VQQVESKFP 

F*KVPYTKLREC*RNLI*SELSIVFTI 

HLRLDKMYQKYFLVLIRETQSTV*T 

QKWKKPAVKNLNYQIT*MLKVVL 

QKIITLLKFLHISLNFNKTKNSWY*E 

PKSHLLRTFMFWEKNRLHLKT*KW 

KLVKLKLFLMFL*KQI*KFVLLTPKI 

QKTTLKQKQ*KLLKLLWKMMN*QI 

LNCQVMPHILFLHVPKMRKWFCQI 

QELEKEEESPLS* WENPQSKETY*M 

NLTG**KIKKNP*RLQKALQMAQ*K 

IEDCLCIMFL*SRLPVYPFAQLRNVK 

RYRIQILPHLVKNFCLNLICMNI*LW 

KNLQAI*QFQDIHFIKFLLQEMKK*D 

T*LLQADQPKSLFHLLKLNRIFTELN 

SVLGILTWRKTDKSKTLMDMALMI 

VKIRLMTMRFISLTKTTPIKQQL* LS 

QSVKKNL*I*LQVFRMPEIYRICELR 

RNKGNASFHSQAVCILPATTTQNSV 

ALKNAGLISTLKKKTNKFIYAIHDE 

TSYKGKKIPKDQKSELINCSAQFEA 

NAFEAPLTFANADSGLLHSSVKRSC 

SQNDSEEPTLSLTSSFGTILRKCSRN 

ETCSNNTVISQDLDYKEAKCNKEKL 

QLFITPEADSLSCLQEGQCENDPKS 

KKVSDIKEEVLAAACHPVQHSKVE 

YSDTDFQSQKSLLYDHENASTLILT 

PTSKDVLSNLVMISRGKESYKMSD 

KLKGNNYESDVELTKNIPMEKNQD 

VCALNENYKNVELLPPEKYMRVAS 

PSRKVQFNQNTNLRVIQKNQEETTS 

ISKITVNPDSEELFSDNENNFVFQVA 

NEKNNLALGNTKELHETDLTCVNE 

PIFKNSTMVLYGDTGDKQATQVSIK 

KDLVYVLAEENKNSVKQHIKMTLG 

QDLKSDISLNIDKIPEKNNDYMDKW ! 

AGLLGPISNHSFGGSFRTASNKEIKL 

SEHNIKKSKMFFKDIEEQYPTSLAC 

VEIVNTLALDNQKKLSKPQSINTVS 

AHLQSSVVVSDCKNSHITPQMLFSK 

QDFNSNHNLTPSQKAEITELSTILEE 

SGSQFEFTQFRKPSYILQKSTFEVPE 

NQMTILKTTSEECRDADLHVIMNAP 

SIGQVDSSKQFEGTVEIKRKFAGLL 

KNDCNKSASGYLTDENEVGFRGFY 

SAHGTKLNVSTEALQKAVKLFSDIE 

NISEETSAEVHPISLSSSKCHDSVVS 

MFKIENHNDKTVSEKNNKCQLILQ 

NNIEMTTGTFVEEITENYKRNTENE 

DNKYTAASRNSHNLEFDGSDSSKN 

DTVCIHKDETDLLFTDQHNICLKLS 

GQFMKEGNTQIKEDLSDLTFLEVAK 

AQEACHGNTSNKEQLTATKTEQNI 

KDFETSDTFFQTASGKNISVAKESF 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S^DNO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iu^^e^J 


PCT/US01/08656 


Amino acia sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


NKIVNFFDQKPEELHNFSLNSELHS 

DIRKNKMDILSYEETDIVKHKILKES 

VPVGTGNQLVTFQGQPERDEKIKEP 

TLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETWPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDGKNIHSASN 

LSESSSRRPSSLCVFSTAVYVWRF* 

TLHKN*QQKCRVFSVS/TLKIILVRK 

VYGLEKEYSWLMVDGSYPPMMER 

LEKKNFIGLCVTLQVWIQSLFLEFGF 

IITIDGSYGNWQLWNVPFLRNLLID 

A*AQKGCFFN*NTDMIRKLIEAEDR 

L*KR*WKGMTQLQKHLFSVFLT*FH 

*AQIYLKLLAIKLVVQIPKKWPLLN 

LQMGGMLLRPS*ILPS*LS*RMAD* 

QLVRRLFFMEQNWWALLMPVHLL 

KPQNLLC*RFLLTVLGLLAGIPNLDS 

FLTLDLFLCPYHRFSVMEEMLVVL 

M*LFKEHTLYSGWRRHHLDYTYFA 

MKERKKRKQQNMWRPNKRD*KPY 

SLKFRRNLKNMKKTQQNHIYHHVH 

*QDSKFVLCKMVQSFMKQ*RMQQT 

QLTLRVISVKSS*EP*IITGKC*MIRN 

KLRSSWKLGRPWNLLNKRNKVYQ 

GMSQPWGSCVL*AIQKKKKIQLY*V 

FGVHHQIYILC*QKERDTEF1ILQLQ 

NLKVNLKELTYS*QRQKKLSINNYR 

FQMKFYFRFTSHGSPFTSANF*IQTF 

SHLVLRWT**DLSFLL*KKQDLPLSS 

ICQTNVTI Y WQ* SFG*TLMRTLLSLI 

C*LLQATSSGDQNPNQAFLLYLLEIF 

LCFLLVQKRATFKRHSTK*KILLRIL 

TYFAMKQKTSLCIYCMQMIPSGPPQ 

LKTVLQGRTLLKSFLVQETSF*CLLL 

IVRYIIKVLYHFVWPKGSLFPHLSQP 

R*LQSLVKGRKRLMTKRTAKREEP 

WIS*VDCLYLHLLVPFVHLFLRLHR 

RHFSHQGVVAPNTKHP*RKKN*ILL 

R*LHLKNSMKFLFWKVIQ*LTKNLH 

**IPKLFCLVQQEKNNLYLSVNPLGL 

LPPVQKIISD*NDWLHL*SKNRRVP 

RPVRKNVRKISRTQLQLKNIS 


3049 


8546 


3050 


8547 


3308 


9344 


3309 


18345 


MPIGSKERPTFFEIFKTRCNKADLGP 
ISLNWFEELSSEAPPYNSEPAEESEH 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ 10 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^lD NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iu^^e^> 


PCT/US01/08656 


Amino acid sequeiffe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGKNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPWLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVW 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITDACRKDSVKMIQKAKKFQI*KK 

RSWLQHVTQYNIQKWNTVILTFNP 

RKVFYMIMKMPALLF*LLLPRMFC 

QT*S*FLEAKNHTKCQTSSKVTIMN 

LMLN*PKIFPWKRIKMYVL*MKIIK 

TLSCCHLKNT*E*HHLQERYNSTKT 

QI*E*SKKIKKKLLQFQK*LSIQTLK 

NFSQTMRIILSSK*LMKGIILL*EILR 


WO 01/79449 


SEQID 
NO: or 
nuclco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


lu^^e^} 


PCT/US01/08656 


Amino acid scqueWt ( X=Unknown; *=«top 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


NFMKQT*LV*TNPFSRTLPWFYMET 

QVINKQPKCQLKKIWFMFLQRRTKI 

V*SSI*K*L*VKI*NRTSP*I*IKYQKK 

IMIT*TNGQDS*VQFQITVLEVASEQ 

LQIRKSSSLNITLRRAKCSSKILKNNI 

LLV*LVLKL*1PWH*IIKRN*ASLSQL 

ILYLHIYRVV*LFLIVKIVI*PLRCYFP 

SRILIQTII*HLAKRQKLQNFLLY*KN 

QEVSLNLLSLENQATYCRRVHLKC 

LKTR*LS*RPLLRNAEMLIFMS**MP 

HRLVR*TAASNLKVQLKLNGSLLA 

C* KMTVTKVLLVI*QMKMK WGLG 

AFILLMAQN*MFLLKLCKKL*NCLV 

ILRILVRKLLQRYIQ*VYLQVNVMIL 

LFQCLR*KIIMIKL*VKKIINAN*YYK 

IILK*LLALLLKKLLKITREILKMKIT 

NILLPVEILIT*NLMAVIQVKMILFVF 

IKMKRTCYLLISTTYVLNYLASL*R 

RETLRLKKICQI*LFWKLRKLKKHV 

MVILQIKNS*LLLKRSKI*KILRLLIH 

FFRLQVGKILVSPKSHLIKL*ISLIRN 

QKNCITFP*ILNYILT*ERTKWTF*V 

MRKQT*LNTKY*KKVSQLVLEIN** 

PSRDNPNVMKRSKNLLCWVFIQLA 

GKKLKLQRNLWTK*KTFLMKKSKV 

LVKSPVLAINGQRP*STERPVKTLN* 

HVRPLRSQLPQSVKKCRILSIMIKTL 

FLLRLWCHLSS*VIIYVDKLKISKHQ 

KVSF* KLKYMKM*KKKQQKVLQL 

VTQISPLIQSLKIQP*LFTQVVVEKLL 

♦VRLHYLKQKNGLEKEYLMVNQKE 

*ILQIM*EIICMKIIQTVL*LKMTKIIS 

PKNKILPVTVACLTAIPTILMRYIM1 

QDISQKINLILVLSQY*RMLKIKKTL 

VFPK* YPM * KMQMHTHKL*MKIFA 

LRNL* LALHPAKIKMQPLNCPYL1VI 

1LR*GHLHLG*PVVKSFVFHMKQLK 

K*KTYLQTVSVK*LRKTTRINQKFA 

KRKLWQVVTRHWMIQRIFFITL*IM 

MNVARIHIRFLLTFRVKKFYNITKIC 

LDWRKFLKYHLVMLVWKLQIYVN 

VV*GSFISQSHLQILVGFLAQQVENL 

SRYQMLHYKTQDKCFLK*KIVPSKS 

FPKYCLKVTNIQTSSQEKKILLYVL 

QNI*YPKKAFHIMW*IHLLSLDLKL 

QEKY*K*R*QIYCCQ*KFS*LRI*WQ 

*FK*K*YCLYS*R*NGLAIY*SAQHM 

S*IIWPVYEGGKHSD*RRFVRFNFFG 

SCESSRSMSW*YFK*RTVNCY*NGA 

KYKRF*DF*YIFSDCKWEKY*CRQR 

VI**NCKFL*SETRR1A*LFLKF*ITF* 

HKKEQNGHSKL*GNRHS*TQN\LKE 

SVPVGTGNQLVTFQGQPERDEKIKE 

PTLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETVVPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 


WO 01/79449 PCT/US01/08656 
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NO: of 
nucleo-tide 
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Me 
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Nucleotide 
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codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcUTE ( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAA1KLSISNSNNFEVGPPAF 

R1ASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCGIFSTASGKSVQVSDASLQNAR 

QVFSEIEDSTKQVFSKVLFKSNEHS 

DQLTREENTAIRTPEHLISQKGFSYN 

VVNSSAFSGFSTASGKQVSILESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

IKVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEP1TCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAVTFTKCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRWIIWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRSTASGKQVSILESS 

LHKVKGVLEEFDLIRTEHSLHYSPT 

SRQNVSKILPRVDKRNPEHCVNSEM 

EKTCSKEFKLSNNLNVEGGSSENNH 

SIKVSPYLSQFQQDKQQLVLGTKVS 

LVENIHVLGKEQASPKNVKMEIGKT 

ETFSDVPVKTNIEVCSTYSKDSENY 

FETEAVEIAKAFMEDDELTDSKLPS 

HATHSLFTCPENEEMVLSNSRIGKR 

RGEPLILVGEPSIKRNLLNEFDRIIEN 

QEKSLKASKSTPDGTIKDRRLFMHH 

VSLEPITCVPFRTTKERQEIQNPNFT 

APGQEFLSKSHLYEHLTLEKSSSNL 

AVSGHPFYQVSATRNEKMRHLITT 

GRPTKVFVPPFKTKSHFHRVEQCVR 

NINLEENRQKQNIDGHGSDDSKNKI 

NDNEIHQFNKNNSNQAAAVTFTKC 

EEEPLDLITSLQNARDIQDMRIKKK 
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PCT/US01/08656 


Amino acid sequ?HR , ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 


QRQRVFPQPGSLYLAKTSTLPRISLK 

AAVGGQVPSACSHKQLYTYGVSKH 

CIKINSKNAESFQFHTEDYFGKESL 

WTGKGIQLADGGWLIPSNDGKAGK 

EEFYRALCDTPGVDPKLISRIWVYN 

HYRWIIWKLAAMECAFPKEFANRC 

LSPERVLLQLKYRYDTEIDRSRRSAI 

KKIMERDDTAAKTLVLCVSDIISLS 

ANISETSSNKTSSADTQKVAIIELTD 

GWYAVKAQLDPPLLAVLKNGRLT 

VGQKIILHGAELVGSPDACTPLEAP 

ESLMLKISANSTRPARWYTKLGFFP 

DPRPFPLPLSSLFSDGGNVGCVDVII 

QRAYPIQWMEKTSSGLYIFRNEREE 

EKEAAKYVEAQQKRLEALFTKIQEE 

FEEHEENTTKPYLPSRALTRQQVRA 

LQDGAELYEAVKNAADPAYLEGYF 

SEEQLRALNNHRQMLNDKKQAQIQ 

LEIRKAMESAEQKEQGLSRDVTTV 

WKLRIVSYSKKEKDSVILSIWRPSSD 

LYSLLTEGKRYRIYHLATSKSKSKS 

ERANIQLAATKKTQYQQLPVSDEIL 

FQIYQPREPLHFSKFLDPDFQPSCSE 

VDLIGFWSVVKKTGLAPFVYLSDE 

CYNLLAIKFWIDLNEDIIKPHMLIAA 

SNLQWRPESKSGLLTLFAGDFSVFS 

ASPKEGHFQETFNKMKNTVENIDIL 

CNEAENKLMHILHANDPKWSTPTK 

DCTSGPYTAQIIPGTGNKLLMSSPN 

CEIYYQSPLSLCMAKRKSVSTPVSA 

QMTSKSCKGEKEIDDQKNCKKRRA 

LDFLSRLPLPPPVSPICTFVSPAAQK 

AFQPPRSCGTKYETPIKKKELNSPQ 

MTPFKKFNEISLLESNSIADEELALI 

NTQALLSGSTGEKQFISVSESTRTAP 

TSSEDYLRLKRRCTTSLIKEQESSQA 

STEECEKNKQDT1TTKKYI 


3051 


8548 


3310 


7988 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETWD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 
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Amino acid sequti!^( X=Unknown; *=iStop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETFYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSTNTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKELFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

IEITAAPKCKEMQNSLNNDKNLVSI 

ETVVPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVIENSALAFYTSCS*KSQNIK 

KYLFES*ST*KCRKRNSKKSCNLLH 

KSVPLFSH*KFSLSFLHKL*\RKTSVS 

QTSLLEAKKWLREGIFDGQPERINT 

ADYVGNYLYENNSNSTIAENDKNH 

LSEKQDTYLSNSSMSNSYSYHSDEV 

YNDSGYLSKNKLDSGIEPVLKNVED 

QKNTSFSKVISNVKDANAYPQTVN 

EDICVEELVTSSSPCKNKNAAIKLSI 

SNSNNFEVGPPAFRIASGKIVCVSHE 

TIKKVKDIFTDSFSKVIKENNENKSK 

ICQTKIMAGCYEALDDSEDILHNSL 

DNDECSTHSHKVFADIQSEEILQHN 
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Amino acid itquef^( \=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


3052 


8549 


3311 


14305 


QNMSGLEKVSK1SPCDVSLETSDIC 

KCSIGKLHKSVSSANTCGIFSTASGK 

SVQVSDASLQNARQVFSEIEDSTKQ 

VFSKVLFKSNEHSDQLTREENTAIR 

TPEHLISQKGFSYNVVNSSAFSGFST 

ASGKQVSILESSLHKVKGVLEEFDLI 

RTEHSLHYSPTSRQNVSKILPRVDK 

RNPEHCVNSEMEKTCSKEFKLSNNL 

NVEGGSSENNHSIKVSPYLSQFQQD 

KQQLVLGTKVSLVENIHVLGKEQA 

SPKNVKMEIGKTETFSDVPVKTNIE 

VCSTYSKDSENYFETEAVEIAKAFM 

EDDELTDSKLPSHATHSLFTCPENE 

EMVLSNSRIGKRRGEPLILVGEPSIK 

RNLLNEFDRIIENQEKSLKASKSTPD 

GTIKDRRLFVHHVSLEPITCVPFRTT 

KERQEIQNPNFTAPGQEFLSKSHLY 

EHLTLEKSSSNLAVSGHPFYQVSGN 

KNGKMRKLITTGRPTKVFVPPFKTK 

SHFHRVEQCVRNINLEGNRQKQNID 

GHGSDDSKNK1NDNEIHQFNKNNS 

NQAAAVTFTKCEEEPLDLITSLQNA 

RDIQDMRIKKKQRQRVFPQPGSLYL 

AKTSTLPRISLKAAVGGQVPSACSH 

KQLYTYGVSKHCIKINSKNAESFQF 

HTEDYFGKESLWTGKGIQLADGGW 

LIPSNDGKAGKEEFYRALCDVKAT 


MPIG SKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

P1IFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSWCGSLFHTPKFVKGRQTP 

KH1SESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESG SDKISKEWPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETFYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 
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Amino acid sequeUR ( X-Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; V=possib|c 
nucleotide insertion) 


misrgkesykmsdklkgnnyesdv 

eltknipmeknqdvcalnenyknv 

ellppekymrvaspsrkvqfnqnt 

nlrviqknqeettsiskitvnpdsee 

lfsdnennfvfqvanernnlalgn 

tkelhetdltcvnepifknstmvly 

gdtgdkqatqvsikkdlvyvlaee 

nknsvkqhikmtlgqdlksdislni 

dkipeknndymnkwagllgpisnh 

sfggsfrtasnkeiklsehnikk.sk 

itiffkdieeqyptslacveivntlal 

dnqkklskpqs1ntvsahlqsswv 

sdcknshitpqmlfskqdfnsnhnl 

tpsqkae1telstileesgsqfeftqf 

rkpsyilqkstfevpenqmtilktts 

EECRDADLHVIMNAPS1GQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

IEITAAPKCKEMQNSLNNDKNLVSI 

ETVVPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVIENSALAFYTSCSRKTSVSQ 

TSLLEAKKWLREGIFDGQPERINTA 

DYVGNYLYENNSNSTIAENDKNHL 

SEKQDTYLSNSSMSNSYSYHSDEVY 

NDSGYLSKNKLDSGIEPVLKNVEDQ 

KNTSFSKVISNVKDANAYPQTVNE 

DICVEELVTSSSPCKNKNAAIKLSIS 

NSNNFEVGPPAFRIASGKIVCVSHET 

IKKVKDIFTDSFSKVIKENNENKSKI 

CQTKIMAGCYEALDDSEDILHNSLD 

NDECSTHSHKVFADIQSEEILQHNQ 

NMSGLEKVSKISPCDVSLETSDICKC 

SIGKLHKSVSSANTCGIFSTASGKSV 

QVSDASLQNARQVFSEIEDSTKQVF 

SKVLFKSNEHSDQLTREENTAIRTPE 

HLISQKGFSYNVVNSSAFSGFSTAS 

GKQVSILESSLHKVKGVLEEFDLIRT 

EHSLHYSPTSRQNVSKILPRVDKRN 

PEHCVNSEMEKTCSKEFKLSNNLN 

VEGGSSENNHSIKVSPYLSQFQQDK 

QQLVLGTKVSLVENIHVLGKEQASP 

KNVKMEIGKTETFSDVPVKTNIEVC 

STYSKDSENYFETEAVEIAKAFMED 


WO 01/79449 
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Amino acid sequenWI \-Uiiknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


DELTDSKLPSHATHSLFTCPENEEM 

VLSNSRIGKRRGEPLILVGEPSIKRN 

LLNEFDRIIENQEKSLKASKSTPDGT 

IKDRRLFMHHVSLEPITCVPFRTTKE 

RQEIQNPNFTAPGQEFLSKSHLYEH 

LTLEKSSSNLAVSGHPFYQVSATRN 

EKMRHLITTGRPTKVFVPPFKTKSH 

FHRVEQCVRNINLEENRQKQNIDGH 

GSDDSKNKINDNEIHQFNKNNSNQ 

AAAVTFTKCEEEPLDLITSLQNARDI 

QDMRIKKKQRQRVFPQPGSLYLAK 

TSTLPRI SLKA A VGGQ VPSACSHKQ 

LYTYGVSKHCIKINSKNAESFQFH/T 

*RLFW*GKFMDWKRNTVG* WWM 

AHTLQ* WKGWKRRIL*GSV*HSRC 

GSKAYF*NLGL*SL*MDHMETGSY 

GMCLS*GIC**MPKPRKGASSTKIQI 

*YGN**KQKITNILLPVEILIT*NLMA 

VIQVKMILFVFIKMKRTCYLLISTTY 

VLNYLASL* RRETLRLKKICQI* LF W 

KLRKLKKHVMVJLQIKNS*LLLKRS 

KI*KILRLLIHFFRLQVGKILVSPKSH 

LIKL*ISLIRNQKNCITFP*ILNYILT*E 

RTKWTF*VMRKQT*LNTKY*KKVS 

QLVLEIN**PSRDNPNVMKRSKNLL 

CWVFIQLAGKKLKLQRNLWTK*KT 

FLMKKSKVLVKSPVLAINGQRP*ST 

ERPVKTLN*HVRPLRSQLPQSVKKC 

RILSIMIKTLFLLRLWCHLSS*VIIYV 

DKLKISKHQKVSF*KLKYMKM*KK 

KQQKVLQLVTQISPLIQSLKIQP*LF 

TQVVVEKLL*VRLHYLKQKNGLEK 

EYLMVNQKE*ILQIM*EIICMKIIQT 

VL*LKMTKIISPKNKILI*VTVACLT 

AIPTILMRYIMIQDISQKINLILVLSQ 

Y*RMLKIKKTLVFPK*YPM*KMQM 

HTHKL*MKIFALRNL*LALHPAKIK 

MQPLNCPYLIVIILR*GHLHLG*PVV 

KSFVFHMKQLKK*KTYLQTVSVK* 

LRKTTRINQKFAKRKLWQVVTRHW 

MIQRIFFITL*IMMNVARIHIRFLLTF 

RVKKFYNITKICLDWRKFLKYHLV 

MLVWKLQIYVNVV*GSFISQSHLQI 

LVGFLAQQVENLSRYQMLHYKTQD 

KCFLK*KIVPSKSFPKYCLKVTNIQT 

SSQEKKILLYVLQNI*YPKKAFHIM 

W*IHLLSLDLVQQVESKFPF*KVPY 

TKLREC*RNLI*FRTEHSLHYSPTF*T 

KMYQKYFLVLIRETQSTV*TPEMEK 

TCSKEFKLSNNLNVEGGSSENNHSI 

KVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 


WO 01/79449 


SEQID 
NO: or 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


S^PDNO: 

inUSSN 
09/770,160 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
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PCT/US01/08656 


Amino an J sequellK ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAVTFTKCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YR WII WKLAAMEC AFPKEF ANRCL 

SPERVLLQLKYRYDTEIDRSRRSAIK 

KIMERDDTAAKTLVLCVSDIISLSA 

NISETSSNKTSSADTQKVAIIELTDG 

WYAVKAQLDPPLLAVLKNGRLTV 

GQKIILHG AELVG SPDACTPLEAPES 

LMLKISANSTRPARWYTKLGFFPDP 

RPFPLPLSSLFSDGGNVGCVDVIIQR 

AYPIQWMEKTSSGLYIFRNEREEEK 

EAAKYVEAQQKRLEALFTKIQEEFE 

EHEENTTKPYLPSRALTRQQVRALQ 

DGAELYEAVKNAADPAYLEGYFSE 

EQLRALNNHRQMLNDKKQAQIQLE 

IRKAMESAEQKEQGLSRDVTTVWK 

LRIVSYSKKEKDSVILSIWRPSSDLY 

SLLTEGKRYRIYHLATSKSKSKSER 

ANIQLAATKKTQYQQLPVSDEILFQI 

YQPREPLHFSKFLDPDFQPSCSEVDL 

IGFVVSVVKKTGLAPFVYLSDECYN 

LLAIKFWIDLNEDIIKPHMLIAASNL 

QWRPESKSGLLTLFAGDFSVFSASP 

KEGHFQETFNKMKNTVENIDILCNE 

AENKLMHILHANDPKWSTPTKDCT 

SGPYTAQIIPGTGNKLLMSSPNCEIY 

YQSPLSLCMAKRKSVSTPVSAQMT 

SKSCKGEKEIDDQKNCKKRRALDF 

LSRLPLPPPVSPICTFVSPAAQKAFQ 

PPRSCGTKYETPIKKKELNSPQMTPF 

KKFNEISLLESNSIADEELALINTQA 

LLSGSTGEKQFISVSESTRTAPTSSE 

DYLRLKRRCTTSLIKEQESSQASTEE 

CEKNKQDTITTKKYI 


3053 


8550 


3312 


11089 


17637 


NHCHRFHLEWMPWCGCRSPSGPRH 

VNQKPEELHNFSLNSELHSDIRKNK 

MDILSYEETDIVKHKILKESVPVGT 

GNQLVTFQGQPERDEKIKEPTLLGF 

HTASGKKVKIAKESLDKVKNLFDE 

KEQGTSEITSFSHQWAKTLKYREAC 

KDLELACETIEITAAPKCKEMQNSL 

NNDKNLVSIETWPPKLLSDNLCRQ 

TENLKTSKSIFLKVKVHENVEKETA 

KSPATCYTNQSPYSVIENSALAFYTS 

CSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^RTNO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iu^n^^ji 


PCT/US01/08656 


Amino acid~sequeT^( A-tnkno\vn; *=S(op 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


NAYPQTVNEDICVEELVTSSSPCKN 

KNAAIKLSISNSNNFEVSDEILFQIY 

QPREPLHFSKFLDPDFQPSCSEVDLI 

GFVVSVVKKTVRNEEASETVFPHD 

TTANVKSYFSNHDESLKKNDRFIAS 

VTDSENTNQREAASHGFGKTSGNSF 

KVNSCKDHIGKSMPNVLEDEVYET 

VVDTSEEDSFSLCFSKCRTKNLQKV 

RTSKTRKKIFHEANADECEKSKNQV 

KEKYSFVSEVEPNDTDPLDSNVAH 

QKPFESGSDKISKEVVPSLACEWSQ 

LTLSGLNGAQMEKIPLLHISSCDQNI 

SEKDLLDTENKRKKDFLTSENSLPRI 

\SSLPNPEEPLNEETVVNKRDEEQHL 

DSHTDCILQ*KQAISGTFPVASSFQG 

IKKSIFRIRESPKETFNASFSGHMTDP 

NFKKETEASESGLEIHTVCSQKEDS 

LCPNLIDNGSWPATTTQNSVALKN 

AGLISTLKKKTNKFIYAIHDETSYKG 

KKIPKDQKSELINCSAQFEANAFEA 

PLTFANADSGLLHSSVKRSCSQNDS 

EEPTLSLTSSFGTILRKCSRNETCSN 

NTVISQDLDYKEAKCNKEKLQLFIT 

PEADSLSCLQEGQCENDPKSKKVSD 

IKEEVLAAACHPVQHSKVEYSDTDF 

QSQKSLLYDHENASTLILTPTSKDV 

LSNLVMISRGKESYKMSDKLKGNN 

YESDVELTKNIPMEKNQDVCALNE 

NYKNVELLPPEKYMRVASPSRKVQ 

FNQNTNLRVIQKNQEETTSISKITVN 

PDSEELFSDNENNFVFQVANERNNL 

ALGNTKELHETDLTCVNEPIFKNST 

MVLYGDTGDKQATQVSIKKDLVY 

VLAEENKNSVKQHIKMTLGQDLKS 

DISLNIDKIPEKNNDYMNKWAGLL 

GPISNHSFGGSFRTASNKEIKLSEHN 

IKKSKMFFKDIEEQYPTSLACVEIVN 

TLALDNQKKLSKPQS1NTVSAHLQS 

SWVSDCKNSHITPQMLFSKQDFNS 

NHNLTPSQKAEITELSTILEESGSQF 

EFTQFRKPSYILQKSTFEVPENQMTI 

LKTTSEECRDADLHVIMNAPSIGQV 

DSSKQFEGTVEIKRKFAGLLKNDCN 

KSASGYLTDENEVGFRGFYSAHGT 

KLNVSTEALQKAVKLFSDIENISEET 

SAEVHPISLSSSKCHDSWSMFKIEN 

HNDKTVSEKNNKCQLILQNNIEMTT 

GTFVEEITENYKRNTENEDNKYTAA 

SRNSHNLEFDGSDSSKNDTVCIHKD 

ETDLLFTDQHNICLKLSGQFMKEGN 

TQIKEDLSDLTFLEVAKAQEACHGN 

TSNKEQLTATKTEQNIKDFETSDTFF 

QTASGKNISVAKESFNKIVNFFDQK 

PEELHNFSLNSELHSDIRKNKMDILS 

YEETDIVKHKILKESVPVGTGNQLV 

TFQGQPERDEKIKEPTLLGFHTASG 

KKVKIAKESLDKVKNLFDEKEQGT 

SEITSFSHQWAKTLKYREACKDLEL 


WO 01/79449 £^ PCT/US01/08656 


SEQID 
NO: of 
nucleotide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEtftb NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence~~( X=Unkoown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







ACETIEITAAPKCKEMQNSLNNDKN 

LVSIETVVPPKLLSDNLCRQTENLK 

TSKSIFLKVKVHENVEKETAKSPAT 

CYTNQSPYSVIENSALAFYTSCSRK 

TSVSQTSLLEAKKWLREGIFDGQPE 

RINTADYVGNYLYENNSNSTIAEND 

KNHLSEKQDTYLSNSSMSNSYSYHS 

DEVYNDSGYLSKNKLDSGIEPVLKN 

VEDQKNTSFSKV1SNVKDANAYPQ 

TVNEDICVEELVTSSSPCKNKNAAI 

KLSISNSNNFEVGPPAFRIASGK1VC 

VSHETIKKVKDIFTDSFSKVIKENNE 

NKSKICQTKIMAGCYEALDDSEDIL 

HNSLDNDECSTHSHKVFADIQSEEIL 

QHNQNMSGLEKVSKISPCDVSLETS 

DICKCSIGKLHKSVSSANTCGIFSTA 

SGKSVQVSDASLQNARQVFSEIEDS 

TKQVFSKVLFKSNEHSDQLTREENT 

AIRTPEHLISQKGFSYNWNSSAFSG 

FSTASGKQVSILESSLHKVKGVLEEF 

DLIRTEHSLHYSPTSRQNVSKILPRV 

DKRNPEHCVNSEMEKTCSKEFKLS 

NNLNVEGGSSENNHSIKVSPYLSQF 

QQDKQQLVLGTKVSLVENIHVLGK 

EQASPKNVKMEIGKTETFSDVPVKT 

N1EVCSTYSKDSENYFETEAVEIAK 

AFMEDDELTDSKLPSHATHSLFTCP 

ENEEMVLSNSRIGKRRGEPLILVGEP 

SIKRNLLNEFDRI1ENQEKSLKASKS 

TPDGTIKDRRLFMHHVSLEPITCVPF 

RTTKERQEIQNPNFTAPGQEFLSKS 

HLYEHLTLEKSSSNLAVSGHPFYQV 

SATRNEKMRHLITTGRPTKVFVPPF 

KTKSHFHRVEQCVRN1NLEENRQK 

QNIDGHGSDDSKNKINDNEIHQFNK 

NNSNQAAAVTFTKCEEEPLDLITSL 

QNARDIQDMRIKKKQRQRVFPQPG 

SLYLAKTSTLPRISLKAAVGGQVPS 

ACSHKQLYTYGVSKHCIKINSKNAE 

SFQFHTEDYFGKESLWTGKGIQLAD 

GGWLIPSNDGKAGKEEFYRALCDT 

PGVDPKLISRIWVYNHYRWIIWKLA 

AMECAFPKEFANRCLSPERVLLQLK 

YRYDTEIDRSRRSAIKKIMERDDTA 

AKTLVLCVSDIISLSANISETSSNKTS 

SADTQKVAIIELTDGWYAVKAQLD 

PLAS 

3054 

8551 

A 

3313 

1 

207 

CNLCLPDSSDSPASASQVAGKTGLC 
HHTGVVFVFLVEMGFHHAGQAGLE 
LLT\*VICVPQPPKALGLQV 

3055 

8552 

A 

3314 

279 

625 

SLYVCMHVCMYVFILRRSFALVAQ 

ARVQWCGLGSLQPPPPGFKRFI\SCL 

SLPTS*DYRRAPPHPTNFFVFSAEME 

FHRVSQDGLYLLTSGDLHPRLASQS 

AGITGVSHRTRPFLL 

3056 

8553 

A 

3315 

1 

418 

GSIPPPGVXYCVPYPLKHAPAPALP* 
TRQRGSPQSPGALRAK*HVLLETPQ 
PPGPAPPGARTRTRPESE*SQPGRSP 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^D NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







VSRQSLTGADALEGPCLGLATKQPS 
WPHRCGTSGSSPGWLLARGFQETQ 
QDCIVPLNAQDIG 

3057 

8554 

A 

3316 

1 

354 

GFIPPPGVWCVPYPLKHAPAPALP* 

TRQRGSPQSPGALRAK*HVLLETPQ 

PPGPAPPGARTRTRPESGAWRWVR 

AGSSPPPPSPHPTPPCFFQVHQGLRS 

GSANEASLEDPQSRDRA 

3058 

8555 

C 

3317 

299 

365 

MSCPECNLTGISSKTNKKLNPQ* 

3059 

8556 

A 

3318 

33 

302 

PSSWDYRHAPPRLTNF\*FLVEMGF 
HYVG/QAGLELLSSGDPPALASQSA 
RITGMSR\RAWPK*HNVLRKFTNLS 
LGHIQNHHGPRVGQAKP 

3060 

8557 

A 

3319 

3 

409 

SNFRSNFGYNIPLKHLADRVAMYV 

HAYTLYSAVRPFGC/SGYWGCAIGK 

ARQAAKTEIEKLQMKEMTCRDIVK 

EVAKIIYIVHDEVKDKAFELELSWV 

GELTNGRHEIVPKDIREEAEKYAKE 

SLKEEDESDDDNM 

3061 

8558 

A 

3320 

1 

255 


3062 

8559 

A 

3321 

1 

395 

FGYNIPLNHLPDRVAMYVHAYTLY 

SAVRPFGCSFMLGSYSVNDGAQLY 

MIDPSGVSYGYWGCAIGKARQAAK 

TEIEKLQMKEMTCRDIVKEVAKIIYI 

VHDEVKDKAFELELSWVGE\ESLKE 

EDESDDDNM 

3063 

8560 

A 

3322 

515 

560' 


3064 

8561 

A 

3323 

3 

661 

KDGVVLGVRKISPS*TYEEGFQTKR 

LF*CLIGNVEMA\VAG\LLADARSLA 

DIAREEASNFRSNFG\YTIPLKHLAD 

RVAMYVHAYTLYSAVRPFGCSFML 

GSYSVNDGAQLYM1DP\SGVSYGY 

WG\CAMRQAR\QLAKT\ELERLQLK 

KLPSGDIVKEVAKI1YIVHDEVKDK : 

AFELEL\SW\VGDLTK\*RHEILPK\D\ 

LRDEAEKYAKESLKEEDESDDDNV 

3065 

8562 

A 

3324 

3 

634 


3066 

8563 

A 

3325 

2 

487 

HIFGKAKEYANSQVVTKDQYAVIC 

LGGDAVPSASLHVSETMEKT*KK/H 

RMSHFVTCLTEGRRKCIVKPVHYD 

RVKKITQRKKEIPVVFLNRVPEALG 

KCTHADPEAAEGK/LSRAMHFILQS 

APDIRRELQKILEARPQTPAVDFGR 

RRLLRFSITDRTQMGR 

3067 

8564 

C 

3326 

373 

727 

MKPRLWEFSHLREGNTGTTGLDSL 

LWPPARTTKWAHLTKRNQAQPGY 

AGPASPTSHVLCPAQPAYLTHDVNS 

QVSLIKTSLQASSGSXXXXXXXXX 

XXXXXXXXXGAQAFFFLGGGFF* 

3068 

8565 

A 

3327 

2 

536 

VHLVPRQNACA1RLTEPCPPRLK*FS 

CLSLPSS/WDSQ/HAPPH/PGS/FCIFR 

RDGGSPMLS\GWFQTPDLRRSTRLSI 

PKCWDYRREPPHPVKIFLKLSFFSY 

WVFPVCALNLSLSLFVYTFLSNSLS 

LLYSSHTGSKLQCYEMLHVETHIPK 

GEGVLSRVERRKVRLSSHTKPCQFS 

HESA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE&M NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenFFX X=Unknotvn; *=TStop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 

3069 

8566 

A 

3328 

3 

334 

FLRQGL/NSVTQAGVQWGDLGSLQ 

PPPPKLKGSSHPSLPSSCRHYRHTPP/ 

RSG*FFVFL*RWGFAMLPRLV\*TSG 

\PSDMPALASQGAGTTSMSHHTWR 

PYLNFGKFPRKKN 

3070 

8567 

A 

3329 

1 

148 

PKLKGLCLSFHEGKKRLSYF/CIMA* 

P*YPLDFGEQWPLHGSHAYSTIL*L 

DLFCKKEEE*DEIPYV*CFMLLWKS 

TTM*KKRLSYFLSWLNLNTHWISEN 

SGHCMVLMLTVRSCS 

3071 

8568 

A 

3330 

3 

267 

FFFFLRDRFSLCGPG WSA V/V QS*LT 
VNS/TFLGPSNPPLSLWSSY/DVR/R 
MPANLS*FFRS*/SLAMLPRPVLKSW 
PQAIFLRHAPKVLGVEV 

3072 

8569 

A 

3331 

3 

269 

FETESHSVT\RLECSG/TILAHCNTCL 
PGSSNSHASASQVAGIAGEHHHAQI 
IFIFLVETGFHHVGQAGLELLTVVIC 
LPRPPIVLGLQA 

3073 

8570 

A 

3332 

1 

299 

FSLIKISMMLLMKMEK*NLQFIW/KP 
RRLQIAKARLNASSSSSSSSSSSSSSS 
SSSVVWYWHKKRHIDHWNRLENS 
NINRHICSQLILTKVPGANTKDHP 

3074 

8571 

A 

3333 

3 

261 

RQDLSLCHPGWSAVVQS*LIIALTS* 
\VKQSTYLRHPTSWG*RCVPPCPAN 
FCVFFCRDRIL/TISPRLVSWAQVIELP 
QPPKVLGLQV 

3075 

8572 

A 

3334 

3 

290 

VDFFFFFSRRSNVLSHRLECSGTISS 
HGNLCLLGSSDSPASVASQVARITGV 
HHHTQLIFIFLIETGFRHVDQAGLDL 
LT\*VILPPQPPKMLGLQA 

3076 

8573 

A 

3335 

3 

358 


3077 

8574 

A 

3336 

76 

386 

VLPPPSSPALHSPAPPSTCPYLPGA/P 

PPLLPPCAGRSPPAAAAPHCPAPCA 

PRH*GSR*LESPAPQGPQSRAARMP 

AWPLPPAPPTDPTAPPAPRSHWPAA 

PPT 

3078 

8575 

A 

3337 

66 

381 

VLPPPSSPALHSPAPPSTCPYLPGAL 

PPLE/GPPSRRPPRTFIGNPGGQGPGE 

VSPIVLRSPSQPH*PGNQGPCPSSQP 

PGSPRSEHGC*HRCWALYGQQEKP 

APS 

3079 

8576 

A 

3338 

1 

303 

KDRFSFCGPG*SAVTQLNLTADP*T 
PALK* SFHRSLLSRWDYRRAPPYLA 
N*KKFL*SRGLAMLPRLVFHSW\PQ 
VILSPLSRARATAPSFPLFSSKDEPI 

3080 

8577 

A 

3339 

2 

212 

RFSCLSLPSSWDMHHXSPG *FFIFLVE 

T\GFAHVGQAGLELPASNDPPASTS 

QSVVITAMSHRRLALVPIF 

3081 

8578 

A 

3340 

2 

273 

RRSSTQPPRLQCSGTIPAHCNLHPPS 
PSDYPAPASRVAGTTGARYHHAQPI • 
SAFSSAETGFHHAGQDGLKLLT\*AI 
HPPRPPKVPGPQA 

3082 

8579 

A 

3341 

135 

494 

IKHRGMGLDFAVLPLQVKWPPDPG 

FLECIHFLQLKGTIPDLKERAPVTSR 

VEPGHAGHC/TSYGQVCHL*GRC/V 

EKRKGIACDCAFSMYDGLFCSNSNS 

RADWSHCTVSGTYQHTENSIMS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEW>NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

3083 

8580 

C 

3342 

71 

217 

MPQPNFFVLLVDRGFHHVDQAGLD 
LLTSSDSPALASQSARITGVSHHA* 

3084 

858 1 

A 

3343 

1 

106 


3085 

8582 

A 

3344 

2 

1926 

MAAAAVDSAMEVVPALAEEAAPE 

VAGLSCLVNLPGEVLEYILCCGSLT 

AADIGRVSSTCRRLRELCQSSGKVW 

KEQFRVRWPSLMKHYSPTDYVNW 

LEEYKVRQKAGLEARKIVASFSKRF 

FSEHVPCNGFSDIENLEGPEIFFEDEL 

VCILNMEGRKALTWKYYAKKILYY 

LRQQKILNNLKAFLQQPDDYESYLE 

GAVYIDQYCNPLSD1SLKDIQAQIDS 

1VELVCKTLRGINSRHPSLAFKAGES 

SMIMEIELQSQVLDAMNYVLYDQL 

KFKGNRMDYYNALNLYMHQVL1R 

RTGIPISMSLLYLTIARQLGVPLEPV 

NFPSHFLLRWCQGAEGATLVDIFDYI 

YIDAFGKGKQLTVKECEYLIGQHVT 

AALYGWVNVKKVLQRMVGNLLSL 

GKREGIDQSYQLLRDSLDLYLA\MY 

PDQVQLLLLQARVYF\HLG\ILPEKS 

FCLVLKVLDILQHIQTL\DPGQHGA 

VG\YL\VQHTLEHIL/ERKKEEVGVE 

VKL\RSDEK\HRDV\CY\SFGFIMKA* 

RGMG\Y*LC*FYGW\DPTWHGSGHE 

LDSRNMNV\HSLPHGHHQPFYNVL 

VEDGSCRYA\AQEN\LEYNAEP\QEI 

SH\PDVGRVYSQRFT\RTHYIP\NAEL 

\EIRYPEDLEFV\YETVQ\NIYKCKRK 

ENIE 

3086 

8583 

A 

3345 

59 

339 


3087 

8584 

A 

3346 

1 

342 

FCSCQPQAGVQRRDLSSLQPLPP\GF 

K*FSCLSLPSSWD\YRRPPP/RPGYFL 

YYLVEIGFCHICQAGLKLLRSGDPP 

AWASQSAG1TGMSHHAQPHLLLLN 

CLLPFLGIPLHSPL 

3088 

8585 

A 

3347 

1 

294 

ETESHSVTVRLECSGTILAHCNLHLP 

GSSNSPASASQIAGTIGARHHTWLIF 

VFFVEMGFHHVGQTLELPGLK*SAC 

LKPLKVLG*QAGVQRHNLGSLQPPP 

PRFKQFSCLSLPNSWDHRCTPPHLA 

NFCIFCRDGFPPCWPDSRTPWPQVI 

CLPQASQSAGITGVEPLQPQRSYP 

3089 

8586 

A 

3348 

2 

268 

EAESHSVA\RLECSDAISAHCNLRLP 
GLSNSPASASRVAGIIGACHHDWLI 
FVFLVETGFCHVGQAGL/DNS*PQVI 
HPPRPPKVLGLQA 

3090 

8587 

A 

3349 

3 

444 

FFFEIWSGSVA\RLECGGTIF\AHCNL " 

RLLGSSHPPTSAS*VAGTKGTCHHV 

QLIFAFFVDTGFHHVARLVLNS*TQ 

AICPPRPPKVLGSYASITAPGPTFFFL 

TIILGVQVDKRFYGNLTRKDIQKLG 

NYVWEGLELLSPQKFMLKP 

3091 

8588 

A 

3350 

1 

318 

FFFFFLRQSFALAQAGM/QWHDLGS 

LQPPPPGFK*FSYLSLPSSWDYRYVP 

PRPASFEFLVEMGFHHVGQAGFELL 

TSSDPPASASQSAGIIGVS*RTQPGT 

NDFL 


WO 01/79449 PCT/U SO 1/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SET^D NO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenTF( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible - 
nucleotide insertion) 

3092 

8589 

A 

3351 

16 

848 

VGSGLVSAQQTGCGPGNPSPPGSVS 

GAMELRVEPAARGQGSLGDPPAWL 

LPGALELPIPGSFFASQSCSPWVML 

QLTFPHF*LLLAPLPPVSPAPTGWDL 

VSQLQPVSSPRGRCPRSGPDLLPLH 

GQPFHSSSFPSSSMQASGEPVQPCPS 

RSSGS/VKGGLQTVEPESGPGALKC 

EALAWLRG*GLLGHSGFAGSVPEV 

TPGSPHVLNP\GRGLPCAGYCLHPA 

AL*GMVFGLPPLPGSSLV*PTIWLLT 

LKSPTS*GIP*HRKPWVFSVMHKVG 

WKV 

3093 

8590 

A 

3352 

1 

293 

VLRQGLSLSTQDRMQWHYDSSLQP 
*TPGLK*SSASQVAATTGTCHHTWL 
TFLFVF/DFWRWSL/NCIAQAGLE/PP 
GFK*/CPKHWDYRHEPGMPGWVFLI 
S 

3094 

8591 

C 

3353 

• 

127 

345 

MFDFELELFXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXLI 
AQGECLYVWKINSQHSVFKLLKKL 
CF* 

3095 

8592 

A 

3354 

2 

215 

AHCNLCLPGSSDSPASASRVTGITG 

VHHRTQL1FVFLEEMGFCHIGQAGL 

ELLT\*VICLPRPPKVLVLRT 

3096 

8593 

A 

3355 

164 

311 

QRSQGIWVWRF1RRF*II 

3097 

8594 

A 

3356 

1 

381 

YINVIIHFVHINCWRECQKVQLT*K\ 

SF*QFLKNLNIHLSYDLAIPVLGICPR 

EMKA YVHIKTCK* MLIAA\FIIAQN 

WNQ/P/RCPSTGEWYKQTV1FYTMQ 

HYSA1KNNE*LIHKTTWKNLKEARA 

SGV 

3098 

8595 

A 

3357 

2 

764 

RTLLHLFAGGCGGTVGAIFTCPLEVI 

ETRLQSSRLALRTDYYPHVHLGTIS 

GAGMARPTSATPGLFHGLKSILEKE ' 

GPKSLFRGSRPNLVGVAPSRAVYFA 

CYSKAKEQFNGIFAPNSNIVHIFSAG 

SA/GVRGSKQMNTLQCARYVYQTE/ 

G1RGFYRGLTASYAGISET1ICFA1YE 

SLKKYLKEAPLASSANGTEKNSTSF 

FGLMAAA/GSF*GLSSCIAY/PHEVIR . 

TRLREEGTSTSFCQTARLVFREESYL 

PL 

3099 

8596 

A 

3358 

155 

875 

DQHPVTPGLFQVLKAVYFACYSKA 

KEQFNGIFVPNSNIGHIFPAGSAAFIP 

NPLMDXPIWMVKTRMQLEQKVRGS 

KQMNTLQCARYVY/HDRKAFGGFY 

RGLTASYAGISETIICFAMYESLKKY 

LKEGPLAFFGKWD*GKIPQVFLDL 

WPAAALSKGIAASCMAYSHTEVH* 

GRRUREKGHPSTKSFCPERRALGVP 

GEEGYPCLFIEGLFAPSFIRQIP\NTA\ 

IVLGYLWRL1VYLLGRP 

3100 

8597 

A 

3359 

1 

281 

FFFAPETESYSVA\RLECSGTILVHCT 
LCLPGSSDSPASASQVAGTTGACHH 
TWLILVILVEIGFHHVGQAGLG/IS*L 
QVIRPPWAPKVLGIIG 

3101 

8598 

A 

3360 

135 

218 

TLQFTSLISYSFCQSWGSKVPLSLPP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 
d 

in USSN 
09/770 1 fift 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequel ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







P*/PANF/*FLVETGFLQVGQVGLKL 
LISSDPPTSASQSAGITDVSHCAGPE 
F 

3102 

8599 

A 

3361 

198 

390 


3103 

8600 

C 

3362 

5 

316 

MPAKLFLMVEFSGVACSSAKXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXRLI 
YYRLLFSPCHSF* 

3104 

8601 

c 

3363 

186 

323 

MPWLEHTAHFPDKAW1TRMALLRN 
GIVPYDSLPWITLGRWPNGGT* 

3105 

8602 

A 

3364 

2 

3096 

TPRLQSNTRALYQYCPIPIINYPQLE " 

NELFCNIYYLKQLCDTLRFPDWPIK 

DPVKLLKDTLDAWKKEVEKKPPM 

MSIDDAYEVLNLPQGQGPHDESKIR 

KAYFRLAQKYHPDKNPEGRDMFEK 

VNKAYEFLCTKSAKIVDGPDPENIIL 

ILKTQSILFNRHKEDLQPYKYAGYP 

MLIRTITMETSDDLLFSKESPLLPAA 

TELAFHTVNCSALNAEELRRENGLE 

VLQEAFSRCVAVLTRSSKPSDMSVQ 

VCGYISKCYSVAAQFEECREKITEM 

PSIIKDLCRVLYFGKSIPRVAALGVE 

CVSSFAVDFWLQTHLFQAGILWYL 

LGFLFNYDYTLEESGIQKSEETNQQ 

EVANSLAKLSVHALSRLGGYLAEE 

QATPENPTIRKSLAGMLTPYVARKL 

AVASVTEILKMLNSNTESPYL1WNN 

STRAEGLEFLESQQENMIKKGDCDK 

TYGSEFVYSDHAK*LIVR*IFVRVYN 

EVPTFQLEDPKAFAASLLDYIGSQA 

QYLHTFMAITHAAKVESEQHGDRL 

PRVEMAFEALRNVIKYNPGSESE\CI 

GHCRCIFSLLRV\HGAGQVQQV/AL* 

EVVNIVTSNQDCVNNIAESMWLSSL 

LALLHSLPSSRSAWFWETLYALD1R 

VQKLIKEAMAKGALI\HLLDMFCNS 

THPQVRAQTAELFAKMTADKL1GP 

KVRIT\LMKFLPSVFM\DAMRDNPE 

AAVHIF\EGTHENPELIWNDNSRDK 

VSTTVREMMLEHFKNQQDNPEAN 

WKLPEDFAVVFGEAEGELAVGGVF 

LRIFIAQPAWVLRKPREFLIALLEKL 

TELLEKNNPHGETLETLTMATVCLF 

SAQPQLADQVPPLGHLPKVIQAMN 

HRMNAIPKSAIRVIHALSENELCVRA 

MASLETIGPLMNGMKKRADTVGLA 

CEAINRMFQKEQSELVAQALKADL 

VPYLLKLLEGIGLENL\DSPAAT*GS 

ELVKALQGQ*LEVLQYGENRVNEIL 

C/RFLSVWECLSKIQEHDLFIS*/ESH 

TAGYLTGPGVAGYLTAGTSTSVMS 

NLPPPVDHEAGDLGYQT 

3106 

8603 

A 

3365 

1 

358 

NRLNATPIKIPTAFFAEMDKLNPKFL 

KLNS*NLYRNARDST*PKQY**RKR 

TWINKNNAGGLILPYCILLQRNNNQ 

DIG*KNVLKIM**WHRDRH\DQ*NR 

NQSPEINP*IYGKLFSTVL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sl&b NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

3107 

8604 

A 

3366 

2 

40 

LPRLKQFS\CLSL\PSSWDYKR\RPPC 
PANF/SVFLVETEFYHVGQAGLELFT 
SSDLPTLASQIAGITGVSHCAWPE*S 
AS 

3108 

8605 

A 

3367 

1 

223 

IIVKKWKQPKCPPTDEWINKMWDI 

QAIEYNLAP/DKWIHATTCMKLEN 

IMLSERSQLQRATYCNDAIYIKNPE 

3109 

8606 

A 

3368 

307 

332 

TTYHFFF*TESHSAAQAGAHWRDLS 

SLRPPPPGFKPFSCLSSWDYRRTPPH 

PAN\FLAFLADTGLHHAGQAGLKLL 

TSNDPPTPASQSAGTTGVSHRAQPF 

FSELPTIFFSL 

3110 

8607 

A 

3369 

3 

411 

QTLPSATVSPEQAGAFPLALHSAQE 

SLGPAQTVPGSTGPPQPAPSGPGPPG 

EPG*ERLCASHKAFISHKQSH*SPQ* 

PFQGRFDAFPGYKQQTRPGHT/GQK 

GLRGPRTQTLSLTSQPTACSENSQG 

SQPSPKRTLS 

3111 

8608 

A 

3370 

3 

166 

EESCSVVQGGVQWCDLS*LQTLPP\ 
GSSNFCASASRVAGITGAHHHAQL 
KKKMLF 

3112 

8609 

A 

3371 

4 

312 

FLR* SFTLIVQAG VQ WRYLGSLQPP 
PPGFKRLSCLSLPSSWDYRHVPP/*P 
GYFFVFLVKMGCLHVGQAGPKLLT 
SGDPAASASQSAGITGPSHRTWLRS 
FLI 

3113 

8610 

A 

3372 

3 

282 

FFFETGSNSVAQAGVQWCNHSSLR 
PRPSG\SSDPPNSSSQVAWTTGVHH 
TQLLFKFFCKDEVSLCFPDWSQTV* 
RVEHIRDEYETTQHCLYPSN 

3114 

8611 

A 

3373 

1 

164 

ETEFRSVAQAGVQWRDLGSLQPPPS 

GFK*SSCV/SLPSTWDYRYMPPCPA 

TLLNT 

3115 

8612 

A 

3374 

1 

114 

ARAEMLIVQYILPRLTHCAIFTILFIF 
SLLT*VMLLSS 

3116 

8613 

A 

3375 

363 

1246 

DTEQIYCIQEPEYGGKKYCTKQSRS 

YVSWTTHFSSSFIDQSLLSESMA*KS 

TAPHSSDF*DFLT*KT*NLFFFLRRSL 

ALSPQAGVQWRDLGSLQAPPPGFTP 

FSQPASPSSWNDYRHLPPCPANFFVF 

FLVETVSIFVFTVLAGMVSIS*PQ/CD 

PPTLASQSAGITRLSHRARVLCFVF* 

KKRNAREGGRRLLTIKADFLIFFSFF 

FEMESCSVSKAGVEWHGLSSL*ALP 

HRFTPFSCLSLLSSWDYRRPPPQLA 

NF\CIFSRDEVSPC*PGWSGSPDLVIH 

LPWPPKVLGLHA 

3117 

8614 

A 

3376 

3 

324 

DRISLCCPGWSAIV\QSQLTAA\SPLG 
LKQSFYISLPSS*GHRLAPLHPANIF 
GFPL* KWGLPMLPMLVLNS WAQ VI 
LPKCWGLQASATVPGLFINFYDYIM 
DQSSFN 

3118 

8615 

A 

3377 

3 

673 

RWSHSVTQAGVQWRDLSSRQPPP\P~ 
GSRDSPASAS*VAGTTGTTHHAQFF 
FFFFFLRRS/LSSV/SQDGVQWHDLH 
SLQPVPPGFKQFSCLSLPSSWDYRC 
AAPRPANFF VF* * RRVFSTLARLVSI 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

□ 

inUSSN 

0^/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







S*PCDLPTLASQTAG1TGVSHCTQLA 
KFCIFS*DGVCHVGQAGAVLILCLF 
LHSKINMFSPLHCTPASTVWSHLPQ 
RPTRKRLYIRWRWERTWPANAEL 

3119 

8616 

A 

3378 

2 

323 

RRSFTLVAQAGVRWHILGSLQPLPP 

GFKRFSCLSLPSGWDYRLMPPCPAN 

F\*FLVEMRFHHVGQAGPERLTSGD 

LPA*ASQSAGITGVTATPSQYKLCSL 

IIMKLN 

3120 

8617 

A 

3379 

1 

311 

DFFF*ETASHSVTQAGVQWCDPSSL 

QPPPPVFKQSSCLSLPSSWDYRHVP 

PCSVDT/CISILLIPFPLRSGE*SPLLLS 

WSSCDLGQGTAPLGFWFPMGKARP 

V 

3121 

8618 

A 

3380 

3 

404 

PCLANFF/VFFVETGTHYAA*CGLRL 

LGSSALPV*TS*SAGIIGMSHCTC/LQ 

ITLLKTESHSWAQAEVQWHDLGSL 

QPLTPRFKRFSCLSLPSRWDYRCAS 

PRLANFCTFKFLYFLVETGVSPCWP 

GWSGTPDLR 

3122 

8619 

A 

3381 

739 

1003 

NLYLNY/CFF*IETGSHSVTQSGMQ 
WHNLASLQRLPLRLKQTSHLSLLSS 
WDCRHMPPNLA/NF/CVLRRDKISPF 
CPGWSQTPGLKQCIEF 

3123 

8620 

A 

3383 

1 

299 

ETESGS\LPRLECSGTISAHCNLRLL 
GSSNSPVSAS*VAGTGACSHAQLIF 
VFSVESGFRHVGQAG\LNF*PQVIHP 
PRPRKVLGLLPVSHHTRPISFFL 

3124 

8621 

A 

3384 

12 

336 

SPVQL*F*LFLVFC*LWSWSAVVYL 

GPLGTPSADAHT/AGLSKTPPHWAA 

RARLDDVFSLRTFSSHSLNMELVQD 

LTASAPMYSSTSRDPP/CLGLPKCW 

DYKREPPRPAH 

3125 

8622 

A 

3385 

2 

318 

FLSSHLFLTQSL/DSVAQAGVQWHN 

LGSLQAPPPGFTPFSCLSLPSSWDYR 

RPPPRPANFF\VFLVKTGF\TVLARM 

VSLS*PHDPPASASQSAGITGVSHW 

CPANN 

3126 

8623 

A 

3386 

1 

325 

ASTAQAGVQWPIAAQLQTPPPGFTP - " 

FSCLSLPSSWDYRRPPPSPANFLYF* 

*RRGFTMLARMVSIS*PCDPPASSSQ 

SAGITGLSHRARPVIRILRRAGRNKT 

IGGLD 

3127 

8624 

A 

3387 

3 

530 

RQSL/DSVAQAGVQWRNLGSLQVL 

PPGFMPFSCLSLPSSWDYRRPPPRPA 

/NFFVFLVET\GFTRGSIS*PRDPPAS 

ASQSAGITGVSHRTRPKDCYS*RCS 

YCKVLTRLCFRKLLTGEEAPMP/PF* 

RQS*CLTSVTLSSAWRSICYDRLVDI 

QFKILFMKTKLPLLFFSQNELYFIIL 

3128 

8625 

A 

3388 

3732 

4979 

NFVFLYLRELSSQAKSLTSHPLSNFF 

FKRQGLAMLPRLECS/GLFTGAVIA 

HYSLQLLGSSNPASANQVAGTTGA 

CYHAQSIF*S*NFFIFLSSVS*NLCLN 

QNAGFYLFFYF*Y*MCRYASSTFLT 

NELCGKKK*TLSIEIKSIFFKHHVLY 

WLFGLVFLNFLLLILPVLYNEHRKIL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

SEtJTD NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







E*GRKVYQDILPGFGCKF*RMVFLIF 

VH1L*APRYPSQ*GKLIPCI*LLYL*W 

LSPSPSTVSLAFHDKFVNLHFYIDMS 

LFHGQACSIKMIFLKDVNCA*L1GYI 

LFCFFFFFFFFLRCGVS\SVAQAGVQ 

W\RNLGSL\QAPPPRFMPFS\CLSLPS 

S WD YRRLPPRPANFFFFFLDF* *RPL 

VFL/SFTVLARMGL\IS*PRDLPTSAS 

QSAGITGWSHHVQLPYFVLNKFTV 

LGSNSGF 

3129 

8626 

A 

3389 

1 

585 

AFFFFLRQGLALV/THAGVQGQDYS 

SLQPLPPGLKAILLPQPPECWDYRC 

MSPCLA/N/FFVFFVAMGFRMLPTL/ 

VLELLGSSDPPTLAS*SAGITGVSHC 

TWPLFI*VWSFGKV*ELS*HRFCISSF 

IHI*KFWKRWG\SLCSPGWS*TAGL 

KRSS*LGLPKYRDYRHEPPCPAFFTF 

LLECYDLHILLLICSHFYLRL 

3130 

8627 

A 

3390 

3 

459 

QPGVQWHDLSSMQPPPPRFKCFSCL 

SLL/SS*DYRCPAPMPQPNFCIFI*RY 

GFT\MLASLVLDS*L*VIRPPWVSQS 

AG\ITGVSHHTWARDRADF*MGVW 

ASPIARVPRGQQVRSCQPL*GS/WDP 

ET*HNGHFHFWIKQSEPPIFKGRR*N 

P 

3131 

8628 

A 

3391 

1 

258 

FFFKTDSCSVA\RLEYSGAISAHCNL 
RLPGSSDSPALAPQITGTTGMC/RS* 
FFIFLVETGFHHIGQAGLKLLTLWIH 
CPPKMLGLQA 

3132 

8629 

A 

3392 

3 

316 

VAQAGVQWWYLSSLQPPPPGFTSC 

LSPQCSWDYRHAPPCSANF\*FLVET 

GFHHDGQAGLELLTSSDPPALASQS 

AGITGVHPHPAPNSSCLHTDKRVHT 

WHKPS 

3133 

8630 

B 

3393 

49 

279 

SSSDSDDEEKKHEKLKKALNAEEA 
RLLHVKETMQIDERKRPYNSMYET 
REPTEEEMEAYRMKRQRPDDPMAS 
FLGQ* 

3134 

8631 

A 

3394 

2 

357 


3135 

8632 

A 

3395 

1 

1765 

MSATVVDAVNAAPLSGSKEMSLEE 

PKKMTREDWRKKKELEEQRKLGN 

APAEVDEEGKDINPHIPQYISSVPW 

YIDPSKRPTLKHQRPQPEKQKQFSSS 

GEWYKRGVKENSIITKYRKGACEN 

CGAMTHKKKDCFERPRRVGAKFTG 

TNIAPDEHVQPQLMFDYDGKRDRW 

NGYNPEEHMKIVEEYAKVDLAKRT 

LKAQKLQEELASGKLVEQANSPKH 

QWGEEEPNSQTEKDHNSEDEDEDK 

YADDIDMPGQNFDSKRRITVRNLRI 

REDIAKYLRNLDPNSAYYDPKTRA 

MRENPYANAGKNPDEVSYAGDNF 

VRYTGDTISMAQTQLFAWEAYDKG 

SEVHLQADPTKLELLYKSFKVKKE 

DFKEQQKESILEKYGGQEHLDAPPA 

ELLLAQTEDYVEYSRHGTVIKGQER 

AVACSKYEEDVK1HNHTHIWGSYW 

KEGRRGMKCCHSFSKYSYCTGEAG 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 

mirlpo-ttHp 

sequence 

SEQ ID 
NO: of 

npfitirfp 

Lf C LF I1U V 

sequence 

Me 
tho 

S§PH> NO: 

inUSSN 

nO/*77fl 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codoh for last 
amino acid of 
peptide 
sequence 

Amino acia sequ^K ( A=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KEIVNSEECIINEITGEESVKKPQTL 

MELHQEKLKEEKKRRKMKKKKHR 

KSSSDSDDEEKKHEKLKKALNA* E 

A\RLLHVKET\MQI\DERKRPYNSMY 

*TSRP\IEEEMEAYRMKRQRPDDPM 

ASFLGQ 

3136 

8633 

c 

3396 

106 

426 

MFLKEPVXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXRLXXXXG* 

3137 

8634 

A 

3397 

25 

435 

TKYWLLLFFLILILPFFFWRRSRSVT 
QAGGQWHDLGSLQPPPPGFKQFSC 
LSLPSSWDYRRAPLHLANFYIFSRD/ 
MDFTMLARLVSNSRSQ/CDPLASAS 
QSAGISGKSQHTRPVLVLLKTYTNS 
H/SF*VKGLGWEFIL 

3138 

8635 

A 

3398 

3 

320 

KTESHSVTQAGAQWQDLSSVQSPP 
PGFKRFSCLSLPSNWDYRRVPLHPA 
NFL*/FLVETGFHHAG*VGLELLTSG 
DPPTLASQNAGITGVSHCARPIVIFL 
YLITSR 

3139 

8636 

B 

3399 

70 

199 

XMQVTGFGRGQNHNVQGSTPTDAS 
PRRRDVCTAQTQDSKLVNS* 

3140 

8637 

A 

3400 

198 

397 

TKNRNTLSRFLLEAPRVFGPPSP/RP 
PKP/ASGP*PPIACPAGTHIPCGPYPC 
CHVGGGWPAQPLAALG 

3141 

8638 

C 

3401 

164 

313 

MTLHFQELKSLKFYLNNXXXXXXX 

XGGRFKGSLGGPKFTRACNVKAFS 

L* 

3142 

8639 

C 

3402 

165 

361 

MVKFCANNQGKTKLIFMFFHKESHI 

IIGRPRAQREKKEKEEGNPNECLLD 

VSLRTGFSGHLPGRV* 

3143 

8640 

C 

3403 

146 

389 

MTPISLKGRCRQLGDGKRCSLEDLA 
LIEGCPHAGRPPPRKSTLEPAFGSPR 
CQDPVSAMCMTRSPPANLDSAERQ 
APGLGR* 

3144 

8641 

C 

3404 

157 

404 

MLSLTSSPLNQKGVVSFVHIA1LKY 
QGCKPHFIKKLSRXXXXXXXXXXX 
XXKXXXXXXXXXXXXXXXXXXXP 
PAPSFLWGEG* 

3145 

8642 

C 

3405 

73 

252 

MHTPLLAWPGMAWCYRQPLSTPRL 
ILNYVKPRKMIFRTFAYIRLYLCTYF 
AVFHRRKWP* 

3146 

8643 

A 

3406 

2 

617 

IYIFLKALNFCREVVPISPPPKVRVLF 

KDSQVTSFPVPAL*KGGQGLGYKT 

APYKEKTNSLQARVNLGPSRGPLK 

RPPSSSSSPNPNALLFIQTRVKLVNG 

KRPEATCLGRKASYSVRFSAAWDPX 

PAGCAQPPTVSPPDTTKQVSRTKAR 

N*TKNRNTLSRFPS*KLPRVSGPTQV 

PNPPKPRSRGD*QRTPFPPVPDGNPV 

LN 

3147 

8644 

C 

3407 

129 

281 

MSSHARVNLGPSKDPLKRPPXXXX 

XTQRQLFKTFINRCLQFVDFFEKIKL 
* 

3148 

8645 

A 

3408 

1 

303 

QAGVHWRNLG\SLQPPPPPTLRRFS 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQIO 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SJl^Hj NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino aciu sequence ( A=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possiblc 
nucleotide insertion) 


CLSLPSSWDYRHPPSHPANFFFFFLL 
LVEARFHHVGQGGLELLTSSDPSTS 
ALQIAGITGVSHRAEPAPFFK*CFG 


3149 


8646 


3409 


1039 


QQPFVNPALPPGYSYTGLPYYTGMP 

SAFQYGPTMFVPPASAK*HGVNLST 

PTPPFQQ\PVGYGQHGYSTGYDDLT 

QGTAAGDYSKGGYAGSSQGTKQV 

CRFWGLGKGVSVSSSTTGLPDMTG 

SVYNKTQTFDKQGFHAGTPPPFSLP 

SVLGSTGPLASGAGPWLCTPTIPTH 

LASPPAAPLTAAAPPPSAGCTEWLG 

SAQPAQLPAAQVSSLQTCLRQLSIL 

GQLNPGERGGAGAKAYPGQERTTR 

ARIWEPKCPFSKNSPTCVSHALCGE 

SASPDWATVCNVFMYVFVNVIEVW 

GGVGGWRQMLARSAPPHSKPPSPN 

CSKISTPNPHLPFRSFLHSLATAQWA 

H 


3150 


8647 


3410 


344 


LRQSVSLLPRTQAGVQWPNLGSLQ 

PPPPRFQRFSCLSLLSSWDYRHAPPC 

PTKF\VFLVET\GFTMLARLVSIS*PH 

DLPALASQS/AGITGVSHCAQHGVS 

YIRCFRELA\SYSIL*SLQ\WPHV*SL 

AYSIL 


3151 


8648 


3411 


52 


174 


3152 


8649 


3412 


692 


RPP/QADPPRCWPR/PLGLGGCVPW 

GAGRLRRGHGPEPDSPFRRSPPRGP 

ASPQR*PPRPDPWPPRQASPRCRPT 

D*SRTPAGRTTDPQEEAVGGQGPSR 

GG*APSNSSEPPLYGSGPLDSAFSLG 

TAFRKTLRIDLTQSQRPPHRSLSLYS 

GKGLAPGELADALNFLIYPTFDFGL 

HCTIGDVATGPWRCNQIKRRKHCQ 

LGKSKL1YFFFPFPPTPSPAKNFFSRY 

RHHS 


3153 


8650 


3413 


367 


MLNYPLDFHPSFFVGFFFFEMESRSN 

VARLEVPVGVISSHCH\LCLPGS\SDS 

PASASQVAGTT\GVCH*AQLIFVFLV 

ETGFHHFDQDGLDLLTS*SVHLCPS 

KCWDYVIHPPQPPKVLGLQA 


3154 


8651 


3414 


595 


MGIHHVGQASLELLTSGDLPASASQ 

GRGVRLYYI\EGRSSQSASVTALFLS 

SLPTVTSAMAGTRPPSARSHQTLQA 

CRAQKTKTRMSSI*GTGAKHQASSP 

GKAPLSTPSPYFWKPSLQTSPCSGSR 

SLWASLPSPLAALFLCFWQDAT*RS 

STTRSSLPSWPSRSTRALRLSTS*PE 

CAPSA * ASSKAGERSTGDRL 


3155 


8652 


3415 


259 


941 


3156 


8653 


3416 


165 


289 


PVSWSLNSCRFFFFF*DQSLPSVV/Q 

AGSGQ*RNLDSL\QPLASRFK*FSSS 

RLL\SSW\DYRHMATMARLIFIFLVE 

MGFXTMLARLVLNFLTSSDPPTSAFP 

ICWLGLQGVKPNTRAVGFN**LGYY 

SIILYHSNSPGTDLVFILFIYLFTYLFL 

RQEQNSAAQARVQ*WHNLGSLQSP 

PPGV\H*FLCLSLPSSWDYRCAPPHQ 

ANFFIFSRDGVSPCWPGWS*TPDLR 

ISGLSGLYHIDRLLIVCNCKQKPTYS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n I'i^iftA fir? A 

I1ULICU~11UC 

sequence 

SEQ ID 
NO: of 
pcpiiue 
sequence 

Me 
the 

-I 
U 

si^D NO: 

in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







♦NPGLSWTDFKCLI 

3157 

8654 

A 

3417 

3 

796 

PGPRAPPIRCSPLRSAPRRPST*SAA 

AWPASAAAGFCPCFYSAPSPSTSSR 

WPAAAGCSLATTAKTSSRVVEMLP 

RRAAAAGSYEGRAVRA/VMEYAW 

GRAAA/DHALSVASSILVILFHPLLL 

RPLCWTPECLSS*EVIGGLLALAAV 

FQIISLGNLPREVHPDLHPSCQAPLS 

LTS1TGAYGFGVGQPRIILTRLCLLL 

LAASPTTEDGPSGAMPSPGTSTHLP 

NLGMKCGRKSLPAEMGLPEGRKLF 

LPGGLWNPIFWPVFHHY 

3158 

8655 

A 

3418 

2 

603 

GFFFFKIVLIQDLFPSTPLPSSVHSGD 

YGDSGQDPSGTRNTFRRFCSPSFPPS 

CQLPRPEAHTHANTKNPPPSPHLLSF 

PHQSSEP*EGVKSLFEEA*KWGEMA 

ITP*PTPLWR*LWRTPNSFPLSGQPF 

STP\RPSVPSPIQPKTKHVQQHPPPAS 

T*KTGSVPTSLTPSTGVLGEWPPEDP 

AKGLMPEGKEEQKAFGP 

3159 

8656 

B 

3419 

34 

375 

MLLGRLTSQLLRAVPWASLPRKGA 

QLELEEMLVPRKMSVSPLESWLTA 

RCFLPRLDTGTAGTVAPPQSYQCPP 

SQIGEGAEQGDEGVADAPQIQCKN 

VLKIRRRKMNHHKYRKL* 

3160 

8657 

A 

3420 

2 

361 

YSTSPAGQVGRLSPSQGGPAGAGG 

DAG/TPGRCPSAPWRAGSRPAASCP 

DWIPG/PAGHVAPPQSYQCPPSQIGE 

GPGGTPETQADQVRERPEAHLAEG 

GAKGSPRRAGRPPRSTCGANESG 

3161 

8658 

A 

3421 

1 

417 

R1TAATGGKGGARLICPAGR/CLGV ' 

CQPSGASFSPAFSQMPSSPCSAPSPI 

WLGGHW*DCGGAT/CPCGPGIQSG 

QEAAGREP/GSPGG*RTSSWGPASPP 

APAGPPCEGERPPYLGRPAMCCKG 

ARRPGCPALQRRAKAGGR 

3162 

8659 

A 

3422 

31 

756 

GRRALRQAGPGSSREGPGARQRDS 

RGGEPGEGAGLPVLGPFGASERDTA 

RVGGLGASGRELCWKQSPPCGLGW 

RREKGSEGRGGTRRPSPGPPATTEG 

AAA*PE/PGTCVPAPLGP\GPPPTDH 

APGAPDFPAVEGRSLGRRPPALAQS 

/P/GSAGQPGLRSPFTAH/QPAGPGRR 

GLSPSQGGPAGAGGDAGPQEDVRQ 

PPGELGSRPARFLPQTGLPGPAGTC 

GLHRNPTQCPPSPDRGKGPKQGG 

3163 

8660 

A 

3423 

69 

258 

PRTNRCATNHTPANF\*FFVETGFLH 
VAQAGLELLGSSSSPALAPKQLVTG 
ASHHTRPQ*NFLQ 

3164 

8661 

A 

3424 

8 

292 

QSFLFLKTRYLLRHP\GWNTVAQ*Q 
LTVVTSRLN*SFHLSLPSS\WAIAVR 
MPPCPANFLFF/TRDRVSLC*PRLVS 
NTWVQMILLPQPPEMLGLQA 

3165 

8662 

A 

3425 

123 

357 

WGKRPGQGGRNPWGPPLPGGK/PP 
KKGFLGPFPTGRFQGSSPGL*KGPFL 
KGGP/QF*KPKPGSQNRVFKPPKIWE 
TPLGN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^TO NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stpp 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 

3166 

8663 

A 

3426 

2 

311 

FHSCYPGWSAMVRSQLTATSASQF 
K*FSCLS/LPSSWDYKCAPPHPANFL 
FL VEMRFHHVLVRLVLNS *TQVIHL 
PRPPKVLGITGVRLGAQPCTFFFFYC 
SSV 

3167 

8664 

A 

3427 

7 

534 

TSDFIYKALKLQQEVPKAKSHLVQN 

YRFFFFFFLRWSLAPVAQTGVQWH 

DLSSLQPPPPGFKRFFCLSLPSSWDY 

RCPPPRPANF\*FLVETGFHHVDQAG 

LKHLTSDDPPASASPSAGITGVHPRP 

GQENQDLPGLCVDQLYTENSRFFSK 

NYYQTPNFTSRKRDLKISVFFFPA 

3168 

8665 

A 

3428 

368 

688 

LTVEFLNLLNILSLVCFIHQTN*IICY 
FNT/SSSHQNAYI*EPHVPS*GQRGK 
ASRQRG*TPPRSGTAASWPRVEK*R 
EARPQNPAQQTTYVRESPTDASPSS 
PKMAA 

3169 

8666 

A 

3429 

1 

90 

FFFVLSHQRNLCLRRYSRDMAA1IK 

SKFFL\WPGRVAYAYNPSTLGGRGG 

QIT*AQEFKCS*AAIIKSKFFL 

3170 

8667 

A 

3430 

259 

331 

RNE*LLTRFSPLSLSH*VLGVSMF 

3171 

8668 

A 

3431 

1 

639 

LGKFHTFQMSPGGGVGLLSL*SYRN 

SCLAG/GGCDHMSVHVCIRARGVK 

VRSKNSNHPTETRKWLGGMRLSLT 

RESSISDSMWLARKQTLHTPVMMQ 

TPHLTPTI*EEPQRI\RPE\DTFMSV/Y 

YPMQTEHHQTPLDYNRRGTSLLED 

DEEPIVEDVMMSSEG\RIEDLNEGM 

DFDTMDIDLPPSKNR\RERTE\LKAD 

FFDP\ASIMDESVLG\VSMF 

3172 

8669 

A 

3432 

1 

354 

LETSPLMFTMLDRDMSG/TMGFNEF 
KELWAVLNGWRQHLSSFDTDRSGT 
VDPQELQKALTTMGFRLSPQAVNSI 
AKRYSTNGKITFDDYIACCVKLRAL 
TDSFRRRDTAQQ\FIQCVMSV 

3173 

8670 

A 

3433 

1 

788 

MAYPGHPGAGGGYYPGGPSWKEE 

NLIRQNDVYVFPVSQYGGAPGGPA 

FPGQTQESLXYGYFAAVAGQDGQID 

ADELQRCLTQSG\IAG\GYKPFNL\ET 

CRLMVSML\DRDMSGTMGFSIEF\K 

ELLGLLLEWAGR\QHFISF\STDREW 

EQ*DPQELPEGP*QTMGF*V*VPPGC 

♦ISFAKRYSTVNGKMTFDDYIACCVQ 

T*GVFTDSFSKTGILAQQGCLLNFPI 

WIDFHFNCVHGVFKSLGSCMNVIN 

DSNWSSPLLVLFAFG 

3174 

8671 

A 

3434 

6222 

7046 

RTVTTFLSKDSHGVYCAQGGKIPDH 

QNPQCNRKQHPVSTILMLDKASFC 

QLRKRKHNLSVNCINRNPFMSLKN 

TSWHSSLSVTQRHQQQSKLHFQGSI 

LLH*PSQNIL/SNI*KCINYC*HCSSV 

LLSYLFIETESYSVAQAGVQWHDLG 

LLQLLPLRFKQFSCFSLPSSWDYRS 

APSCPANFCILVEMGFCHVGQAGL 

KLLASSDPPALASQSAGITGVSHYT 

QPCSPFLKSTGLFSCKVLSNPYHKG 

RIYLGRMCFLNSTWHLVKSTLFCPL 

FI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tbo 
d 

SE^fD NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

3175 

8672 

A 

3435 

3 

287 

SRSVAQAGVRWRDLSSLQPPPPRFK 
QFSCLNFPSSWDYRCAPPRPANF\*I 
LAEMRFRHVGQVGLELLTSGDPPA 
SASQSAGITDTSHCAWPFTF 

3176 

8673 

C 

3436 

88 

303 

MTFLESSAVPPHWTGQDGRVCWTG 
WIPQCQAGSAPEVLECLSTQQVKSL 
QTLGGAAVSHKTNICLPFTKLW* 

3177 

8674 

C 

3437 

354 

416 

MKESPGGELPQTGKKPVFLF* 

3178 

8675 

A 

3438 

274 

460 

TLKNLRSAASLTLGNPASPAHSSILS 
CPMRGHCRTL*KCHDWSFRAKMPS 
PFPQVGIYPPPN 

3179 

8676 

A 

3439 

480 

613 

LSFRAKMPSPFPQVGIYPPPN*GPIC 
LLCFSFLCECVFYRNHLD 

3180 

8677 

A 

3440 

1 

864 

YPTTPYQHHPISSPPPIPTHNHHQKP 

PTPSHRPQPTQRYTYHHNHTALTPI 

APTRQSNPPHNTHHHTPS/TPRTNSS 

PPH\HHTLPQRIPPYPPGT*HTPQAHS 

HPAG*RASSQPRRAPSPASRPSPTDP 

ALRANPLSRSYGSGLPTFPYLHCSN 

MPKACSPWRPAADMCTARVPRFRPF 

KPDFQGPARAHRTPPETRRFPRHGPI 

SRGEPI\PGQPCPSQRKENSTPEFPPA 

SSGIGRVTDTGRLAAAPSPPLRIRGS 

EPDSPFESAEGHRRPSPRPFRTALAQ 

SLRNE 

3181 

8678 

A 

3441 

23 

266 

EMESHSVTNRLECSGAISAHCTLRLP 
GSSDSPASAS*EAGITGMCTT/ARLIF 
GFHHVGQAGLKLL/NIVILLPRPPKV 
LGLQA 

3182 

8679 

A 

3442 

840 

887 


3183 

8680 

A 

3443 

127 

593 

DKATKLTKFRSYAAVILKIHFVLTW - 

VILFRRKIIRDETLKLLDLISLSVGKG 

QCYRVVFFWFFFFFFEMKSHSVYTR 

LECSGAISAHCNLCLPGSSDSPASAS 

LVAGVTGM*HHTQPIFVFLVATGFH 

HVGQGWSRTPDIRVIRPPWPPKVLG 

LQA 

3184 

8681 

A 

3444 

2 

514 

FFFFFLRQSL/DSVAHTGGQ/WGGS/ 

LQPPPPRFEGFLGLKLLGS*HYK/PP 

RMANFIFSRDGVFAMLARLVLNSS 

ASSDLPGLASHSAGITGWSHHARPI 

FSYKEHQSY\GLRACPAPV*PHLSYL 

QPQPQYFQIRSHTEAPGST/WNFGE 

DTIQPSTFSFYLT*KIIPILYRVKK 

3185 

8682 

A 

3445 

2 

147 

FFFCRD/RSLTMLPRLVLYSWAQVIL 
PSWPPKMLG*QAQATVPSPPKSIN 

3186 

8683 

A 

3446 

2 

328 

TITYRGAKIRITSDSSSETMQAREE* 

SEIF*VLK/ESSSPH*PKILYSGKLSFK 

SKGEIK/YF*GKQN/LKEFVSSRPVL 

QGMLKVVLQREGKLYRSETQTYKK 

KEKASEKE 

3187 

8684 

A 

3447 

1 

357 

GDRVLLCCPG*SADHSSLQS*PSGL 

KRYFCLGLLSNWKHRCMPPCPANF 

FNFYFCRDK/SLPMLPRLVSNSWNAQ 

GIFLSQPPVSVGDYRCGAYHALTLFI 

YGRMGVFAMLAQAGPQTPGL 

3188 

8685 

A 

3448 

2 

84 

GLTLLPRLVSNSWPQEILLPW/PPKV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETJTO NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 

Nucleotide 
location of last 
codon for last 
amino acid of 

sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LKL*AQAGLKLLASGNPPALAPKVL 
KL 

3189 

8686 

A 

3449 

1 

439 


3190 

8687 

A 

3450 

1 

552 

GNEFSILKSPGSVVFRNGNWPIPGER 

IPDVAALSMGFSVKEDLSWPGL\AV 

GNLFHRPRGYPSWVMWKGSGTKL 

ALTPQAWISYP\LENRVYMVGKAN 

SVF\EDLSVTLRQLRNRLFQENSVLS 

SLPLNSLSRNNEVDLLFLSELQVLH 

DISSLLSRHKHLAKDHSPDLYSLEL 

AGLDEIGKRY 

3191 

8688 

A 

3451 

3 

1111 

ILKSP\GSVVFRNG\NWP1PRE\RDPP 

DVAA\LSHGLPL*KKDLSWPGLAVG 

NLFHRPRATWMVNVNGVNKLDLP 

P\GSGIS\YPLENAVPFSLDSVANS\IH 

SLF\SEETVPVVLQLAPSEERVYM/VK 

GRANSVFEDLSWTLRHSRNRLVFK 

KTLFLSFTPPQILLSRNNEVDLLFLS 

ELQV\LHDISSLPSRPKHL\ARDHSPD 

LYFTGSWAGL\DEIG\KALLGEDSEQ 

FRDASK1LVD\ALQKFADDHVPVFM 

VGNPVVELVHCPSHLNTSPPLGKTR 

DLPLRPKOAOEPOOVPYNLA\YKYN 

FEYSWVFNMVLWIMRALALAWIIT 

SYNIWNMDP\GYDSIIYRMTNQKISE 

WIECYLWPRIRKRGFGNWLFC 

3192 

8689 

A 

3452 

3 

371 

MLPLARCSSSCLAPLSTYQTQVKTQ 

VHTETCI*MFIAALFIIVRR*KQPKCP 

SENK/WNKIWHIHTMK*YSATKKN 

KVLTYATI*MNTENMLSQRSY*QKT 

T*YLFLLMYMKIQNREMYRYKVD 

3193 

8690 

A 

3453 

2 

318 

ETESRSVAQAGVQ*RNLSSLQ/PLPP 
GFK*FFSLSLRSS WDYRCMHDA* LI 
FLFLVETGFCHASQAGLELLTSSDPP 
ASASQSAKITSMSHHALPLFSNKVT 
FWDSW 

3194 

8691 

A 

3454 

33 

504 

GLHNFLTYKATIISAVWYAVRVEN 

RSTEQNRVQK*TYMYVVKDAR*VN 

GNRILF*YC/WNN*IITWRKMNLNL 

DLTLHRKVYLKWVIDLNVKAKTVS 

PLGQNITESLHNFGVGKYFLDT*SI/ 

MPHKFFFNKLDIIRIKIFCS*KDAINK 

MKKWPGWAH 

3195 

8692 

A 

3455 

16 

1011 

WPVRAQAGQRPVLHTQVASLFAGV 

PCVLSHPKKGLLVPPFPPSKKGHLG 

KPHCPLPSAGRGAAGLGPLAQQPVS 

PAPASPMAPCKPKGLPPLPMGVEPE 

ILATMPVLTSHPP/SPEPMQSGNMPP 

S/PPSLCAFVPRWSHPPVPGWARWS 

CP/ALPAAPPSL*HWTRMQPPFCVPL 

RVPWVPSSGARGMKESGLDGQGFL 

GPTPSASPWGPWFDIRLPGCKQGIL 

AFKVTGPPTGFPDFEGKRFKKENKP 

PG*LESKAPDTVK*NPPSTNPPPAPA 

FLTWDCGAYRGPAGFLLVCQPSLLS 

LILKNIDDTLKCVERFEKLTASKQP 

KATVVLARRS 

3196 

8693 

A 

3456 

1 

348 

PQQLRCFSFWRKDTKVDWLLLNRG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SLTJTO NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequen?F( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







AR WLEKKTRLHRG P W ARPRLMRA 
QREEALRREGGNPPPRGPGGEEAPL 
LRSSSGRPAR/HQT*QKSGASPSDPR 
SASR*ALRREGGNPPPRGPGGEEAP 
LLRSSSGRPARLRPSRSPERHPPTLA 
PPPARPSCPALPRLSMSAG 

3197 

8694 

A 

3457 

2 

247 

PGCTILAHCNLCLSGSSDSPASAS*V 
TGNNRHAQPCPGLI*RTGFCHVG/R 
MNMLVFNSLTSSDPLEVST*GPQPP 
KVLGLQA 

3198 

8695 

A 

3458 

1 

515 

GLGSLGPPAAVPTCPPRSPPP/GSPE 

GALQCGTLPAGTATPDGHVGWAVP 

FPPTVAPTRRSPRSPPQSC*WGLQH 

QLCPGSMEEMHTPHGLALPGASH1V 

PPTLCAPGGSEGARGI*PPA*AGYAL 

SLPTQFQTLILHPSCCRPGVP/PINLA 

AQLPPQVPHAPHAWQLPSAPK 

3199 

8696 

A 

3459 

2 

223 

IYISPKALKFCREVGPICPPPKVKGSF 
PKIPR*QIFPFPRC*KTGKGQGIKRPP 
IRGKVLRCKPGLNLGPPRVL 

3200 

8697 

A 

3460 

2362 

2696 


3201 

8698 

A 

3461 

1586 

2325 

SPQRSGAARARPAPHRALLGRVPA 

RDAGSGRRTRSSRTRCGGCARRWS 

SISRRRRSSETSAGSWRRLSKPSGPG 

RWRHCARNTGRRCRPWWQISWP 

RPSSRP/WLAALEAELKDSGEKPGK 

GASRPEDLQLIGRLQTRLKEREDIIK 

QLTKKKVEDVPSRWSVPNLASYA 

KNFLSGDLSSRINAPPITTSPSLDPSP 

SCGRTYKPNQSTDAKTATRTPDGET 

AQAKEVQQKQGSPHQEWFTKYFSF 

3202 

8699 

A 

3462 

125 

489 

YYLFFFFFFFLRQSLTLVAQAGGQW 
RNLSSLQPLPPGFKRFPCLSLLSSWD 
YKCPPP/RPG*FFVFLVETGFHHVAQ 
AGLELLTLGDPPTSISQSAGITGVSH 
QARPD*ETLEFQGDRVNLEE 

3203 

8700 

A 

3463 

1503 

1511 

LFPVPFACPSLNCPSPPPIGVHLPIG*! 
QRLETPP*EEGRWIPRRTCGPARPGP 
PPGAPSVTLPPRTVHFGHPAKGIHFR 
KP/RHPG*CVFILTLD\CVHLH*KIND 
FIDTNFAMKSGYPNRIVRISFCLIHT 

3204 

8701 

A 

3464 

54 

593 

RTALPAQHVASTWPGRPSRLLLRG 

GPGAPRSMQTGDSVGRGASKEPN*\ 

PHSGLPKHPLARSPPQRPSHRAMGQ 

GSPMPAGPT*TCAQALPPPSQDGLD 

LGNRAGWGCSPECLSKAPGGEGPA 

QAHPGPNPHTYRKPQWCWKLSPGH 

ALAPSPPRREVALLNLYSFIVPRDSP 

RPCIISL 

3205 

8702 

A 

3465 

2 

324 

FFFFFLKWSLA/SFAQAGVQWCDLG 
SLQALPPGFTPFSCLSLLSSWDYRRP 
PPHLA/NFFVFLVDMGFYTVLARMV 
SIS* PHDPPALASQS AGITG VSHACP 
AYNVFKDDG 

3206 

8703 

A 

3466 

142 

413 

AQEFKTSLGNMAKPCLYKKYKKM 

SWDYRRPSPRPANFSOFLVETGFCH 

VAPAGLELLGSSNSPT*ASQSAGITG 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 


PCT/US01/08656 


SEtfTD NO 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


VSHHTRPQIFLLPLSN 


3207 


8704 


3467 


241 


523 


NISGSFCMPILTAPLFTVAKRWKQY 
VPISG*MINKMWYIHTVEYYSASKR 
KIR*/PCAATWMNLEDMMLSEVSQS 
LEDKYSMLPFM*SIYVKYLEQSNA 


3208 


8705 


3468 


137 


382 


NSAVHQKFISIPNTSLPHSLAILKPQI 
NSLEEET*PFWCKKSSPVPKMRGER 
NDDNFHKVLLNVTNVDKPQGLRSP 
KWFCWG 


3209 


8706 


3469 


363 


3210 


8707 


FFFDTESYSVAQAGVQWHDLCSLQ 

PPPAGFKQFFCLSLPSSQDYRHALP 

WLANF\*FLVETGFHHVGQAGLKLL 

TSSDLPASGSQSAGITGMSQRTLQQ 

LSLKTTELRNFRCVPYCIINA 


3470 


135 


466 


GIDTILTLNQN*SLKTRQ*FTLIIF/IFF 

FFLRWSL/DSVAQAGVQWRDLGSL 

QAPPRGFTPFSCLSLPSSWDYRRPLP 

RPANFFYF**RRGFTMLARMVSIS*P 

RDLPAEFL 


3211 


8708 


B 


3471 


27 


21189 


MKVSAARLAVILIATALCAPASASP 

YSSDTTPCCFAYIARPLPRAHIKEYF 

YTSGKCSNPAVVFVTRKNRQVCAN 

PEKKWVREYINSLEMSMICSGHHV 

YPNLPTDSFPGLDQFRGNYLHSRDY 

KNPEAFKGKRVLVIGLGNSGSDIAV 

ELSRLATQVHDVKVLGNKPKVIIST 

RSASWVMSRVWDDGYPWDMMYV 

TRFASFLRNVLPSFISDWLYVQKMN 

TWFKHENYGLMPLNGSLRKEPVFN 

DELPSR1LCGTLSIKPSVKEFTETSAV 

FEDGTMFEAIDSVIFATGYDYSYPFL 

DETIMKSRNNEVTLFKGIFPPLMEK 

PTLAVIGLVQSLGAAIPTADLQAW 

WAAKVFANSCTLPTTNEMMDDTD 

EKMGKKLKCPYQFRLMGPGKWDG 

ARNA1LTQWNRTVKPTRTRVVSEV 

QRPHPFYNLLKMLSFPLLLLAVTLT 

FY* 


3212 


8709 


3472 


339 


ITLSLLSFFNLRPSFALLAQAGVHW 

RDLDSLQPPPLRFK*FSYLKSP\RSW 

DYGHAPPRPANSVLLVETGSLHVSQ 

GGLILPTSGDPPASASQSAGITGVTN 

CARPPSLFS 


3213 
3214 


8710 


3473 


50 


8711 


3474 


1256 


MAAAAAQGGGGGEPRRTEGVGPG 

VPGEVEMVKGQPFDVGPRYTQLQY 

IGEGAYGMVSSAYDHVRKTRVAIK 

KISPFEHQTYCQRTLRENQILLRFRH 

ENVIGIRDIALRASTLEAMRDVYVVQ 

DLMETDLCKLREKPSKLSNDHILLT 

FLLPDSLAGPSSYIHVSANWLHLRS* 

SPPTWLIQHHLADLKVCGFGULAGIC 

RSWRHDHTGFLTE\YVATRWYRAP 

EIMLNSKGYTKSIDIWSVG\CILG\E 

MLSTRAIFP\GKHYLDQLNHILGILG\ 

SPSQEDLNCIINMKARNYLQSLPSK 

TKVAWAKLFPKSDFKALVDLLDRM 

L\TFNPNKRITVEEALAHP\YLEQYY 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 


SWJIDNQ 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


DPTDEPVGEGSPSPFGMEL\DDLPKE 
RLKELIF\QET\ARFQPGSAGRPPSPR 
QTSLHPGGWTCPPARPLSRRDC 


3215 


8712 


3475 


877 


1463 


LPFTAWP*E/QLQQAVHAGLPQQAK 
ILFDGGSEIGKILPAFQSGNLSCQLH 
* * IGQRAGRGGLRIGRQGGFSFHQ* 
DGQQLIALH/QPGPERVAASGPRWF 
APAGENPV*WWFRNRQNPLIALRSL 
PAFQSGNLSCQLH* * IGQRAGRGGL 
RIGRQGGFSFHQ*DGQQLIALHRLA 
LRELQQAVHAGLPQQAKILFDGGSE 
IGKIPV*GLLRWPPLPRDVQWDSAP 
LLRARWGL*GER*PREVPAALQGE* 
PQALLPGGGEPGWQPAEPHPAGGV 
HRAGPPGGGCWARAGGHQQKHLL 
RPAAGVPPDRGCLLQLGQIPH*AGE 
QVQAGPGTGQPAGEQAQRGLSGNA 
GPHQVPAEGDTGHLCGD 


3216 


8713 


3476 


29 


1076 


EQRDPQDIFSQRKSSAFPPSPEIEILS 

GGKSLSLQLHTPSPG/QQGETPRGG 

QQSQH/PCQGPGGGVPRYACAGGV 

PVTERGAQGWVHPALRRARYPDA 

GVQSHMKPAGDWGPGSNKPAGTD 

ADAVSGRR*LPKTLPSLGLGKKSPP 

GVPGHPEYPE/HGGSEALLHEFLLPP 

VSRLLXHGPLYPQMSNGTLHHYFVP 

DGDYEENDDPEKCQL/PLQGE*PQA 

LLPGGGEPGWKPAEPHPAGGSSPC 

WAARWEDAGRVLGGHQQKHLLRP 

RRGRELWQVPAAGVPPDRGCLLQL 

GQIPH*AGEQVQAGPGTGQPAGEQ 

AQRGLSGNAGPHQGPAEGDTGHLC 

GAQGLIRAAGPHH 


3217 


8714 


3477 


591 


ERNYLFFLRWSLTLSSRLRGQWRN 
LG*\MQPPPP\GFKA\FSCLSLPSSWD 
YRRMPPCPANFCILVEIGFHCLAKL 
VLNSRPHDPPTSASQSAGITGVSHR 
AQT*KGIHLNELCTALAKEGRAWS 
GR*RAGAATPAP/PAPFTL*PGCIPES 
WPSPMPPPHLPLTALCKATHAGTK 
HPHLTKTVSSCGAVLQPTPQRKD 


3218 


8715 


3478 


235 


RDHPGQH/GETPSLRKIEILAGHGVR 
HL*SQLLGRLRQENCLNSGGRGCSE 
PRSCHPTLAWAIEQGSVSRKEGHFP 
RLA 


3219 


8716 


3479 


928 


RPPRPGTERALPS RLRSRPR VRTETP 

SPSSSGPPPSRSNTGMAPLRR*RV*R 

GTVPRSG*KGR*PCSRRRRSVPSGR 

TPALRGTRAPSDQGKGKARPPEP\P 

APSRPCPGSRFCRASRSRTSPRPPTP 

ARESGNPGRSP\DGGEKAAAQGS*K 

ESAACSNRAWS*WAA\SPPW1TVTR 

QKRRGTLDQPPNQEDKPGARTLKS 

EPGKQAKVPERGQEPVKQADFVRS 

KSFLITPVKPAVDRKQGAKLNFKEG 

LQRGISLSHQNLAAQSALMMEKEL 

HQLKRASYASTDQPSWMELARKKS 

QAWSDMPQIIK 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQTDNO: 
inUSSN 
09/770,160 


PCT/US01/08656 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


3220 


8717 


3480 


1 


435 


EKINKIRWLPQQNAAHFLLGTNDK 

AIKLWKISERDKKAEGYNLKDEDG 

RLRDPFRITALRVPILKPMDLMVEA 

SPRRIFANAHTYHINSISVNSDHETP\ 

NIVDIKPANMEELTEVITAAEFHPH 

QCNVFVYSSSKGTIRLCDMR 


3221 


8718 


3481 


204 


397 


VPILKPMGSYG*EASPR\RIFANAHT 

YHI\NSI\SVNSDH\ETYLSADDLRINL 

WHLEITDRSFNIV 


3222 


8719 


3482 


1462 


PLRSWLPRLPDSQADIISTVEFNYSG 

DLLAT/GDKGGRVVIFQREQEVLAQ 

PRRPALP*SVSSFLSTSCREVWQGCE 

FSLPFRERIK/GRPHSRGEYNVYS/TA 

FQSHGTGGFDYLKSLEIEEKINKIRW 

LPQQNAAHFLLSTNDKTIKLWKISE 

RDKRAEGYNLKDEDGRLRDPFRIT 

ALRVPILKPMDLMVEASPRRIFANA 

HTYHINSISVNSDH\ETYLSAR*PGGI 

NLW\HLGNHR*EAFNIVDI\KPANME 

ELTEVITAAEFHPHQCNV\F\VYSSS 

KGTIRLCDMR\SSALCDRHS/KSFFE 

EPEDPK/SSRSFFS\EIISSIS\DVKF\SH 

SG\RYM\MTRGLPVRWKVWGPSTW 

EEAGPVGGPTRVHEYL\RTKL\CSL\ 

YENDCIF\DKF\ECCWNG\SDSAIMT 

GSYNNFFRMFDRDTRRDVTLXEASR 

ESSKPRASLKPRKVCTGGKRRKDEI 

SVDSLDFMKKILHTAWHPVGQCYL 

PWLATN\NLYIFQDKIN 


3223 


8720 


3483 


603 


659 


MCGFFFVFFFWRRSL/DSVTQAGVQ 

WRDLGSLQPLPPGFKRFSCLSLPSS 

WDYRRPPPCLANFLFLVEMGF/TTV 

LARLVSNS*PRDLPTSASPSAGITGV 

S*HASSRL 


3224 


8721 


3484 


84 


202 


3225 


8722 


3485 


577 


ILGFPFFVRWGSHTVAQAGVQWCD 

HGSLQPRSPGVK*SSHLSLLGSWNH 

RHATTTPG*FCFFSRIRSHCVAQAGL 

♦LLTSNHPPALASQTWGITGVSHWT 

WPNTGFSVLTATNKNLKFFHYAISK 

CLVRAKLSSRLLKIEERNKALSAPV 

VSVSIFDRVLRLLGYSASDWQPEFV 

ETAVSNFVIYGIFRGQ 


3226 


8723 


3486 


248 


SLY1EIPGGALPEGSKDSFAVLLEFA 
EEQLRADHVFICFHKNNFSFLGFEIV 
RPGHPLVPKRPDACFMAYTFERESS 
GEEEE 


3227 


8724 


3487 


185 


340 


MDNFCSSLCDFCHQNKNLRLVXXX 

XXXGGRFKGPLEGPKFTRACNELV 

FSL* 


3228 


8725 


3488 


546 


NDRLN*TRELTSHERRRFPRPSSRLT 

DAQ\RINWRQVLSAGS\LYI\EIPGRR 

AAEGGARNSFAVLLEFAEG\QLRAD 

HVL\ICFHKNREGQKPPLL\RTFSFFG 

LEDFEDRGNPLVPKETPDACFHGLT 

TFERE\SSG\EEEEVGARLRGLGQFP 

RPGAHPLVKPGWGKEPVDSPHLAL 

GLSPML 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^TO NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequel!^ X=Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; V=possible 
nucleotide insertion) 

3229 

8726 

A 

3489 

1 

526 

FFFLERDPCSVTQAGMQWHDLGSL 

QPPPPGFKWFSCLSFPSSWDYRCPPP 

HPANFCIFSRD/MGFTILARLVSNS*P 

HDPPTSASQSAGTTGVSHSAWPVC/ 

LFEIEFHSWAQAGVQWRDLGSLQP 

LPPEFK*FSCLSLPSSRDHRHLPSLPA 

KFHIFSRDRVSPCWPGWS*TPDLR 

3230 

8727 

A 

3490 

276 

735 

FFFFFFLRQSFSLVSQAGVQWHNLG 

SLQPPPPGFRQFSCLSLPSSWDYRHP 

PPCPANFCIFNRELIIVYLIKTGF/IHV 

GQAGLELLTSGDPPALASQSAGIPG 

MSHCAQSTH*FLLAQQLFCSIYPSFH 

AQGVIPRIVTHKRETGSQTLYS1V 

3231 

8728 

A 

3491 

2 

344 

FIFIF/NFLRWSL/DSVAQAGAQWRD 
LGSLQGPPPGFTPVSCLSLPSSWDY 
RCLPPRPANFFUFLVETGFTVLARM 
VSIS*PRDPPASAYQSAGITGVTTAP 
GLLF* IN1CLAAFYFV 

3232 

8729 

A 

3492 

109 

559 

QFLHRLVHDSGEVWMKLVE**NTL 
LAKMVSISWPRDLPASASQSAGITG 
LIGALVLSVGIYAEVER/HEI*NP*KC 
LPGSSHHPHPPGRRHVHGLLHWCA 
GVPP*QPGKH 

3233 

8730 

A 

3493 

1 

593 

ETESRSIVQAGVQGRELGSLQTLPP 

GFTPFSCPSUSWDYRHPPQHSANFL 

AFLVETGF\TVLAR1VSIS*PHDPPAS 

ASQSAG1TGVSHHARPQTGRFLLFL 

FFFFETESCSVTQIGVCSGHDLGSL\ 

QLRPPG1TPFSCLSLPSSWDYRRPRL 

RPANFFFFVFFSRDGVSLC*PGWSRS 

PDLVICPPRPPKVLGLQA 

3234 

8731 

A 

3494 

3 

484 

RFFFFFLRRSFT/SVAQAGV*WHDL 

GSLQPPPPWFR*YLCLGPLNSWDYR 

RGPPRLVNLCIF/M*R*SFTVLARLV 

SNSWPQ/CDLPP/SASQGAGNTGVS 

HCARPDEIFYYQC*Y*ETEMVRRST 

TQDRAGSTTVLKLLGQLRPEREIVN 

LALGALVYRNITPN 

3235 

8732 

A 

3495 

104 

288 

GEVICGRRRSEVSRCNLVDLEPKGP 
WGHWQGG*GDRRAGGTP*GE/GHL 
RKKAI*GLQVQPGRPRTEGPLGA/PG 
KGDP*TPTEGPRGDARNCDACPRPR 
ARPVLVW 

3236 

8733 

A 

3496 

3 

641 

RPPFFFFFFFFFFFFRRSL/NSVTQAR 

LQWHYVLGSLQAPPPGFTLFSCLSLP 

SSWDHRRPP/RMPG*LFFAFLVETGF 

QRVSQGWVSIS*PQ/CDPPASGLSKC 

WGLQGVSHLRPSHLSFLAFSFFSFET 

GS\FSVAQAGLQWA\NHSSLQAPSP 

GFTPFSCHSLPSSWDCRHPPPRPANF 

/CCIFSRDGVSPC*SGWSRSPVLVIRP 

PRPPTVLGSQG 

3237 

8734 

A 

3497 

1 

296 

VSRRFKQSIPP*AS*GWDHRCVPP\S 
LANFFFLLEMG\FPMLPRLVLNSWA 
QVILPSQPSQSAVITGMSHCACLYW 
LLKTKQIKIKQTGMSKVIKLFPL 

3238 

8735 

A 

3498 

1 

347 

KKTGRRKRNMIDYEKKKNKEQEER 


WO 01/79449 PCT/U SO 1/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

Sfi^TONO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







RKKRKKRKSSSSSSSPEEKKEEKKXK 
KREEEEENRKKEEEEE*DK/KEEED 
RRKHESRRRLRAVGDEVINKVCQE 
LKRTIPVGRDYRPLDPSS 

3239 

8736 

A 

3499 

2 

286 

PQPCSLAPNPPRMPPGSF/TPCPSPPR 
SNITL*KQRPPSPPPSPEPPR\AQQRV 
AQNLTSPRPAAAKPPGWLSTNLSK 
ALPETPTVAQSPVLFTHF 

3240 

8737 

A 

3500 

3 

954 

RPRAGAAGGGGGGSRPSGAHPSRS 

AC/GCPAGTRPGRAPPAASARPSRS 

KRGGEERVLEKEEEEDDR*R*R*RR 

SMCQRRSEVAPSSDRPGRCPAPPSL 

TASGDLRVPRRGSRSGPPXGTAPGPG 

*RAGASPGQRHPPGCSPWQP*TRKG 

EQVFFSFPASVATGPDSPSPVPLPPG 

KPALPGADGTPFGCPPGRKEKRFDP 

RSSWNVMGFRSNILLEA*FPEQATA 

FPRAGN*WQIFAAHAAHRCASPACP 

S\PRASPENLRAPHQG ASARPL* GM 

MDPDGFL/ALSAQPHPCPKPIPAPISP 

KIPQSPGSWTGDTLSPH 

3241 

8738 

C 

3501 

68 

199 

MPIIPALWEAQAGGLLRPGVCDQPG 
QYSKTSSLINKLKNPPSL* 

3242 

.8739 

A 

3502 

11 

520 

IRVDDFVAAHSRCCVAFPSSFTPRSR 

RRPKRRRRRRENDPAASSLPPAHLP 

CSVSQSAAGARLVLRPRACGAQAQ 

RP*LASGLRTSALRRRGHPRAELRS 

GPQRRQASE/PSPRGVAGARWWRR 

EDG/RPSKRSRMAQREAQQRTSPQR 

GNGRPKTSEKCPPEEKAVCRTPG 

3243 

8740 

A 

3504 

78 

595 

NQNRLKEAGWRLKLADETSSSSHQ 

QVCGTHHVSAKCYS\GSPYS*KHPD 

SPSPATSRKQNLSTQSCISPMWPCSQ 

RSICQFGHGGTESGQGILLGLLRKAI 

GSPGKRSAPVQPNWEGGNG*EAAW 

ASSSSPSCKVTAPLAPSELFPSKFLL 

RNKKAQRKISHLLEVTVGHLLC 

3244 

8741 

A 

3505 

2 

267 

ADLSAEAL*TRREWDDIFKVLKTSS/ 
LGQPKILYPSKLSLINEASSSSSSSSS 
SS/REFTTRLVL*EMLKG1LHMEAQG 
QYLPS*KHTKV 

3245 

8742 

A 

3506 

1 

323 

IAGEVNTPRSVTDRSS*Q/IIQEGIVQ 

LNSAIH/QTGCTNINRJLPLTTAEYTF 

FSHLYRTFT/KIAHILGHMTHLNKG 

KRIEIIQSMLSDHNGIQPEISNRKIAG 

KSPNT 

3246 

8743 

A 

3507 

3 

814 

SSGLAGTPPFPSEGAVCRSQPG*GSG 

\SPPLPVGPACWYLPCGP*DQRCPPG 

SLGPSAEPGS*NLSCPGRPMCSPAGT 

SCPAPV/PDSVTPVLRARGTACLPSP 

TFPAWSVPRFQPGAAPSSADLVHFH 

AASGPSASLSSSLSTKAPSLPLGACL 

PAGGVT*LFGPPSG/RLWRPP*GLTG 

GGLVWAAGVHWACLWPGQASGG 

SIRHVCVAVGVQGAPAQKEGGAGL 

GKGLGSFACGRPHLPPAYFACGRPH 

LPPAYFVLDLPFAKVLRNINI 


WO 01/79449 


SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^fDNO; 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iiu^^^3 


PCT/US01/08656 


Amino acid sequence I X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 


3247 


8744 


3508 


112 


252 


MFRSMYNXXXXXXXXXXXXXXX 
XXXXLGMSXXXXXXXXXXXXXLG 
F* 


3248 


8745 


3509 


448 


715 


FFIISIKIIEFFFFETESCSSVTQTRVQ 
WFDLGS\LQPPPPGFKQFSCLSLSIS 
WHYTHVPPHLANYR1FSRDGV*PC 
WPGWSQTHDLE 


3249 


8746 


3510 


55 


295 


SQYAYTKEMESIVNNLPKKKTPGL 
HSFTGEFYQTFKNEMIL/YIL*FLPEI* 
SRG/IYPSSSSSSSLS*LPKLDKDIIRK 
EN 


3250 


8747 


3511 


853 


DLMCKKMKHLWLFLLLVAAPRCV 

LSQLSSSSSSSSSSSSSSSSSSSSSSSS 

DSVRHNSYYWGWVRQPSGKELEW 

IGSLYFTGTTHYSPSLKSRVTISADT 

SENQFSLTLTSVTAADTAVYYCARP 

RNIVGSSSSSSSSSSSSSSSPSTKGPS 

GFPLAPSSKSTSGGTAALGCLVKDY 

FPEPVTV\SWNSGALTSGVHTFPA/V 

LQSSGLYSLSSVGTVP\SSSFGHPRT 

YAC3MGKSQSPATTKVDKGELSPK\S\ 

CDKNSTHAPPGPQHLETPWGGPVS 

LFFFPPKT 


3251 


8748 


3512 


2310 


QLLTMDWTWNILFLVAAATGAHSQ 

VQLVQSGAEVKKPGASVKVSCKAS 

GYTFTNNGLAWVRQAPGQGLEWM 

GWTIASNGKTNYAQKFQGRVTMTT 

DTSTNTAYMELRSLRSDDTAVYYC 

AREKDNYATGAWFAYWGQGTLVT 

VSSGES*AWYPGIQICSMLEL*ISAF 

WGRPGLTLAGGREGAKVTQVAPA 

RCTPNAHEPRHWTLHGPSRIDKNR 

GASAPWAQLCPTPRSHGTTSLAAST 

KGPSVFPLAPCSRSTSESTAALGCLV 

KDYFPEPVTVSWNSGALTSGVHTFP 

AVLQSSGLYSLSSVVTVPSSSLGTK 

TYTCNVDHKPSNTKVDKR/VW*EA 

STGREGVCWKPGSALLPGRTPAVQ 

PQPRAARHAPSVSSPGGL*PPHSCSG 

RGSSGFFHQAPGRHRLDAPTPGPAH 

KGAGAGLRPAKSHIREDPAPDLSPP 

QRPNSPLPQLGHLLSSQIPVTPNLLS 

AEPKSCDKTHTCPPCPGKPAQASPS 

SSRRDRCPRVACIQGQAPAGC*HVH 

LHLFL\APELLGGPSVFLFPPKPKDT 

LMISRTPEVTCVWDVSHEDPEVKF 

NWYVDGVEVHNAKTKPREEQYNS 

TYRVVSVLTVLHQDWLNGKEYKC 

KVSNKALPAPIEKTISKAKGGTRGV 

RGPHGQRPARPTLCPESDRCTNLCP 

YR\QPREPQVYTLPPSQEEMTKNQV 

SLTCLVKGFYPSDIAVEWESNGQPE 

NNYKTTPPVLDSDGSFFLYSRLTVD 

KSRWQEGNVFSCSVMHEALHNHY 

TQKSLSLSLGK 


3252 


8749 


3513 


1677 


AEVQLVESGGGLVQPGGSLRLSCA 
ASGFSFSKAYMNWVRQAPGKGLE 
WVGRIKTKKDAGTTDYAAPVKGRF 


WO 01/79449 


SEQID 
NO: of 
nuclco-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SI^DNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


TISRDNSKNTLYLQLNSLRAEDTAV 

YYCAKDEFSSTRKNFLTGQSKTFAA 

YYGMDVWGQGTLVTVSSASTKGPS 

VFPLAPSSKSTSGGTAALGCLVKDY 

FPEPVTVSWNSGALTSGVHTFPAVL 

QYSGLYSLSSVVTVPSSSLGTQYTYT 

CNVNHKPSNTKVDKTVELKTPLGD 

TTHTCPPCPTP*L\LGGPSVFLFPPKP 

KDTLMISRTPRWTCVVVDVDPRKT 

PEGQVPTWYV\DGL\EVHKCQDKSR 

GKEQ YN S Y\YRV V\SVLTV V\HQD W 

\LNGK\EYK\CRVSHKSPPQAPIEETH 

LPKPKGSPQNPQVYTLPPSRDELTK 

N\QVSLTCLVKGFYP\SDIAVELESN\ 

GQPGNNFK\TTPPVLDSDGSFFLYSK 

LTVD\KSRWQQG\NVF\SCSVMHE\A 

LHNPYTQKSLSLSPGKMIPTADKPP 

LPGSLAGRTKDAWHGTPVYILPRAP 

KHGNKAPTPWPWAKKKKKKKKKK 

KGGRSRVSLEGPKLTRTQLS 


3253 


8750 


3514 


164 


TRVNENQIESKAAYALFYKRQDVA 
RRLLSPAGS/SGAPASPACSSPPSSEF 
MDVN 


3254 


8751 


3515 


712 


EIL1IHLKRFSYTKFSREKLDTLVEFP 

IRSGARERMAGGRQGKEGVYQY*P 

SPHPQNDLDFSEFVIQPQNESNPELY 

KYDLIAVSNHYGGMRDGHCMCQA 

VGGACPGGSGQGGDQDLPSE*LGM 

*ASGEGSSWGRK*TRSEIWTLSEEA 

RKGRRG*LSFPFR\TTFACNKDSGQ 

WHYFDDNSVSPVNENQIESKAAYV 

LFYQRQDVARRLLSPAGSSGAPASP 

ACSSPPSSEFMDVN 


3255 


8752 


3516 


3090 


1PLLQLLLRRLWRRHGRWTEDREPQ 

HEELPGLDSQWRQIENGESGRERPL 

RAGESWFLVEKHWYKQWEAYVQG 

GDQDSSTFPGCINNATLFQDEINWR 

LKEGLVEGEDYVLLPARAWHYLVS 

WYGLEHGQPPIERKVIELPNIQKVE 

VYPVELLLVRHNDLGKSHTVQFSH 

TDSIGLVLRTARERFLVEPQEDTRL 

WAKNSEGSLDRLYDTHITVLDAAL 

ETGQLIIMETRKKDGTWPSAQLHV 

MNNNMSEEDEDFKGQPGICGLTNL 

GNTCFMNSALQCLSNVPQLTEYFL 

NNCYLEELNFRNPLGMKGEIAEAY 

ADLVKQAWSGHHRSIVPHVFKNKV 

GHFASQFLGYQQHDSQELLSFLLDG 

LHEDLNRVKKKEYVELCDAAGRPD 

QEVAQEAWQNHKRRNDSVIVDTFH 

GLFKSTLVCPDCGNVSVTFDPFCYL 

SVPLPISHKRVLEVFFIPMDPRRKPE 

QHRLVVPKKGKISDLCVALSKHTGI 

SPERMMVADVFSHRFYKLYQLEEP 

LSSILDRDDIFVYEVSGRIEAIEGSRE 

DIVVPVYLRERTPARDYNNSYYGL 

MLFGHPLLVSVPRDRFTWEGLYNV 

LMYRLSRYVTKPNSDDEDDGDEKE 


WO 01/79449 PCT/US01/086S6 


SCQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

NO: 

in USSN 
09/770,160 

Nucleotide 
location of 

firct <*nHnn 

111 91 Wuvli 

for peptide 
sequence 

Nucleotide 
location of last 

rnrfnn fnr Inct 

ivUUIl llUI 

amino acid of 

peptide 

sequence 

Amino acid sequ™ ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possib!e 
iiulicuiiuc insertion^ 







DDEEDKDDVPGPSTGGSLRDPEPEQ 

AGPSSGVTNRCPFLLDNCLGTSQWP 

PRRRRKQLVQLQ\TVNSNGHNRLH 

HSPCTKSNAKPVHCYSTWKP\EMK 

K\RYYDE*EGEGLREGNAFRRGYV* 

RKAPVRLQECIELFTTVEPPPFGGK\ 

EREKPW\YCP\SCKQHQLAT\KKL\D 

LWM\LPEILIIHLKTFFPYTQVLPEKK 

LEHPSWKFPYPGTLDFS*/EFVIQAH 

QNEVEIRELYK\YDL1\AVS\NH\YGG 

MRDGTLTQHLACNKDSGQWHLLLI 

DNSVFPLFN*GIQIRVPRAAYVL\FY 

QRQ/DTLARRLLSPCRAHLAPSVLP 

CLHAPSPQLVSSCDVILRALGPAPE 

KKKKKALSAISLLVSAPLLLFVLGA 

PARHCRLSRGYCSPVPLNRSLPGKN 

RSCLLLAVRAPPCVCPSSSDPPF 

3256 

8753 

A 

3518 

1 

271 

PLPPGFK*FSYLRLPSSWDYRCPPPH 
PTNR*FLVAMWFCHVGQAGFELLT 
SGDPPTSASQSAGITGVSHRSRPIVD 
FLNYLLRKSYPFT 

3257 

8754 

A 

3519 

3 

633 

FFFPDRVSLIAQAGVQWRNCGSLQ 

PPPTGFKQFSCLSLWRSWHYRCRH 

HAQLIFVFLVKTGFYTMSVKADLEL 

LTSGDPTASASQSAGUTGVNHQCPA 

SKQF*FHCKSW/CLF*MQSLSFFFLG 

GGQSRSVGQAGVQWHDLDSLQPLS 

PGLKQFSSLSLPSSWDYRGVPLRLA 

NFCIFSRDGVSLCWPGWS*TPDLKA 

NPTRLGLPKGWGL 

3258 

8755 

A 

3520 

2 

430 

CLKNMVGAGEVDEDLEVETKEECE 

KYGKVGKCVIFErPGAPDDEAVRIF 

LEFERVESAIKG*WYS*ILKNKKVEF 

TALIFTSKAYCLIKVKPLSYRIPALF 

CLLFAFQRLLTLNGRYFGGRWVKA 

CFYNLDKFRVLDLAEQV 

3259 

8756 

A 

3521 

3 

1076 

HEERQRQRELERQKEIEEREK\RRK 

DRHEASGFARRPDPDSDEDEDYER\ 

ERRKRSMGGAAIAPPTSLVEKDKEL 

PRDFPYEEDSRPRSQSSK\AAIPPPVY 

\EEQDRP\RSPT\GP\SNSFLANMGGT 

VAHKIMQKAYGLPGGPRVLGKHEQ 

GLSTALSVEKTVNKRGGKIIVGDATE 

KDASKKSDSNP\LTEILKCPTKVVLL 

RNMVGAGEVDED\LEVET\REECEK\ 

YG\KVGKCVI\FEIPGCPLMMEASTG 

YFLEI*EELNSAIKAWALVNGRYFW 

CTGW*KAMFLQIWAKFRVLDLARN 

QVWIFKEPRARVISGDPLNELQAVE 

KKEKGPQPPWLFAYPRLLEGLLRY 

MLIDPFFYFVVF 

3260 

8757 

A 

3522 

1381 

1787 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

3261 

8758 

A 

3523 

1147 

1553 

LEYVAHPLHQLLILNNFYSVLNEKY 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEViDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeHW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







LVFFFLNMYMTFKCNLLFFLRPSL/D 
SVTQAGVQW/RDLGSLQAL/PLPGF 
APFSCLSLPISLAYSHLPPHLANFLY 
F* *RQGFTVLARMVSIS*PRDPPTSA 
SQSAGITGMSH 

3262 

8759 

A 

3524 

1456 

1862 

LEYVAHPLHQLL1LNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

3263 

8760 

A 

3525 

889 

1295 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

3264 

8761 

A 

3526 

743 

1149 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

3265 

8762 

A 

3527 

2583 

3580 

DRVSLLLPRLECNGAILAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTS\DSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEIIGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFKPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGFYTVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK*SSHLILTSNWDYRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 

3266 

8763 

A 

3528 

1966 

2372 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARMVSIS*PRDPPTS A 

SQSAGITGMSH 

3267 

8764 

A 

3529 

10304 

11097 

FAFSPK*HSCLRCPCI*FSSGLLHEVL 

*LLPLCWP*THGWDPGSREANKSPK 

LHAIRCVWVLEEENLWLSSNSQSLQ 

TVKN*ESHIN*SCRSNLI/HH*FWNQ 

VK*K*LLNISGNCFFFLRWSL/DSVA 

QAGVYWRDLGSLQPPPPGFKRFSCL 

SLPSSWDYWHLPPCLAKFCIFSRDG/ 

GFTIWARLVLNS*SCDLPASGSQSA 

GITGVSHHTWXLQVTYFLKEMRSCY 

FSQVG WPQTPGLKQCSHLKLLSS W 

DYRHMSPHLAISGS 

3268 

8765 

A 

3530 

£7 

411 

ARLVQNTVAQLKEVQYKLFFGFLF 
FE*/QSHSVAQAGYSAVIIAHCNLSL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^TO NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acm sequeWe ( X=Unknown; *=>Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







LGSSDPFFSAS*VAGTTGMCQHAW 
LIFDR* WR* GLAMLPRLEM *IFLISH 
LRLIWSAWS 

3269 

8766 

A 

3531 

31 

403 

THLNGLQIRGSPLFFF/FELESSSVA\ 

RLQCSGVISSHCNLRLPGSSNSPASA 

S*IAGITGAHHNPG*FFWFFSRGRFH 

HVGQAGLELLTSSDPPRPSTLPQSG 

WGFTRHGA1APQWGQVPFHRS 

3270 

8767 

A 

3532 

7 

1047 


3271 

8768 

A 

3533 

3 

53 


3272 

8769 

A 

3534 

7 

960 


3273 

8770 

A 

3535 

1538 

2287 

WWSSSKLRLIYYYSLFFFFFFFFFFG 

M*SYSVTQARVQWHHLGSLQPLPP 

GFKQFSCLSLPSSWDYRHPPHLANF 

LYF* *RWGFTMLARLISNS*PQ/CDL 

PASASQSAGTTGLSHCAQ/LLFAFLT 

DNSVLIETALT*LQSCAS*KLN*I1PL 

ESSDFYTFFFETESHSV/TQAGVQCR 

NLGSLQPPPPRFKQFSCLSLPSSWDY 

KCTLPRPANFCIFTRQGFTMLARIVS 

PGSLGLMISLPRPPKVLGLQV 

3274 

8771 

A 

3536 

3 

263 

LGVGDRVSLCHPVWSASSL*SQTPG 
LK* SSHLSLPSRWDNRHAPPCLA/SL 
KNFCRDRGLTMLPRLVSNSWAQAI 
LPPQLPEVLGLQV 

3275 

8772 

A 

3537 

33 

295 

AGMQWCSLGSLQPPPPVLRRSSHLS 
LPSSWEYSHTC\NFCIFCRDGFAVLP ; 
RLLG*SNRPASSS*NTGITGVSHRAQ 
PSLFLSYSFFF 

3276 

8773 

A 

3538 

3 

33 


3277 

8774 

A 

3539 

1 

375 


3278 

8775 

A 

3540 

3 

340 

HEVVAA*YY\G*PSIAQEVAGTLAE 

LDVTLQLLEDKFLQNKVFLTGPHIS 

LADLVAITELMHPAGAGCHVF*GLP 

TLATWRQLVEASPGEDLFQEVHEVI 

LKATDFPPADHTI 

3279 

8776 

A 

3541 

30 

284 

YSVSTPLRDSPNPNHLSSLGHCPASS 
QTEPQAPQQALGQPATKLLPHPQPP 
/MPQPSSKP*VSATSLCTSPPLPPLCP 
AGGSSGTT 

3280 

8777 

C 

3542 

127 

435 

MAASXNPEVLDITEETLHSRFLEGV 

RNVASVCLQIGYPTXASVPHSIINGY 

KRVLALSVETDYTFPLAEKVKAFLA 

DPSAFVAAAXLGCCHHSCSXCCCSP 

S* 

3281 

8778 

A 

3543 

3 

417 


3282 

8779 

A 

3544 

2 

881 

RGKLCAYGRPPMMRRSIEGN/LENN 

PASEELLPH*\RGHLGFCFT\RED\LT 

EI\RDMLLA\NKV\PTAARCWCQLPP 

CEVTVPA\QNTGLG\PEKTSFFPGL* 

VSPTKNLPGGTH*KS*SYVQL\IKT\G 

DKMGSQTKAKAAEKMLKNLPPSPF 

GAGQPKQGV\RKNGKHPTNPESA*I 

STRGKLCHSRF\LGGCPANVAKCLS 

CKIGYPYTVASSTPIPIIVNGYKRVPGP 

CLWTPDYTFP\LAEKVKAFL\ADPSC 

LCVLLPPVGVAATTACFALLLQPPA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tidc 
sequence 

SEQ ID 
NO: of 

npntifl** 

sequence 

Me 
tho 
d 

Sl^P NO: 

in USSN 
09/770 ISO 

Nucleotide 
location of 

IirM lOUOii 

for peptide 
sequence 

Nucleotide 
location of last 

couun iur idol 
amino acid of 
peptide 
sequence 

Amino aciu sequenpf X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nuiieouue insertion) 







KVEAKEESEESDEDMGFGXLFD 

3283 

8780 

A 

3545 

2 

311 

DGVSLLLSPRLQWHNLGLLQPPPP* 
FKGFSCLSLPGSWDYRHV/PPCLAN 
FVFLVETGFRHVGQTGLELLTSGDP 
PASASQRAGITGVSHRTWQKMYFL 
SQKYF 

3284 

8781 

A 

3546 

1 

290 

KTFFFFF*DRVLFCCPG*SAVAQ\SW 
LTAALTSWAQGSS* DHRLKP/HMLS 
FFYFCRQGLTMLPKVVLNSWAQAI 
LPPQPPM*PGLQACTYAWSLRAL 

3285 

8782 

A 

3547 

229 

486 

IKIKINQAWVCACLSLPSSWDYRHG - 
PPHPANF\FVFFLVETGF\TMRARLA 
SNS*PCDPPTSASQSAG1TGVSHRAG 
CSEAFRSQV 

3286 

8783 

A 

3548 

2 

431 

ARGSIYQNDTT1\*NMYLDNRASECT 

VRELVKQK/R*MEKPTIIFGDFNNPV 

SLIEGSSK*KISGTMENLKNTANFT* 

LIFIKCSAQQHQNAHSFPWPHRTF/S 

KIDHFLWCKRGLNKCKMIQIIQNVV 

CDHTALNKKPMPERSLEK 

3287 

8784 

A 

3549 

2 

194 

VDFFFFFLRWSI/NSVTQAGVQWRN 

LGSLQALPLGFMPFSCLSLPSSWDY 

RCPPPAHPANFFLHF* *RRGFTVLAR 

MVSIS*SHDPPASDSQSAGITGLSHR 

AR/LKGHYDF*EMAC/HLICKRGRQ 

VP*LFFFFFEMEYHSVTQAGVQWR 

NLGSLQALPLGFMPFSCLSLPSSWD 

YRCPPPAHPANFFLHF 

3288 

8785 

A 

3550 

2 

489 

ARGTQALMMMT/GTACHASPH*GG 

RLTS*PGAICFTHGDMAA*WREESC 

LLVT/WDLVMSEGLGMRYAFIGPLE 

TMHLNAEGML\SYCDRYSEGIKHV 

VQTFGPIPEFSRA\TAEKVNQDMCM 

KVP**PGSTLAAR\RHW\RDE\CLM\R 

LAQV*RSSSCSPQLNFLC 

3289 

8786 

B 

3551 

13 

441 

MEGVEEKKKEVPAVPETLKKKRRN 
FAELKIKRLRKKFAQKMLRKARRK 
LIYEKAKHYHKEYRQMYRTEIRMA 
RMARKAGNFYVPAEPKLAFVIRXR 
GINGVSPKVRKVLQLLRLRQIFNGT 
FVKLNKASINMLRDCRAIYCMG* 

3290 

8787 

A 

3552 

1 

775 

RRVPAWPETLKKKRRNFAELKIKR 

L\RKKFAQQML\RKAR\RKLIYEKAK 

H\YHKEYRQMYRT*NFEWARMGK 

KKLANF\YVPAEPQIWRFVIRIRG1\N 

GVSPKGSERFFQLLRLRQI\FNGNLL 

*KLNQGFRFNMAEDF*SPYIAMGGT 

PNLKVSKMN*SYKRGLWAKSNKK 

R\IAL\TDNAL\IARSLGKIRHILAWE 

DLIHEIYTV\GKRFK\EANNFLWP\FK 

LSFSTKVEMKKKTTHFWEGGDAGN 

R\EDQINRLIRRMN 

3291 

8788 

A 

3553 

1 

356 

SHHVQLLFEFFVEMGSPCVSQAVL* 

LLGSSDPPVLASENVGIK/GPPHPA* 

S*F*IIACVFVYIYFLEMGSCSFAQA 

GVLWYNHSSLQR*TPGL*QISLLSPL 

SSWDYRHVPPCLVIYF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nuclco-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SE^R NO: 

in USSN 
09/770,160 

Nucleotide 
location or 
first codon 
Tor peptide 
sequence 

Nucleotide 
location or last 
codon for last 
amino acid or 
peptide 
sequence 

Amino acia seque^^X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

3292 

8789 

A 

3554 

3 

352 

HEGFTMLVRLVSNS*HRDPQASASQ 

SAGITGVSHHANP/CFFLTESNWVA 

QAGVQWRVLS*LQPPPA*FKGFSCL 

SILSSLS/WGYRCLPP/HPANFFFF*K 

GFFFWFPSWNAMGKKWFN 

3293 

8790 

C 

3555 

55 

201 

MPKNYPRLWWQHVCNPQPTWEAE 
VGELLEPQEAEVAVSQDHATALQP 
G* 

3294 

8791 

A 

3556 

3 

212 

QEFFFFFFEM* SRC VT\RLEGSG AISA 
HCKLCLPG SCHSPASASQDSIFNTQ 
HLNVGRNSTSKSKPIDYF 

3295 

8792 

A 

3557 

2 

265 

EKESRSVTRLECRGAISAH*NLHLP 
GSSHSPPSASHVAGTTGACTT/AQLI 
FFVFLVETGIHHVGQDGLNHL/NLVI 
RLPQPPKVLGLQA 

3296 

8793 

A 

3558 

354 

675 

HFISYFPDGAELTSS1RVPFFYSNVLF 

FF/CRQESRCHQAGVQWHDLGSLQP 

PPPGFKRFSCLSL*SS*DYRQAPPRP 

ANFC1FNRGPVSPCWPGWSQSPDFV 

LVPNS 

3297 

8794 

A 

3559 

1 

1203 


3298 

8795 

A 

3560 

2 

634 

VNTEKLTAFVNTLNGKNGTGSHLV 

TVPPGPS*ADALISSPILAGESGAML 

GLGASDFEFGVDPSADPELALALRV 

SMEYQRQRQVEEYARRAAAASAAE 

AGIATTGTEGERDSDDALLKMTASQ 

QE\FGRT\GLPDL\SSMTEEEQIAYA 

MQMSLQG\AEFGQAESADIDASSA 

MDTSY* PAKEEDDYD VMQDPEFLQS 

VLENLPGVDPNNEAI 

3299 

8796 

A 

3561 

506 

930 

IRTTQIGLCLSQVYFIVFDLHAQYEII 

KATNITTPTLSKIIS1RPRRFIFPVT*L 

LNMFAFSSPMVPVSLSQRIGTI*FLF 

RFFNT*IFSDGLTNRLTCSRFANCKV 

NPVIGSISKYVLCSSSFGFNPSIGSET 

SGLAYRK 

3300 

8797 

A 

3563 

3 

271 

FFLET* SCS VG\RLECSG VIL AHCKL 
RFPGSSDSPASASGVVGTTGAHHHT 
RLFCIFSRDGFHHVGQDGLDLL/NL 
VIHPPWPPKVLRLQA 

3301 

8798 

A 

3564 

1 

218 

ETGSPSVT\RLECSSIQ\SAHCNLDLP 
GSSDPPVS\APQVAGTTGTCHNTQLI 
FVFFVEMGFCHLSQAVLQLLG*T\IH 
PLWPPKVLGL*AQVILLSQTPQVAG 
TTGTCHNTQLIFVFFVEMGFCHLSQ 
AVLQLLG 

3302 

8799 

A 

3565 

1 

294 

ASTFFFFFGDRVSLFLPRLEYNGAIS 
AHRNLC/LPGFSSDSPAS\AS*VAQD 
YRHAPPHLANFVFLVETGFLHVGQ 
AGLKLPELSVIHPPWPPKVLGLQA 

3303 

8800 

A 

3566 

3 

292 

FFETKFSSVTQAGVQWHNLGSLQPP 
PPAFKRFSCLSLPSSWDYRHLPPRPA 
NF\*FLVEMGFHHVDHADLELPTSS 
DPPTLASQSAGIIGVSHRARP 

3304 

8801 

A 

3567 

3 

389 


3305 

8802 

A 

3568 

1 

672 


3306 

8803 

A 

3569 

1 

2018 

MSDNGVRTGAPSTDQRTGMSVRAE 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 


SE^RNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptid 
sequence 


Nucleotide 
location.of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequenCE ( A-Uiiknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


WRRGEFLVTGRRPLVGGGAGEEGE 

LGGDARSSRDPELQSYAAFVAVVT 

RIWLPAPRCPALGGLASGPGKAEQF 

SRSLYLPDHLGEGNGGLLGKSLEPY 

RSACMSAAGLKITGSKETKRRLLLI 

SIDWSRDLMNLCIYFRVYCQEKQEE 

RRELPRIITGPPPEAAVVAFEWLKTS 

TLTGLHPQLPLSLPQPECALPYLVR 

AFSRGDYMGRIQEVGWVTAGLVIW 

AGTCYYIYKFTKGRAQSVRTLARN 

GSTVKMETWGVQSQTLAINEAEIK 

TKPQVEIGAETGARSGPRAEVETKA 

TAIAIHRANSQAKAMVGAEPETQSE 

SKVVAGTLVMTEAVTLTEVKAKAR 

EVAMKEAVTQTDAEAGKIVKKEAV 

TQTKAKAWALVAKTEAKREAMTQ 

TKAETHILAEKETEINRVMVTQSET 

LAVPREVAKMGATNKTGIVDETKT 

RALEETVSVAKTQSEARPGATVDA 

RGNPNGMSREVAGVDMKSCAQSQ 

AVTKIQGDDMPGTGVEDMGNCKT 

MSRAESGADTRASAQPQIFAKTQTE 

AIPGAKIDAGGNTNAMCKVGAGAD 

VRACIQPQTVAKKQAEVTSGARVD 

GRGNTNVISKAITGADMRAAAQPQ 

AVASTHAEAMSDAKVKNRGNPNA 

MTKAGAKANLRANSQVEALPDAR 

DKSRGNPNVMAKVGDGTDMLSCT 

QPQLVASVQADTLSDGKIKVRGNV 

NTMPKEGAGVDMKAQGMAQSQGE 

ALPNTRGKARGKAKAKCKTGPGM 

DMKTCTQPQAGVKTPAEALLDSRV 

DGRGNPNATSKAGTKADQRVCGQP 

LVVANPQGEALPGAKNKVKGNPHT 

VLKVGAGEGTTDSAQPEAVVSFQG 

EALLGTKNKVKGNPNVVLKAEVGE 

GAMGTAQLQIMASSKGEALLDSKN 

KVKGNSNAVSKAGAGTDTTGSVQP 

QIVANSQGEVLPGAKNKIRGNPTTV 

PNSGVGPYTTDSARLQAVANSQGE 

VLPGAKNKVKANLNAVSKAEAGM 

GATGSVQPQAVANSHCETLPGAKN 

KVRGNWNAVSKAGAGMDTRGSAQ 

PQAVANSQGEVLPGAKNKVKGNPN 

VVSKAGAREDTVGSTQPQVLASSQ 

RETLPGARNKVKGNSNVVSKAGAR 

EDTMGSAQPQWANSQRETLPGAR 

NKVKGNSNAISKAEAGAGIMGSVQ 

VQVVASFQGEVLPGAKNKVRGNSN 

AVPKAEAGADTVGSAQPQAVANSQ 

SETLLGARNKVKGNTIAVPKAGTG 

AGTRHSAQPQIVAGSQGETLPGARD 

KSMSTSEAEATAEDEAYAKPEAEA 

MPTSESEGGSGTQACRKTQPNIHDY 

YWNGIGVEDWIAAERWIKFRFQTM 

DGDWENSVSWADDENEASIGSWSG 

ASDKAGIIRSWAVACDETSVKSWA 

GARAENWGIGTWARAGEQASGGL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

If II L ICU~ Uu C 

sequence 

SEQ ID 
NO: of 

pcpiiuc 

sequence 

Me 
tho 

^DNO: 

inUSSN 

ft 0/77/1 t jja 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqoMF [ X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib1e 
nucleotide insertion) 







WAGGQTSEGTWAGDKASGGAWT 

GAENQASGGSWALAGNQAIGELW 

AAGQASDGSWPGGQASGVSWVGE 

EAIGGSWTGAENQASEGSWAGAGA 

GNMSSVSYWAGVVDQAGGGSWA 

GTSDQSGGGSKPRFEDQASGEGSW 

AGAGGQASGGSMLGPEDQSSGRSW 

ADTADQASGGSRLGHVDQSSGGA 

WAGTLDQSGGGSKPRFENQTTEEG 

SWAGAGGQAGGGSKVGPEDQSSG 

RSWANSGDQISGGFLVGIVDQANG 

GSWTGAGHPASVGPKPIFEDQVSGR 

GSWADAREQVVGDSRLGLRDQSSG 

DSWAGTGDQASGWFCVCPGSQTN 

GGSWGGASGQDVGGSRPGPTNQSS 

AGSWDSPGSQVSGSCWTGAGAVD 

QAGGCSKPGFEDQAIGGGFWPGAG 

DQTGGGSRPGSEDQSSGIGSWGVA 

GGQVLGGARPGPADQSSGGSWAGT 

GNQSSGRSWIGPGDQAVDCSKPEFE 

DQACGGGSWAGAGSQASGESWAG 

SRPGNEAIGGSRMGSEDQATGGSW 

ARSEDQASGRFQVSFEVEANEGFW 

FGPGAEAVIGSWCWTEEKADIVSRP 

DDKDEATTASRSGAGEEAMICSRIE 

AENKAKSRLGAGEEAGVESWTLAR 

NVGEDELSRESSPDIEEISLRSLFWA 

ESENSNTFRSKSGKDASFESGAGDN 

TSIKDKFEAAGGVDIGSWFCAGNEN 

TSEDKSAPKAKAKKSSESRG I YPYM 

VPGAGMGSWDGAMIWSETKFAHQ 

SEASFPVEDESRKQTRTGEKTRPWS 

CRCKHEANMDPRDLEKLICMIEMT 

EDPSVHEIANNALYNSADYSYSHEV 

VRNVGGISV1ESLLNNPYPSVRQKA 

LNALNNISVAAENHRKVKTYLNQV 

CEDTVTYPLNSNVQLAGLRLIRHLT 

ITSEYQHMVTNYISEFLRLLTVGSGE 

TKDHVLG*EQRQSQCHD*SRGQGK 

LEGQFPG 

3307 

8804 

A 

3570 

1 

611 

YAALGADVTRVSLPTPRCPALGAL 

ASGPGESGPTLLQDCGAKCPG/GPQ 

PRGENREKEETTRIGPGVMESKEKR 

AVNSLSMENANQENEEKEQVANK 

GEPLALPLDAGEYCVPRGKS*GGSA 

FRAAHP\EYRWDMMHRPWRTHRPR 

DEEKRIMEKDWGGGETADGKKLE 

GEKPVGVISLRGESGTDPPSPMTHH 

D*VFALLPLNP 

3308 

8805 

A 

3571 

1 

379 

EMESHSV\TRLECS/GTILVHCNLCL 

LGSSDSPASAFQVAGITGVHYNA*V 

IFVFVLVETGFCYVGQAGLEFLTSTD 

PPASGFQNCWNYRDEKPHPAETVS 

Kl 1 1 1KNYICVSTINYKKKNLGLSNI 

L 

3309 

8806 

A 

3572 

6 

222 

DRVSRSAAQAGV/QWC/NLSSLQPL 
PPRFK* FSCLSLPSTWDYRHTPPRPA 
NFCIFSRDRVSPCWAGWSQSLDLK 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 

mipJpn-fiHp 

llUtlllf^liUC 

sequence 

SEQID 
NO: of 

sequence 

Me 
tho 

A 
CI 

SiPR) NO: 

in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acm sequelra ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; V= possible 
nucleotide insertion) 

3310 

8807 

A 

3573 

1 

445 


3311 

8808 

A 

3574 

1 

3212 

DSINNLQAELNKIFALRKQLEQDVL 

SYQNLRKTLEEQISEIRRREEESFSL 

YSDQTSYLSICLEENNRFQVEHFSQ 

EELKKKVSDLIQLVKELYTDNQHL 

KKTIFDLSCMGFQGNGFPDRLASTE 

QTEIMKDLSKGGCKNGYLRHTESKI 

SDCDGAHAPGCLEEGAFINLLAPLF 

NEKATLLLESRPDLLKVVRELLLGQ 

LFLTEQEVSGEHLDGKTEKTPKQKG 

ELVHFVQTNSFSKPHDELKLSCEAQ 

LVKAGEVPKVGLKDASVQTVATEG 

DLLRFKHEATREAWEEKPINTALSA 

EHRPENLHGVPGWQAALLSLPGITN 

REAKKSRLPILIKPSRSLGNMYRLPA 

TQEVVTQLQSQILELQGELKEFKTC 

NKQLHQKLILAEAVMEGRPTPDKT 

LLNAQPPVGAAYQDSPGEQKGIKTT 

SSVWRDKEMDSDQQRSYEIDSEICP 

PDDLASLPSCKENPEDVLSPTSVAT 

YLSSKSQPSAKVSVMGTDQSESINT 

SNETEYLKQKIHDLETELEGYQNFIF 

QLQKHSQCSEAIITVLCGTEGAQDG 

LSKPKNGSDGEEMTFSSLHQVRYV 

KHVKILGPLAPEMIDSRVLENLKQQ 

LEEQEYKLQKEQNLNMQLFSEIHNL 

QNKFRDLSPPRYDSLVQSQARELSL 

QRQQIKDGHGICVISRQHMNTMIKA 

FEELLQASDVDYCVAEGFQEQLNQ 

CAELLEKLEKLFLNGKSVGVEMNT 

QNELMERIEEDNLTYQHLLPESPEPS 

ASHALSDYETSEKSFFSRDQKQDNE 

TEKTSVMVNSFSQDLLMEHIQEIRT 

LRKRLEESIKTNEKLRKQLERQGSE 

FVQGSTSIFASGSELHSSLTSEIHFLR 

KQNQALNAMLIKGSRDKQKENDKL 

RESLSRKTVSLEHLQREYASVKEEN 

ERLQKECSE\KERHNQQLIQEVRCS 

GQELSRVQEELKLRQQLLSQNDKL 

LQSLRVELKAYEKLDEEHRRLREAS 

GEGWKGQDPFRDLHSLLMEIQALR 

LQLERSIETSSTLQSR\LKEQLARGA 

EKAQEGALTLAVQAVSIPEVPLQPD 

KHDGDKYPMESDNSFDLFDSSQAV 

TPKSVSETPPLSGNDTDSLSCDSGSS 

ATSTPCVSRLVTGHHLWASKNGRH 

VLGLIEDYEALLKQISQGQRLLAEM 

DI\QTQEAPSSTSQELG\TKGPHP\AP 

LSKFVSSVSTAKLTL\EEAYR/RGLK 

LLW\RVSLPEDGQLPLHCEQIWRNE 

RQRVPKLHKKLFEQEKKFAKTP*RF 

LQLSK\RQEKVIFDQ\LWTHKILRK 

ARGNLELRPGGAHSRT\CSPSR\PGS 

ALATRKEHRNQQHSAEQASRNSWQ 

GGQRRHRKEPSLWLSKPCPSLRCPF 

SLTNTMVTNIPWKVIIHLICLIPPRQ 

3312 

8809 

A 

3575 

1 

1362 

SGNIKVLERFLYIDTKFSQNRCQKA 
LPMAHSAYQSNLPHNYTMTVHNN 


r 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

S^Pt NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqinJBP( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







QLAQALRVYSQHAIGAVLYKYSMQ 

VHEDCYKFWSNG\MQLCEERSLTD 

QHCVHKFHSLPKSGEKPEADRNPPV 

LYHNSRARSTGACNCGRKQAPRDD 

PFDIKAANYDFYQVFWEEKCCGKIG 

S\YSISQYLEPSTPGSWLLA*KWNP/ 

RPAPPDSDADKLKEKEPQTQGESTS 

LSLALSLGQSTDSLGTYPADPQ/DRR 

R*SRSSWSSRSEN/SRRDQTSLIDRH/ 

LTVEYLPGMLHSNCPKGLLPTFSSW 

VFVKLGPG*SYNFHTRFR/NQQGFIP 

GNKLSYALGTLSSRARSWR*RRLR 

HKLLACSK*SYSWKEKCGCNGKRK 

TAR*H\TRAFVGFEYEDSRGRRFMC 

SGALTK**K*WGSGA/IRDSAFKSP*I 

VDMPLY1\RHPLKVEGLKTLITLQL 

MRLFWVPDASFAR 

3313 

8810 

A 

3576 

1 

673 

EGGWMEDYDYVHLQGKEEFEMTH 

IELLDKGSITRQGMSQL*LEQLKLFV 

RLEQEVSRPIDHDLA1WTPAQPLAP 

GRSGGXLGPSDRQLLLFYLEQCEAN 

LTTLTNAVDAFFTAWATNQPPKILV 

GASKVVLL\SAHKLVFIGDTLSRQA 

K\AADVR\SQVTHYSNLL\CDLL\QGI 

VATTK\AAALQYPIAFPGPKDMV/E 

KRVKELGHSTQ\QFPPRS*GQLGSPP 

EGW 

3314 

8811 

A 

3577 

3 

531 

FFLLQSL/DSAGQARVQWCDLGSLQ 

PLPPRFMRVSCLSLLSSWDYRHLPP 

RLAMIFVFLVEVQGFTVLARLFSNS* 

PQ/CDPPTSASQSAGITGMSHHA\RL 

FLFFETGSGSIAQGGVQ*CNLGSLQP 

LPPRLKPSSHLSLLSS*DYRRVPTCP 

SNFCIFGRDGVSPCCPDWSGTPGLK 

3315 

8812 

A 

3578 

1 

223 

GSGGIHRLPLSSRPEQPIVWLWAPG 
CFSHLSRLQVTV*/GEIKQRCRELHH 
SLAQHPRHQAGNHISHPILHLKIL 

3316 

8813 

A 

3579 

3 

341 

FFETESCSVSQAGVQWRDLGSLQA 
LPPGFTPFSCLSLPSSWDYRHLPPHP 
ANF/SVFL VETGFHRVSHDGLDLLT 
RDPPTSASQSAGITGVSHRARPIVAI 
FMFCEYPLFSSHF 

3317 

8814 

C 

3580 

168 

347 

MTYGLLLFLGNNPHLNLYXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXSTIV* 

3318 

8815 

A 

3581 

852 

1216 

GFLINGNTDFFFFETESRSVAQGGV 
QWRDLGSLQPLPPGFKRFSCLSLPSS 
WDYRHLPQYPS*IFVFLVETGCSSIY 
STIL* *RP\HVGQAGLELLTPGDPPAS 
TSQNAGITGLSHRTWSAI 

3319 

8816 

A 

3582 

2 

238 


3320 

8817 

A 

3583 

680 

891 


3321 

8818 

A 

3584 

697 

979 

IFGVSQGYYKILWKMNSLPGVSFES 
KRSF*QK*LQILSS*FAKKIFYWHEN 
NRCK WRPNIPLKCIYSITSQKLFYPS 
LLFFPLLPTFLGVGGAR 

3322 

8819 

A 

3585 

2 

518 

GRGYQNPGRQCTSDRLSEHVSEGES 


WO 01/79449 PCT7US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SEl^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequenle ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







ppdsqedsfqgrqkskdkaatprk 

dgpkrsvlsksvpgykpkvipnaic 

giclkgresnkerkg*ihfihcsqce 

nsg\hpscldmtngacfyd*dltpw 

qcmecktchicg\nphheeemmfc\ 

dmcdrgyhtfcggpgsnptrpl.nl 

3323 

8820 

A 

3586 

1 

165 

SLEDRVLLCHPGTAYCSLELLGSISP 
PALTLTSEASXLPGRDYREIPGSPCQL 
FL 

3324 

8821 

A 

3587 

1 

249 

LVDRVLLCHPGTA/VLQP*TPGINQS~ 
SCLSLPSS*D\YRYVPPCLVYCFIFLA 
EMGLTVLPRLISNSWPQAILPSQPPK 
VLGLQT 

3325 

8822 

A 

3588 

3 

282 

NSWDYRHPLSCLANFCIFSRDGGFT" 
ILTKLVLNS*PRDPAASASQSVGITG 
VSTHGLASWN\FNKLKNSYTQVD*L 
GSQEWPLKVCLAKPRTAS 

3326 

8823 

A 

3589 

1 

714 


3327 

8824 

A 

3590 

1 

726 

MAEGETESPGPKKCGPYISSVTSQS 

VNLMIRGVVLFFIGVFLALVLNLLQI 

QRNVTLFPPDVIASIFSSAWWVPPC 

CGTASAV1GLLYPCIDRHLGEPHKF 

KVREWSSVMRCVAVFVGINHASAK 

VDFDNNIQLSLTLAALSIGLWWTFD 

RSRSGFGLGVGMLF\LATVVTHL*V 

YNGVYQYTSPDFLYV\RSWLP\CIFF 

AGGITMGNIGR\QLAMYECKVIAEK 

I/L1RNEEGKK\YLLYRKAR 

3328 

8825 

A 

3591 

469 

537 

PGLARRAMASGRSHGWP*IPPLRST 

FQGGRTLDAAFTR1NCHGKTYLFKG 

SQHWRFEDGVLDPDYPRNISDGFD 

GIPDNVDAGLALPAHIYSGRERVYF 

FKGKQYWEYQFQHQPNLEEREGSS 

LSAVFEHFAMMQRDSWEDIFELLF 

WGKTSAGTRQPQFINLDWHGEPWQ 

ADAAMAGRIYISG 

3329 

8826 

A 

3592 

193 

384 


3330 

8827 

A 

3593 

96 

1635 

ARSPAMAPLRPLLILALLAWVALA 

DQESCKGRCTEGFNVDKKCQRDEL 

CSNYYQSCCTDYTAECKPQVTRGDV 

FTMPEDEYTVYERLGEEKNNATVH 

EQVGGPSLTSDLQAQSKG\NPEQTP 

VLKPEEEAPAPEVGASKPEGIDSRPE 

TLHPGXRPQPPAEEELCSGKPFDAFT 

DLKNGSLFAFRGQYCYELDEKAVR 

PG\YPKL1\RDVWGIEGP1\DAAFT\RI 

NLFRGRPYLFKG*\QYW/RAFEDGV\ 

LGPWIYPRNISWTAFDGHSPGQTW 

D\AALGLPCPLAYSGRERV\YFFQRG 

KQYW/ESYQFPGTSPVQEECEGSSL\ 

SAVF\EHFAMM\QRDSW\EDIF\ELLF 

\WGAERSGWVTR\QPQFHLAGEW\H 

GVPG\QVD\AAMG\GRILHLQGMAT 

RPLLWPKKK\RFRH\RNR\KGYRS\Q 

R\AHSRGR*PETPRRP\SRA\MWLSF 

VLPSEESNLGA\NNY\DDYRMD\WL 

VA\ATCEPIQECFFFSFGDKYYRVNL 

RTRRVDTVDPPYPXRSIAQYWLGCP 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 

IIUIICI^UUC 

sequence 

SEQ ID 
NO: of 

nf*ntiflf* 

sequence 

Me 
tho 

S^pDNO: 

inUSSN 

Nucleotide 
location of 
iirsi cooun 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acici sequHF( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







APGHL 

3331 

8S28 

A 

3594 

44 

166 


3332 

8829 

A 

3595 

3 

1173 

SSAPEAAKKPTPCHRCRGLVDKFN 

QGMVDTAKKNFGGGNTAWEEKTL 

SKYESSEIRLLEILEGLCESSDFECNQ 

MLEAQEEHLEAWWLQLKSEYPDLF 

EWFCVKTLKVCCV\PGT\YGPDCLA 

CQGGSQRP\CSGNGHCS\GDGSRQG 

DGSCRCHMGYQGPLCUDCMDRLL 

QLRSRNETHS1\CTAVRTGLSDSYPP 

CCLSLG C WRG VGH A W1RGRNTHTQ 

PGYSSRVWIAAFSPACDESCKTCSG 

LTNRDCGECEVGWV\RTRAPCVDV 

EKCAAQ1APPCSAAQFCKNANGSYT 

CEVECDSSCVGCTGEGPGNCKQCIS 

GYAREHGQ\CADVERVPH*PEKTLC 

EEKTKTC YNTPG\SY\VC VCPDG FEE 

T/RRCLCAAGRRLKPQKGESPTQLP 

LP 

3333 

8830 

C 

3596 

1 

300 

MRSFGQLTLCPRNGTVTGKWRGSH 

VVGLLTTLNFGDGPDRNKTRTFQA 

TVLGSQMGLKGGAGSVWLQAAGL 

GLLPASLLWPSLLCHCYVLPPAPGV 

PLV* 

3334 

8831 

A 

3597 

359 

1229 

MPQPPTLGQEMTGPSQPWTGKGGL 
PGP* QLRAKAQEVDSHLGRKKIKQ 
QNRSKSC 

3335 

8832 

A 

3598 

2 

311 

VRWNSAAPLVTSRGAPASARPRGQ 

ALPGGSAPSAPHGQLPGRAQPAPVS 

GPPPTSGLCHFDPAAPWP\PGLGLG 

MLPPHPQDWPAQP*HPPGLGLFFEIF 

SAS 

3336 

8833 

A 

3599 

1 

426 


3337 

8834 

A 

3600 

18 

738 


3338 

8835 

A 

3601 

65 

425 

RLPQPPGAAVGGSTRPCPSWKAVR 
VDL WAPVSQFPFALLG WTGSKLF 
QRELRRFSRKEKGLWLNSHGLFD/R 
GAGKQQWQDS*VTEVLLLLQKTFF 
QAASEED1FRHLGLEYLPPEQRNA 

3339 

8836 

A 

3602 

3 

233 

FFFFFKTLQIPLLLSPPPPGPCRVQSL 
LPNPFPEKGAVPPFQTDERGQDFRLD 
PPLGSPSPRV*SLNCYVPVPPKEK 

3340 

8837 

A 

3603 

7 

510 

THAPAPSPRAQAP*PLFIHCP*APRV 
TPPPPQPVKCVVPAEVI/SPPPPGPCR 
VQSLIPLTRFPEKGAYLLSRQMKRG 
QDFKAGIQPLGLSLPQPGSTGRGRV 
TAGD 

3341 

8838 

C 

3604 

846 

989 

MKSYNGMREMGDQASRRKLIKNW 
TDSKFLDMENGEQKK1TPRPGVKI* 

3342 

8839 

A 

3605 

3 

232 

KSLLREGLESAMLVLKSLLPFSYFV 
SSMSSGNWSALHNHLGPEDTGTAS 
PYNRCS*RGRDHLGKRSSTRGTTLG 
PN 

3343 

8840 

A 

3606 

303 

400 


jj44 

OO A 1 

5541 

A 

3607 

3 

404 

LRQRLTVTQAGVQ*HRLSSLQPLPP 

RLKRFSCLSLPSSWDYRRVPPHMA 

NFLY/FLVETGFHHVGQAGLKLLISS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 

tho 

j 

u 

SH^IDNO: 

in USSN 
Uy//7U,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeffie ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







DLPALASQSAGTTGMRHRAQPKSF 
QLEQKWKTEPHKLIIYVVTLNKRM 
YKLKTYHIPYYF 

3345 

8842 

A 

3608 

2838 

3122 

FFFFFFETKSCSVANRLECSGTISAHC 
NLHLPGSSDSPASAS*AAGITGACH 
HTRL VFLYF* *RRGFHHVSQAGLEL 
LTV'VIHPPQPPKVLGLQA 

3346 

8843 

A 

3609 

1 

325 

RLFFFFETVSHSVT\RLECT*AILAHC 

NLCFPRSSNSLASASQVAEITGACY 

YTQLIFVFSVETGFHHVGQAGLELL 

T\*VIHPPPPPKVLGLQVSATVPGLII 

GTFSL 

3347 

8844 

A 

3610 

3 

398 

GSLQPPPPRLK*FSCLSIPSSWDYKR 

LPPCPANFCIFXTELGFHQVGQAGLE 

LLTSGDPPASTSQTVG1TGISHHAWP 

PEILSKGTMGKQMVNMLLLASSCR 

EMGHSAPAHLGQCLPMILPKDLAVI 

IINPV 

3348 

8845 

A 

3611 

3 

311 

AQTGMQWNDLCSVKPPPPRFERFSC 

LSLLSC*DYKRTPTCPANFC/DFVVE 

TEFHHVGQAGLELLTSSDLPASASE 

NPQ1TGMNYCIWPEWYYYIHSLTNT 

HK 

3349 

8846 

A 

3612 

310 ■ 

415 

SQYFGTLRRVDHLRSGVRDQPGQL 
GKTPS*PQV1HPPQCPKVLGLQYYH 
FLFFLRRSL/DSVAQAGVQWRDLGS 
LQRPPPGFTPFSCLSLPSSWDYRRPP 
PRLANFFVFSVETGFNTVSARMVSIS 
♦PRDPPASASQSAGDTGVSQAPV 

3350 

8847 

A 

3613 

1 

114 

ARAEMLIVQYILPRLTHGAIFTILFIF 
SLLT*VMLLSS 

3351 

8848 

A 

3614 

335 

477 

TPASLKIPVE**NTLLAKMVSIS*PR 
DLPASASQSAGITGVSHRARC 

3352 

8849 

A 

3615 

135 

804 

GIDTILTLNQN*SLKTRQ*FTLIIF/IFF 

FFLRWSLALSPRPDCGLQWRDLGSL 

QAPLPGFTPFSCLSLPSSWDYRCPPP 

RPANFFCNFFFSRDGGFTVLARMVS 

IS*PQ/CDPPTLASQRAG\1TGLSHCT 

RLFFF* WMESPSVTQAGIQ WHDLGS 

LQPMPPQFR*FSWLSLPSSQDYRCM 

PPCQANF\CIFSRDEVSPC*PGWSGS 

PDLVIHLPWPPKVLGLHA 

3353 

8850 

A 

3616 

3 

285 

HEIIVLRVRVSPCCPGWSA\TVD*SW 
FIAASYS*\VKRLSCLSLLRIWGCRQ 
VPPWLSFKLFWRQGLAVLPKLVSN 
SWPKMTLLPQPLRLLGLQE 

3354 

8851 

A 

3617 

3 

575 

PSLRHASHEAGWQCPHLGQPLPGY 

TELRTELPQ*GDGYGRPGVSAASQR 

R/GLAGQCVEGRDWVEGKAG*CSG 

GHGGEGKGPLD*GALLPGPQNRS\S 

GAGDPC*AVESVGCQ*PGECHFQR 

DPPGSGAAPGAPPPAVP*LHRQPDA 

AAGGTAGPSLPHLPPPLPGLRVERS 

KPGGAAEEQGHPHLEHGPGD 

3355 

8852 

A 

3618 

3 

379 

FFETESCSFTQAGVQWHDLGTL*SP 
PPGFK*FSLSLLSSWDYRRPPPRTA/ 
NYIYIVFLVETGFPYVGQAGQKLLT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^K NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequen^^ X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







SCNLPALVSQSARITGVSHCAQLCN 
FLLTVKHFKPLTLRLEARTPQSFLL 

3356 

8853 

A 

3622 

1 

214 

ETESRSV/SQAGVQWRDLGSL*PPPP 

PGFQRFSCLSLPSSWDYRRAPPLPH 

NRCIFSRDGVSPCWPGWSQIS 

3357 

8854 

A 

3623 

2 

309 

WCVFFETETHSAAQAGVQWCNLSS 

LQPPPPGVKQFSCLSLPSSWDYRCA 

SPCLASFCIFSRA*GFTMLTCLELLT 

SGNPPTSASQSAGIQGWSHHTWPSI 

F 

3358 

8855 

A 

3624 

1 

294 

FFFFFFLRQGLTLSARLECSGMISAH 
CSLDLPG\SGDPPTSAS*VAGTTGTC 
HHAWLIFLFLVETGFHHVAQAGTLS 
KHRNHIQPVEQVRATCSKDGQ 

3359 

8856 

A 

3625 

23 

282 

ASTGKPLSPQVQSES/CLALQLP*RS 
WN*TRVMSTTPWPNFFGIFVEMGF . 
RHIGQAGLELLTSSNPPILASQSAGI 
TGLSHRVQPTSS 

3360 

8857 

A 

3626 

37 

289 

QWHDLGSLQPLPPGF\RRLSCLSLTS : 
SWDCR/QPALRPANFFCIFK*RWGF 
TVLAQDGLDLLTSSDLPASAS*SAGI 
TGVSHRAWA 

3361 

8858 

A 

3627 

70 

362 

KLHFKAIEG1SSLGEQMKPSMWML 
LCPQIKIKLTLPIQIKQAKTCRQIPKV 
QGSQ*KNVGPSSFPVPW/EHGSGMI 
EAPWALNPYLGLGPVQILETQK 

3362 

8859 

A 

3628 

60 

303 

KLKNHHHHHQQQQQKQQQQQKK 
QMDPRVSFSFFKKKKSSTPKPSQ*FP 
*SSRNS/HPR*ISESDTLRPTEAIPIGL 
KMKLPL 

3363 

8860 

C 

3629 

193 

285 

MLLVSYPRNSNRCQIQYHEAFCPIIF 
LRVL* 

3364 

8861 

A 

3630 

159 

483 

DPTSFGHGYLVFPTPCFKGFYFF*DR 

VSFCCSGML/IGSLQAQPSGFKPKPS 

SHLRLLSSEDCRHTPPRLANLFFYFF 

L*RWDLTMLPRLVSNS*AQVILPSW 

PPIMLG 

3365 

8862 

A 

3631 

6 

244 

DRVLLVTQAGVQWHDLGSLKPPPP 
GFK*VSCLSLPSSWNYRRLPPRP\AN 
F\*FLVETGFLHVCQAGLKLPTSGDP 
PASA 

3366 

8863 

A 

3632 

2 

262 

NDLGSLK\PPPPGFK*VSCLSLP/RVS 
WNYRRLPPRPSLIFVFLVETGFL\HV 
CQAGLKLPTSGDPPPSASQSTWMTG 
VNHRARPQIGF 

3367 

8864 

A 

3633 

1 

1149 


3368 

8865 

A 

3634 

280 

602 

TDFFFFFFLRWSFTLVAQAGV*LHD 

PE*LQPPPPGFKRFSCLSLPSSWDYR 

HPPPWPANF\*FLVETGFHHVGQAG 

LELLTSGDPPASASQSVG1TGVSHR 

ARPELNF 

3369 

8866 

A 

3635 

3 

679 

SLHQSGRSNPTCCFPSSKGTGTNGH 

PTPSQPSPPGTRDGPLFPFPHSASTPP 

PTGASQPLTGTRGPPSPVEPVSHAC 

ASL*FSEGLRSEHPAVACGKTLQSP 

TGSKPEACSGEQGNCVLAEIVVLGT 

QDPSAH*GGAGARGGGALWVTEG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

nAnf Iff f» 

sequence 

Me 
tho 
fj 

SlW NO: 

inUSSN 

nQ/T7fl 

\jyt t /IF* lou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequen^^ X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







VKGPGPVSGQCRKSQPHACGEIPCR 
APPTMGTSGPL\GLPKLCPHFHCSRG 
ASPAPSNSPFCFWSPTSGGPNPFPC 

3370 

8867 

A 

3636 

1 

334 

EMESRSVAQAGVQWHDLGSLQPLP 

PGFKRFSCLSLPSSWDYMRA/P/PRP 

G*FFVFLVEMGFHLVGQAGLKLLTS 

/S/DLPTSASQSAGITGMSHRTRPNSL 

LVIQSGRFNTKITR 

3371 

8868 

A 

3637 

2 

309 

FFFFETRSRFVAQAGV*WHAYGSPQ 

PRPPGPKPSSQLSLPS*DYRHTLLCL 

ANRDFLVETGFYHVAQTGLELLSV 

RDPPALASQSAGIAGVSHRARPGCI 

F 

3372 

8869 

A 

3640 

19 

458 

KHLFYSSNLYFRSTFRHTRRRSPCEP 
SLALR/WCVLEPGSSRV**RLHPNTV 
GFQDAS AKPRERTTSFHAFAFNF* K 
QYIFQC* LPPLTWLEIFSPFSRETKST 
KRCRLQDPGPSHFWRWLCGLLWG 
QDRAPSWAPLQMQLCHCLYL 

3373 

8870 

A 

3641 

1 

322 

FLRRSLALVTQARVQWHDPGSLQP 

SPSGFKRFSCLSPPSTRDYRHPPPRL 

ANFF/VFFLYL**GFATLAWLVLNSH 

L/CDPPASASQSARTTGASHHAQPP 

VSFFKTRI 

3374 

8871 

A 

3642 

333 

438 


3375 

8872 

A 

3643 

391 

492 


3376 

8873 

A 

3644 

598 

699 


3377 

8874 

C 

3645 

176 

319 

MCSAQPAFSVDIIKSRHLGILGFEYK 
PR1LCQKHMLRLLHSFQNFQR* 

3378 

8875 

A 

3646 

2 

50 

QLLGTTGMHHYA*LIF 

3379 

8876 

A 

3647 

3147 

3308 

FFKKNLCASAHYY/TWCVPLPFFFF 

LRQGL/NSIGQAGVQWCNHSSLQPC 

PPQDLE 

3380 

8877 

A 

3648 

1554 

3041 

GTRERRAPDPCAGKCRNHVAGGRL 

KLSLHLSLPSSWDHRHAPL/PHD*FF 

KYLRR/RSPCVTQAGLKLLGSSDPPI 

LASQSIGITDMSHCT/WPSSPTPCHF 

LRDSFAPSPRPGMQ*CDHSSL*PQTL 

GLKQFSHQPPFYFFVQMGNFAMLPK 

LVLNSWPQ/DNPSALAPQSAGIVGM 

SCCAQPPCFNINSHS*IQE 

3381 

8878 

A 

3649 

280 

444 


3382 

8879 

C 

3650 

135 

377 

MAGSWGAGQVQWLMSVIPILWEA 
KMGGSLEPRSLRPAWVTQGDPVSN 
RLFHSSASVLWLQATLGTIPKSLEYI 
TLAFRAK* 

3383 

8880 

A 

3651 

1791 

6596 

CPKDTQILIFQKNNFS1RRFTQHLAD 

FLKEFCLTFKKKGRSQLL*FCCFVYI 

IF*KKFVCFCSLLHWCVPLPFFFFLR 

Q/RSHSIGQAGVQWCNHSSLQPCPP 

RLK\HPCTSASQVAGTTGMHHYA*L 

IF*IFETGSPCVTQAGLK/PPGLK*SS 

HLGLPEYWDYRHEPLHLPSSPTPCH 

FLRDSFAPSPRPGMQ*CDHSSL*PQT 

LGLKQFSHQPPFYFFVQMGSCYVA 

QAGLK/PPGLKQSFCLGPPKCWDCG 

HELLCPASMF*YQHPHMYTLKTTV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^^NO: 

in USSN 

0V/770,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequi^PFX=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
iiucicuijuc iu>criiuii^ 







TFSTQNYIRYSLNCRKIKTIPKSDCR 
VDFFLQNT 

3384 

8881 

A 

3652 

3 

332 

ETESHSVAQDGVQWRHLSSLQPPLL 

GFK*FSCLSLPSSWDYSCPSPT/P*LI 

CFFFFFLIEPGFHHFGLAGLELQTSG 

DLPASAFQDAGITGMSH\*TRPELLS 

LDHTPFT 

3385 

8882 

A 

3653 

3 

272 

FETESHS/VSPRLECSGVIFAHCSFCL 
PGSSDSPASAS*VSGMIGTRNHAQLI 
FVFLVEVRFHHVGQAGLELLA\*VI 
HPPQPPKVLGLHV 

3386 

8883 

A 

3654 

1 

272 

ETGSRSITARLECSGAITAHCSLDLPG 
RSNPPTSAS*/RIAGASGECRHTQL/I* 
KFIFFVNTGCRYVVQAGLKLLASGA 
KQSSCLGLSKCWD 

3387 

8884 

A 

3655 

249 

906 

R1HFPRVSGPSQSNPKFAVASRGFFS 

LSLSSAQPDPLPPPLGEALALSLHPV 

PRRSTETVAGDSSELQLGLRSPQQP 

LAGLAFLARLFLLFPPP*RCKSKPN* 

NDRRRSSVDSQIHLVGRESAHPLAG 

LRVCVSLPLLARCFGQVLQGVPGL 

WIPSPGGS/AGVSGRRREERHMGVV 

VMRVRVEARVSS*ESKI/SRALR*ST 

HLGLPKCWDYRREPPCPAH 

3388 

888S 

A 

3656 

1 

514 

FFFFSRSL/NSVIQAGAQWRDLGSLQ 

P/LLPPGLKQFSCLSLLSSWDYRCPP 

PRLANFYIF/M*RRGFTILARLVLNS* 

TQ/CDPPTSASQSAGITGVSHPTQ/LL 

FSF/CLKESGSSLMVSATLRFHK*RH 

SGPSRAALSSSP*LEPRKLKFGTASL 

QNKWAMQQTRQHWAQRGSKPM 

3389 

8886 

A 

3657 

2 

307 

FFFFFFETESYSVTQAGVQWHDLGL 

LQPLPPGLKQFSSLSLPE*L/DVTGSP 

PPCPVNFCTFGKGLGFTMVGQAGS 

GTSDLKVICPPGLPKVLGITGCEPRR 

L 

3390 

8887 

A 

3658 

79 

91 

NTFW*RRGFTVLARMVLIS*PHDLM 

TC/PASASQSARITGMSHCARLVLYF 

SRDGVSLCWPGWSQTADLR*STCL 

GLPKCWDYRYEPPCPASLHHFLIYA 

TSIIKYL 

3391 

8888 

A 

3659 

162 

493 

DGSSPPVAQAGVQWRDLGSL\QAPP 

PGFTPFSCLSLSVRSWDYRRPPPRPA 

NF/SCIFIVETGFHRVSQDGLDLLTS* 

S/VPASASQSAGITGVSHRARPRSCIS 

FDSTVTLAQ 

3392 

8889 

A 

3660 

3 

251 

GGALRLHQVPPALPLRGAVSGAAA 
VQGMSDCTPCCEVHLLQD*VPAGE 
ARVQWHDLGSLQPPPPRFKRFSCLI 
LPSSWDYRH 

3393 

8890 

A 

3661 

3 

251 

GGALRLHQVPPALPLRGAVSGAAA 
VQGMSDCTPCCEVHLLQD*VPAGE 
ARVQWHDLGSLQPPPPRFKRFSCLI 
LPSSWDYRH 

3394 

8891 

A 

3662 

17 

287 

KYHRIQCPNSGXCEAVYSSVSGLKA 
HLGSCTLGNFVAGKYKCLLCQKEF 
VSESGVKYHINSVHAEVRLL*SCGP 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SIWDNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acid ^cque^V\ A-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


DM* ATREVDF VPI VMD 


3395 


8892 


3663 


567 


DRKLKYTRPGLPTFSQEVLHKWKT 

DIKKYHRIQCPNQGCEAVYSSVSGL 

KAHLGSCTLGNFVAGKYKCLLCQK 

EFVSESGVKYHINSVHAEDWFVVN 

PTTTKSFEKLMKIKQPAARRRKAEA 

AAQEQKVSKKGGSSLGIELPETEPS 

LRVGKDQRRNNE\DW*CQPPCKEP/ 

GAGASASTVPESKAPKD 


3396 


8893 


3664 


184 


SSRDILLCTDIASRGLDSTGVELVVN 
YDFPPTLQD\ELAARRRRSLPGLASS 
VKEPLPQAT 


3397 


8894 


3665 


1748 


HEARTKGNMALSAARLRLLFPFVN 

SVCFLAP\RRGL\TVRSPDE\PLP\VVR 

IPVASTSGKLEQRQNSRRRNLPEGRC 

LVRPGPLLVSARRPELNNRPARLTLG 

RWERAPLASQGWKSRRARRDHFSM 

ERAQQEAPAVRKLSSKGSFADLGA 

WKPRVLHALQE\AAPEVVQ\PTTVQ 

SSTIPSLLRGRHVVCAAETGSGKTLS 

YLLPLLQRLLGQPSLDSLPIPAPRGL 

VLVPSRELAQQVRAVAQPLGRSLG 

LLVRDLEGGHGMRRIRLQLSRQPSA 

DVLVATPGALWKALKSRL1SLEQLS 

FLVLDEADTLLDESFLELVDY1LEK 

KDLAVFLYHLRLEAEVEVVEMLGP 

HGQPCPQHNSDISAYTYERTLMME 

QRSQMLRQMRLTKTEREREAQLVK 

DRHSALRLESLYSDEEDESAVGAD 

KIQMTWTRDKYMTETWDPSHAPD 

NFRELVHIKPDQSNVRRMHTAVKL 

NEVIVTRSHDARLVLLNMPGPPRNS 

WCTTSSRTEKRQWNCPAVRTEKNA 

QTRQT1IAETKTQKKDTEPRIPEADL 

AVQYDNHYTNTKYCLCQMLREQL 

ESPQGRLLHAAQSSREIW 


3398 


8895 


3666 


1704 


MALTRPVRLFSLVTRLLLAPRRGLT 

VRSPDEPLPVVRJPVALQRQLEQRQ 

SRRRNLPRPVLVRPGPLLVSARRPE 

LNQPARLTLGRWERAPLASQGWKS 

RRARRDHFSIERAQQEAPAVRKLSS 

KGSFADLGLEPRVLHALQEAAPEV 

VQPTTVQSSTIPSLLRGRHVVCAAE 

TGSGKTLSYLLPLLQRLLG\HPSLDS 

LPIPAPRGLVLVPSREFF\QHLRAVA. 

QPLGRSLGLLVRDLVEGGHGMRRIR 

LQLSRQPSADVLV\ATPG\ALW\KAL 

KSRLISL\EELSF\LVLDEG\DTLLG*K 

ASWELV\DYIL\EKSHI\AEGPADLED 

PFNPKAQLVLVGATFPEVGVGQLLN 

KVASPDAVTTITSSKLHCIMPHVKQ 

TFLRLKGADKVAEL\VHIL\KHR\SR 

AEKGLGPSGTGFWFCNSSSTVNWL 

GY1LDDHKIQHLRLQGQMPALMRV 

GIF\QSFQKSSRDILL\CTD1AS\RGL\D 

STGV\ELVVNY\DFPPTLARLTFHRA 

GESGPVWGAEGPG\TVI\SFVTHPW 

DVNPWFKKD*SLAARPKEEVLPGL 


WO 01/79449 


PCT7US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^^O: 

in USSN 
09/770,160 

Nucleotide 
location of 
fi ret rnrinn 

III dl WUvlJ 

Tor peptide 
sequence 

Nucleotide 
location of last 

rndnn fnr In St 

amino acid of 

peptide 

sequence 

Amino acia sequel^f\=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 

n ii cleft tiflp incprtmn\ 







AIPR*KKPFAPQSNPDFEQNLIKM 

3399 ' 

8896 

A 

A 

3667 

2 

222 

RWSLTLFQAGMQWXPNLSSLQPPPP 
RFKQF*CLSLPSSWDYWYTPPRLAN 
FCIFSRDGVSPCWSGWSRTPDLR 

3400 

8897 

A 

3668 

1 

29 


3401 

8898 

A 

3669 

2 

206 

VTQAGVQWLALSSLQPLPPG/LK*F 
YCLSLPSSWEYRHTPPHPTKFCIFFL 
VEGVSPYWPGWSQTPGLR 

3402 

8899 

A 

3670 

3 

139 

TSHMWWCRHVVSATREAEVGEPL 
EPRQSRLQ*AMTAP\CTPAWATK 

3403 

8900 

A 

3671 

86 

384 


3404 

8901 

A 

3672 

3 

746 

RQEEGLPPVVDAIDDASVEEDLAVA 

VAGGRLEEVSFLQPYPARRRRALLR 

ASGVRRIDREEKRELQALRQSREDC 

GCHCDRICDPETCSCSLAGIKCQMD 

HTAFPCGCCREGCENPMGRVEVFNQ 

ARVQTHFIHTLTRLQLEQEAESF/QG 

AGGPCPGQPTQPW*GGPGPYFPTGQ 

APHEQ*AGRQQLQQRHD\YSSTASS 

SASGTSEAPDCPTHPGLPGPGFQPG 

VDDDSLARILSFSDSDFGGEEEED 

3405 

8902 

A 

3673 

72 

332 

LPALETPRAQSKCSPPQPSWVSRDY 
RCVPTHALANF*IFGEMGS/LLCCPR 
LISNS\WPQGILPPPPPKVLGLQGSYS 
AKITTGFFLK 

3406 

8903 

A 

3674 

33 

396 

RVWYLHRVTGRPASCLREVGPGDS 

LETASLREIWRSRRCRAT/ECSQQRL 

NHRLARQREHEARLRQQREQNSRY 

FTDV*HL\RSKQAEWSSKTYYQRSM 

HAYHREKMKEEKRRSLWARLEKL 

M 

3407 

8904 

A 

3675 

217 

935 

QRQREKEDQIRQQWEQNSRYFRMS 

DICSSKQAEWSSKTSYQRSMHAYQ 

REKMKEEKRRSLEARREKLRQLMQ 

EEQDLLARELEELR/REHELAGKKN 

PGAAREAEISQRRAEETDC*TTFVR 

TLEKEQPETSRDGAGPSPEACRKLL 

GNAE/MKKKKQQEASAEQGNKRYE 

NEYERARREALERMKAEEERRQLE 

DKLQAEALLQQMEELKLKEVEVGT 

SPSQP*PPPQLLVSMRWALERLP 

3408 

8905 

A 

3676 

1 

382 

EMEPCFVSTGV* WHDLSSLQPPLP 

KFKRFSCLKIPmSWDYRRTP/PMP/V 

LTGFHHVDQAGFELLTSSDPPTSAS 

QSVGITGMGDHTWPTLHTLTKPCE 

VDENAVMRELKLTGQGPLRKWQF 

EHLNPA 

3409 

8906 

A 

3677 

1 

2456 

MPTYPKLEKTDQSTSYTKFNDLSPD 

SSRERYTSLEIKSVCYTALPEQGQK 

QLQLWYNCVKTQCKTTQECSLKWI 

FTMNETSDREDGLPKGHHVTDSEN 

DEPLNLNASDSESEELHRQKDSDSE 

SEERAEPPASDSENEDVNQHGSDSE 

SEETRKLPGSDSENEELLNGHASDS 

ENEDVGKHPASDSEIEELQKSPASD 

SETEDALKPQ1SDSESEEPPRHQASD 

SENEEPPKPRMSDSESEELPKPQVSD 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
(ho 
d 


SE^^T 


SETffD NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ii^n^^> 


PCT/US01/08656 


Amino acid scqueWIT( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


SESEEPPRHQASDSENEELPKPRISD 

SESEDPPRHQASDSENEELPKPRISD 

SESEDPPRNQASDSENEELPKPRVS 

DSESEGPQKGPASDSETEDASRHKQ 

KPESDDDSDRENKGEDTEMQNDSF 

HSDSHMDRKKFHSSDSEEEEHKKQ 

KMDSDEDEKEGEEEKVAKRKAAV 

LSDSEDEEKASAKKSRWSDADDS 

DSDAVSDKSGK\KRRTIASDSEEEA 

GKELSDKKNEEKDLFGSDSESGNEE 

ENLIAD\NLENLVMKRK*NLQVLTK 

KIWEEEKGETQVKEAEDSDSDDNIK 

RGKHMDFLSDFEMMLQRKKSMSG 

KRRRNRDGGTFISDADDVVSAMIV 

KMNEAAEDLKETFIDSGVMSAIKE 

WLSPLPDRSLPALKIREGWLKILQE 

LPSVSQETLKHSGIGRVAVMYLYKH 

PKESRSNKDMAGKLINEWSRPIFGL 

TSNYKGMTREEREQRDLEQMPQRR 

RMNS/DLVVRHPERDLEKVLTGEEK 

ALRPGDPGFWPRARVPMPSNKDYV 

VRPKWNVEMESSRPGILKKGLSRLE 

KHKRRFAEQKRLSKVHRAVKFSIEG 

NRMPL 


3410 


8907 


3678 


564 


TLKQVGLTEHVMYLYNDPKESRSN 

KDMAGKLINEWSRPIFGLTSNYKG 

MTREEREQRDLEQMPQRRRNXDST 

GGQTPRRDLEKVLTGKEKALRPGD 

SLNLV/PRARVPMPSNKDYGVRPK 

MKCGNGVIQVSGDPPQKGIQSDWI 

NQMRKFHRY*GKKADLAHAVENP 

AIEGNKMPIGDPCPGMCPPILLL 


3411 


8908 


3679 


63 


361 


3412 


8909 


3680 


151 


384 


3413 


8910 


B 


3681 


385 


479 


MAGAFRRRFASEVRAQGLESLLEH 
GLRCAGSLRGGQSLPTTMWSPVKV 
GFE* 


3414 


8911 


3682 


698 


VFFFFFSGCTRGPLFESDFHRAPHRC 

GQGLAAP*AAGAPQPRAPGETRGPE 

PAPHWRSASGDKPPGQAA\PPALVP 

GEGPSWDSDPRGHRCSQATLPRVL 

AGPLQP*LS*LSL*DPPELRSL*PPL* 

LRLL**SLEPP*PPLLDSNRFPP*PRSP 

PPLENPRPRPRPPRKKPRPPAEPPRY 

PTESVSDDLPAWSTRISVHLQTSHS 

WPSWASLASSMFFKVTKPNSRELW 

ss 


3415 


8912 


3683 


138 


550 


FCCCFTSSEHSLLAYGSCSPRRTEVL 

CAQQNPSETQAAPLAS\YMWK*PC 

NSRLKGPGPGLGEGWPES\RMTSGV 

TVPGGTSPGTRAGGSNPCPGGLSPEA 

LRQ*GAGSGPRVSPGA/PGCGAPAA 

YGAASPCPQRCGAL 


3416 


8913 


3684 


555 


FFFFFFLGAHVALYSNPTFTGLHIVV 

GKDWPPP*AAGAPQPRAPGETRGPE 

PAPHWRSASGDKPPGASGCLQLLF 

QGEVPPGDS*PQRSSLALRPPFPRVL 

GPGPFQP\AKAKQRYSQRPPQGSQL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 

sequence 

SEQID 
NO: of 

L/C IS I IUC 

sequence 

Me 
tho 

A 
U 

SB^^NO: 

in USSN 

vy/ / fUfiou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequnjf A=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







APP/GPPRKQPQPLRKVSG*SGGCDL 

RLRHRPACPGRVCTLAQLEPATRM 

GWSYVGQCGL 

3417 

8914 

B 

3685 

95 

371 

MASDEGKLFVGGLSFDTNEQSLEQ 
VFSKYGQISEWWKDRETQRSRGF 
GFVTFENIDDAKDAMMAMNGKSV 
DGRQIRVDQAGKSSDNPIPWX* 

3418 

8915 

A 

3686 

314 

1055 

SKCFHLHQVWKQKGEEYRVTGYG 

GWSWISKTHVYRFVPKLHGNTNVN 

YRKSLEGTKNNMDENMDESDKRK 

CSRSPKKIKIEPDSEKDEVKGSDAA 

KGADQNEMDISKITEKKDQDVKEL 

LI>SDSDKPCKERTNGSRR*HENRVT 

CKLSGEFSSRCGQC* * GFSSKD*LQK 

ENKIIQTRWTS*KEN*TVYTGRKTA 

TRKNQVGGWN*GYRKD\STNSSKN 

LSESPVITKAKEGCQSDSDETRTEPK 

CK 

3419 

8916 

A 

3687 

11 

345 

DSLTVAQSGVQWHNLISLQPLPPGV 
K*LFCLSLPSS*DYRRAPPHPANFS\F 
LVEMGFYHVGQAGLELLISSDLTSL 
ASQSAGITSVSHWAWPENVYLNLQ 
QTEKSLMVSG 

3420 

8917 

A 

3688 

1 

521 . 

NPTKSCMLEG*NPHVHCK\REGAQA 

ITGMPI*KATKYLKYFLLQKLCVPF 

QSA'ESGVGRCTQDRHWGWTHHQ 

WPRKGTEICLQVQSYAELKGIDVDS 

LVIEHIQA^/NKAPIMYHLTYRTHGQ 

MNPA'HKLPCHIQMMLSEKKHLVP 

KAEKEDARKKKIPQKKHKLKRQTN 

SAKRKCK 

3421 

8918 

A 

3689 

1 

281 

ETGSHSDAQAGVQWHDLGPMQPLP 
PGFKRFSHLSLLSSWDYRHAP/PRPG 
LFL*RWGFHQVGQVDLELLNSSDPP 
ASTSQSAGITSASHRAWPN 

3422 

8919 

A 

3690 

3 

314 

HAEHEITELTATFTKFDRDGNRILDE 

KEQEKMRQDLEEER\LTRRVLQLET 

VLERVVAQIDALSSKLEMLEKKGV 

SLSLFTSFNIRAFKSLFSHYSSVTPIN 

YL 

3423 

8920 

A 

3691 

61 

400 

LVTGIWSATCLWVLLLLLFEKGCPS 
VQPRLQCS\NVITACCSLNL\RGSND 
PPTSASRVPGDHRCCHYTWANFLIF 
LWEMRSHCVGFRLGLGTPVLKLQT 
ILQPQPPKVLGLQA 

3424 

8921 

A 

3692 

33 

436 

REQEL/CKGKQKDGTSFGEYGGWY 
KACKVDSPTVTTTLKNLGALYRRQ 
GKFEAAETLEEAAMRSRKQGLDNV 
HKQRVAEVLNDPENMEKRRSRESL 
NVDVVKYESGPDGGEEGVSGRASF 
CGKRQQQQWPGRRHR 

3425 

8922 

A 

3693 

37 

355 

NSEYGGWYKACKVDSPTVTTTL\K 

NLGALYRRQGKFEAAETLEEAAMR 

SRKQGLDNVHKQRVAEVLNDPEN 

MEKRRSRESLNVDWKYESGPDGG 

EEDGTGSLKRS 

3426 

8923 

A 

3694 

229 

2000 

QRERARPSGARRMYDTMSTMVYIK 


WO 01/79449 


SEQIO 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^BNO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acid iequerlr^ X=Unknown; *=Stop 
codon; A=possible nucleotide deletion; ^possible 
nucleotide insertion) 


EDKLEKLTQDEIISKTKQVIQGLEAL 

KNEHNSILQSLLETLKCLKKDDESN 

LVEEKSNMIRKSLEMLELGLSEAQV 

MMALSNHLNAVESEKQKLRAQVR 

RLCQENQWLRDELANTQQKLQKSE 

QSVAQLEEEKKHLEFMNQLKKYDD 

DISPSEDKDTDSTKEPLDDLFPNDED 

DPGQGIQQQHSSAAAAAQQGGYEI 

PARLRTLHNLVIQYASQGRYEVAVP 

LCKQALEDLEKTSGHDHPDVATML 

NILALVYRDQNKYKDAANLLNDAL 

AIREKTLGKDHPAVAATLNNLAVL 

YGKRGKYKEAEPLCKRALEIREKV 

LGKDHPDVAKQLNNLALLCQNQG 

KYEEVEYYYQ\RFLEIFQTKLGPDDP 

NVGKTKNNLASCYLKQGKFKQAET 

LYKEILTRAHEREFGSVDDE\NKPI\ 

WMHAEEREECKGQQKDGTSFNGEY 

GG\WYK\ACTVDSPTVTTTLINLGAL 

YRRQGKFEAAETLEEAAMRSRKQG 

LDNVHKQ\RVAEVLN*PLRTLEKPQ 

EPVESL\NV\DVVKYESGPDGVGEEV 

SMSVEWNGGVSGRASFCGKRQQQ 

QWPGRRHR 


3427 


8924 


3695 


314 


KVDSPTVTTTLKNLGALYRRQGKF 

EAAETLEXEAAMRSRKQGLDNFTKQ 

RLPEVLNDPNENMEKRRSRESIANVD 

VVXKYESGPDGGEEVSMSVKWNGM 

RKMKLGAG 


3428 


8925 


3696 


450 


VNKAGGLIYQLDSYAP/RAEAEKTF 

SYPLDLLLKLHDERVLVAFGQRDGI 

RVGHAVLAINGMDVNGRYTADGK 

EVLEYLGNPANYPVSIRFGRPRLTS 

NEKLMLASMFHSMKFWLADPVRQ 

AGIDSLLRKIYEIYSDFALKNPFYSL 

EMP 


3429 


8926 


3697 


823 


FGTRGKAAMA1FSVYVVNKAGGLI 

YQLDSYAPRAEAEKTFSYPLDLLLK 

LHDERVLVAFGQRDGIRVGHAVLA 

INGMDVNGRYTADGKEVLEYLGNP 

ANYPVSIRFGRPRL\TSNEKLMLAS 

MFHSLFAIG\SQLSPE\QGSSG\IGCLE 

TDPFQFH\CSRTLTGIKF\WLADPR\ 

QAGIDSLLRKDFMEILLQTLPLKNPI 

P1PLEMP\IRCEPL*PQNPEA*SLEVA\ 

EKAGXTFGPRVHRLNPVMGPPQNPE 

SSLQQEYCLLTLPVEIPAALVSAP 


3430 


8927 


3698 


165 


354 


ENFGGKITNFAKLFGYILPYSHYFW 
CLEKNRNR/SLTLLPRLVSNSWAQA 
FLLLWPPKVLRLQA 


3431 


8928 


3699 


166 


SETGFCHVAQAGLELLVSRSPPASV 
SQS\TGISHQARPSISYFYDHSAPITH 
TDH 


3432 


8929 


3700 


421 


ETKSHSVTKTEVEWRDPSSLQPLSP 
GFKQFSCRSLPN\SWDYR/PSPANFV 
FLVETGFYLVGQAGLELLTSNDPPA 
SASQSAGITGVSHCAQPRITNSLTTA 
SFIQPRKHSEFPVMTCPPSSNATESK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
00/770 Ififl 

Nucleotide 
location of 
iir&i couun 
for peptide 
sequence 

Nucleotide 
location of last 
cooon lor i«im 
amino acid of 
peptide 
sequence 

Anuno acid sequl^^ X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







VGGRGPHGAIARLM 

3433 

8930 

A 

3701 

2 

205 

APVTSW/IQPKVGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADML\ 
VSFSGYSSAPKNQEQ 

*> A*) A 

3434 

8931 

A 

3702 

2 

205 

APVTSW/IQPKVGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADMIA 
VSFSGYSSAPKNQEQ 

^435 

8932 

C 

3703 

282 

445 

MISAHCNLLPPEAGELLEPGGRRFS 

EPLHSSLMTEQDSVSKINKNNKTSIS 

NPE* 

3436 

8933 

A 

3704 

170 

607 

WPSG * FQR* SMRLLKYKIHLN VSRR 
PQLAPGKELYFSF*LLFYFYFYFIIIIII 
FEMESHSVTXRLECSGTISAHCNLHL 
PGSSDSP\ASASPVAGTLIDACHHTW 
\LIFYNF*VEMGFHHVGQAGLKLLT\ 
*VTHPPRPSKVLGLQA 

3437 

8934 

A 

3705 

3 

231 

FETESLFPRLECSGTISAHCNLRLSG 
SSNFWLIFCI\LVEMGFHHVGQTSLE 
LLTSSHPPTSAFQSARITGVSHRTW 

1 vl 1 O 

3438 

8935 

A 

3706 

-4 

144 


3439 

8936 

A 

3707 

333 

416 

FTGLPCLFSPQNNVSLLQSCIDVLFK 
NN 

3440 

8937 

A 

3708 

1 

1219 

MAAVPELLQQQEEDRSKLRSVSVD 

LNVDPSLQIDIPDALSERDKVKFTV 

HTKTTLPTFQSPEFSVTRQHEDFVW 

LHDTLIETTDYAGLIIPPAPTKPDFD 

GPREKMQKLGEGEGSMTKEEFAK 

MKQELEAEYLAVFKKTVSSHEVFL 

QRLSSHPVLSKDRNFHVFLEYDQDL 

SVRRKNTKEMFGGFFKSVVKSADE 

VLFTGVKEVDDFFEQEKNFLINYYN 

RIKDSCVKADKMTRSHKNVADDYI 

HTAACLHSLALEEPTVIIKYLLKVA 

ELFEKLRKVEGRVSSDEDLKLTELL 

RYY\MLN\IEAAKDLLYRRTQS/ALI 

DYENSNKALDKARLKSKDVKLAEA 

H\QQECC\QKFEQLS\ESAKEELINFK 

\RKRVA\AFRKNLIEMSELEIKHARN 

NVSLLQSCIDLFEE 

3441 

8938 

A 

3709 

527 

724 

TMKIGLGFSLVSINIFSFPVELINFKR 
KRVAAFRKN\LIEMSELEIKHA\RNN 
VSLLQSCIDLVKNN 

3442 

8939 

A 

3710 

1 

1220 

QEGGSAGSAGSGADGTGLRQSLAG 

HVGRPGRGQWGQRGSGDLPGHRPP 

PARSEHRCVAEG/NLSLYVFGGYNP 

DYDESGGPDNEDYPLFRELW\RYHF 

ATGVW\HQMGTDG\YMPR\ELASMS 

LVLHGNNLLVFGDTGIPFGESNGND 

VHVCNVKYKRWALLSCRGKKPSRI 

YGQAMAIINGSLYVFGGTTGYIYST 

DLHKLDLNTREWTQLKPNNLSCDL 

PEERYRHEIAHDGQRIYILGDGTSW 

TAYSLNKIHAYNLETVNAWEE1ATK 

PHEKIGFPAARRCHSCVQIKNDVFIC 

GGYNGEVILGDIWKLNLQTFQWVK 

LPATMPEPVYFHCAAVTTA\GCMYI 

HG\GVVNIH\ENKRTG\SLFKIW\LVV 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 
d 

sffR NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 

raflnn IVir Inst 

LUUUII Ivl lOdl 

amino acid of 

peptide 

sequence 

Amino acid Sequ^R ( X=Unkno»vn; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
iiuucuuuc insertion I 







PSLLELAW\EKLLGAFP\NLANL\SRT 
QLLH\LGFTQGLIERLK 

3443 

8940 

A 

3711 

2 

266 

FLMESRSVTRLECSSTITAHCNLCLP 
VSSDSAVSASQVAGTTGMRHHAQL 
IFVFLVETGFHHVGQDGLHLL/NIVI 
HLPRPPKVLGLQA 

3444 

8941 

A 

3712 

1 

453 

FKRAMDLVQEEFLQRLDFSQHSWL 

PARALVEEALAQRFQVDPSGEIVEL 

AKGACPWKEHLYHLESGLSPPVAIF 

FVIYTDQ/RWTVANIAGCPLPEPWR 

GLRDEALDQVSGIPGCIFVHASGFIG 

GHRTREGALSMARATLAQRSFLPQI 

S 

3445 

8942 

A 

3713 

20 

891 

RWNSRYDHHQRSFTETMSSLSPGK 

PWQTKLSSAGLIYLHFGAQWLAQL 

LGTSEEDSMVGTLYDKMYENFVEE 

VDAV\DNGISQWAEGEPRYALTTTL 

SARVARLNPTW\NHPDQDTEAGFK 

RAMDL VQKEVSCRD* IFYQHS WLP 

ARGLGGKSHLPQRIPRWNPSGKMVE 

LAKRCHVPWKEHLLPPGNLGLSPS 

KWPIFFVIYTD/SRL/EQWRIQCVAQ/ 

VSPTHSQSRAA\LPEPWRGLRGTRP 

WT*FSGIPGCIFVHASGFI/SAVNATR 

EGALSMARATLAQRLIPPTNLLV 

3446 

8943 

A 

3714 

176 

450 


3447 

8944 

A 

3715 

1 

472 


.3448 

8945 

A 

3716 

418 

1354 

AAARRATCLGCRSCSGATARRASS 

WRTAPRVHSVAWKUDGRRLASGS 

FDKTASRLLAWRRTRFGQKKTIIGG 

HGG*C/VTSFCWHPSNPEPICYGV/Y 

GDKTIRIWECEDYKNALPLVNXIKGE 

NINICWSPDWQTIAVGNKDDVVTFI 

*CQDTPFQSRRAVQVPRSTKSPWNH 

DHNMFLLT\NGNGCINILSYPELKA\ 

VQSINAHP\SN\CICNQV*PHGESTLP 

QASCKMLLVSLWDVG*VSVCFGAF 

SRLDWAC*EPFSFSHDGKMLASASE 

DHFIDIAEVETGDKLW\EVQCESPT\ 

SQVAWAPQKASAGHLPR 

3449 

8946 

A 

3717 

1 

296 

LWDV/EELVCVGAFRLDWP/VRTSV 
SAHDGKMLASASEDHFIDIAEVKTG 
DKLWEVQCESPTFTVAWHPKRPLL 
AFACDDQKTANMTSSREAGTVKPV 
GAS 

3450 

8947 

A 

3718 

2 

276 

RSTFALVAPAGVQWHDNRSLQPLL 
PRFKQLSCLSLLSSWDYRCPPPSPA 
NF/SLFLVETGFRHAGQAGLQLLTS 
GDLPTSASKSAGITGMGLQ 

3451 

8948 

A 

3719 

3 

613 

GLRALRRGQGLPGL*CCSRPQPSPR 

AQGHPSMGGPMQRVTPPRGMASV 

GPQSYGGGMRPPPNSLAGPGLPAM 

NMGPGVRGPWASPSGNSIPYSSSSP 

GSYTGPPGGGGPPGTPIMPSPGDST 

NbbbNMY HMNPIGQGAGRANFPLG 

PGPEGPMAAMSAMEPHHVNGSLGS 

GDMDGLPKSSPGAVAGLSNAPGTP 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


MelSE^^^O: 


tho 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ue^^^C 


PCT/US01/08656 


Amino acidsequeMa^A Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


RDDGEMAA 


3452 


8949 


B 


3720 


134 


471 


MYAKGGKGSAVPSDSQAREKLALY 
VYEYLLHIGAQKSAQTFLSE1RWEK 
NIMPSPGDSTNSSENMYTIMNPIGQ 
GAGRANFPLGPGPEGPMAAMSAME 
PHHVNGSLGSGDMDG* 


3453 


8950 


B 


3721 


223 


692 


MEPSPRAQGHPSMGGXMQRVTPPR 

GMASVGPQSYGG GMRPPPNSLAGP 

GLPAMNMGPGVRGPWASPSGNSIP 

YSSSSPGSYTGPPGGGGPPGTPIMPS 

PGDSTNSSENMYTIMNPIGQGAGRA 

NFPLGPGPEGPMAAMSAMEPHHVN 

GSLGSGDMDG* 


3454 


8951 


B 


3722 


228 


292 


XLARDDHERVMGRQPRASLRA* 


3455 


8952 


3723 


1753 


MYAKGGKGSAVPSDSQARENLSAF 

QAATELTSLDRLALYVYEYLLHIGA 

QKSAQTFLSEIRWEKNITLGEPPGFL 

HSWWWYGLGCCGVFWDLYCAAP 

DRREACEHSGEAKAFQDYETPERP 

AHRHGNAGRAGSSSGMIDVGGSSD 

PQILRPTTPVCSLTNASSLSHGAGHL 

QRGGGTPQSAAAAPSPVMGSMAPG 

DTMAAGSMAAGFFQGPPGSQPSPH 

NPNAPMMGPHGQPFMSPRFPGGPR 

PTLRD\GSQPPAGPPWVPSPSSPG\A 

MEPSPRAQGHPEHGRPNARGVTPP 

RG/MGPAWGPRAYGGGMRPPPNSL 

TRPRAGLPMNMGPRKFVGPWAQPP 

VEYSIP\YSSSSPGSYTG\PPGGGGPP 

GTP\IMPSPGDS\TNSSENMYTIMNPI 

GQGADRANFP\LGPGPEGPMAAY\G 

\GMEPHHVNGSLGSGDMDG\LPREF 

PQAPVAGLSNAPG\TPRDDGEMAA 

AGTFHAPSSQSE\NYSP\GMTMSRV 

NWAAAPGALCGPRLLPRRPCLRAK 

GLKVTPSGTLDSLANQGLPMLGGP 

TRKTLTILLKTQGPRETFFSVWTLPA 

ICILVPERKALWGGPSSPGRQGGGA 

H 


3456 


8953 


3725 


65 


210 


ATRAGLIFDDSFEHDVWQDASSFRL 
IFIVDGWHPELTPQQRRS\LPAI 


3457 


8954 


3726 


2548 


3800 NSLILLFFFFFRQRSLTLECSGVISAH 
HNLHLPSSSNS/P/ASAS*VAGITGM 
HRHAWPICIFLVETGFRHVGQAGLE 
LLTSGDPPAPTSQSM*ATTSGLILLL 
SKILFPFHSTKVFK*SCPS*KILKEEN 
CSVINEWFNSESSYTSKEKNNLVPN 
AC*EI\TM*VATNCDFT/SLL*RSENY 
PKLFHNNETTSQKIHLKIKISRPATS 
GQW\ELFSLVWWRARKG*GILMIHN 
GILY*TIC*IKLHRLP*GMDYPNQPD/ 
MKSGWDKRMSHTL*F*GKEIVFDF 
QNQQNKLSTLYLSVQE**HEEFFFR 
DLKYNKPGSTIKSLVSF/HSLTLFFFF 
FFEARSHSASQAGVQWGNIGSLQPA 
PPGLKRSSYLSLLSSWDYRRVPPHP 
ANFCIFCR/GWGFGVSPCCPGSSGTP 
VLKWRAHLSLPNC 


WO 01/79449 


SCQ ID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


tho 
d 


Me]S^l^5oT 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for' peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid J>equeilc^X-Unknown; *=Stop 
codon; A=possible nucleotide deleb'on; V=possible 
nucleotide insertion) 


3458 


8955 


3727 


217 


SSPSPPHPPASPPSSPSP\PASPPPPSLP 

LPSPDFPPLSPCSSLSPFSSFSPPPSPP 

SPPFSRGPSPSDNFH 


3459 


8956 


3728 


25 


396 


ISGRSTFSLFSRQGLSALSPRLE\CSV 

AISAHCNLRLPGSSN\GTTGA*HHTR 

LILYF/LAEMGFHHVGQAGFEVLTS 

SNPPASASTSARITGMSNRT\GHLFN 

FHP*MCYKYRCGSLAGRGGSRW 


3460 


8957 


3729 


80 


460 


YISLNVTTHLIFFFFFLRQGL\CSVTQ 

AGV\QWCNLGSLQPLPPRFK\NWDY 

RCVTPHLANFVFLVEMGF/LPASAS 

QSAGITGVSHCTQLG VFICICYG SSH 

GVRQSWHQFCSSKLLVKSGRVGVG 

LLG 


3461 


8958 


3730 


316 


FFFFFETESHS1VQAGVQWRDLSSL 

QPPPPRFKRFSSLSLPSSWDYRHVPP 

RPAVNFAFLVEMGFHHVGQAGLELL 

TPGDPPSSASQSAGMTGVTHCAWP 

RCLMF 


3462 


8959 


3731 


1717 


RPQTLKGHQEKIRQRQS1LPPPQGPA 

P1P\SSTAAGIPRRPRIAWARR/WPLS 

EPGFRRRESQEEPRAVLAQKIEKET 

QILNCALDDIEWFVARLQKAAEAF 

KQLNQRKKGKKKGKKAPAEGVLT 

LRARPP\PEGEFI\DCFQKIKLAINLL 

AKLQKHIQNPQRR\DVVHFLFGPLD 

LIVNTCSGPDIARSVSCPLFSRDAVD 

FLRGHLVPKEMSLWESLGESWMRP 

RSEWPREPQVPLYVPKFHSGWEPPV 

DVLQEAPWEVEGLASAPIEEVSPVS 

RQSIRNSQKH/RPHFRAHPPGGCPY 

HQSAPHILTRGYQPTPAMAKYVKIL 

YDFTARNANELSVLKDEVLEVLED 

GRQWWKLRSRSGQAGYVP\GNILG 

EARPEDAGAPFEQAGQKYLGTPQP 

DPQATPKLPGGT/IDELMQHMDEVK 

DELIRKIMTSRAQPQRHFRVERSQP 

VSQPLTYESG\PDEVRA\FLEAKAFS 

PRIVENLGILTGPQLFSLNKEELKKV 

CGEEGFRVYSQLTMQKNAFLEKQQS 

GSELEELMNKFHSMNQRRGEDQLG 

PAALGWGLRRGSPPTMHGVLFLYV 

YVFCIK 


3463 


8960 


3732 


324 


3464 


8961 


3733 


581 


MDKLLETYSLQRLSQEEIESLNRTI 

MSFKTKSVINTIPTKKSPGPDRLTAN 

FYQMCKEELADIIIGHLCIRHEMTPV 

NPGVGQCCTSSYANRRPCFSSLVVD 

ETYVPPAFSDDKFIFHKDLCQAQGV 

ALQTMKQEFLINLVKQKPQITEEQL 

EAVIADFSGLLEKCCQGQXNQEVCF 

AEEGQKLISKTRAALGV 


3465 


8962 


3734 


39 


1935 


LATMKWVESIFL1FLLNFTESRTLHR 

NEYGIASILDSYQCTAEISLADLATIF 

FAQFVQEATYKEVSKMVKD ALTAI 

EKPTGDEQSSGCLENQLPAFLEELC 

HEKEILEKYGHSDCCSQSEEGRHNC 

FLAHKKPTPASIPLFQVPEPVTSCEA 


WO 01/79449 


SEQ ID 
NO: or 
nucteo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 



SLIPPI IU. 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/TJS01/08656 


Amino acidsequffl^X Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 


YEEDRETFMNKFIYEIARRHPFLYA 

PTILLWAARYDKIIPSCCKAENAVE 

CFQTKAATVTKELRESSLLNQHAC 

AVMKNFGTRTFQAITVTKLSQKFTK 

VNFTEIQKLVLDVAHVHEHCCRGD 

VLDCLQDGEKIMSYICSQQDTLSNK 

ITECCKLTTLERGQCIIHAENDEKPE 

GLSPNLNRFLGDRDFNQFSSGEKNI 

FLASFVHEYSRRHPQLAVSVBLRVA 

KGYQELLEKCFQTENPLECQDKGE 

EELQKYIRBGQPWAKGSSGFSKK* 

GEYYLQTGSSLSLQQ*RPPQLTSSEL 

MAITRKMAATAATCCQLSEDKLLA\ 

CGEGAADIIIXGHLCIRHEMTPGKPL 

VFGQVPAPPSICPNRRPHASSTWVV 

DGNIWSPPCISLMTKFHFSP*RDPGG 

PSLQGW*ALAKPMKAKRFPSLTLV 

KAKGPQIPGGNNSEAVIARFPQAWL 

EK\CCQ/GPQEQEVCFAQEGTK\LISK 

TRAALGV 


3466 


8963 


3735 


95 


272 


RALQPDTTWE*GSQRRPWLPQVTN 
KPVL*SKTSKS 


3467 


8964 


B 


3736 


344 


1420 


MLLKTVLLLGHVAQVLMLDNGLL 

QTPPMGWLAWERFRCNINCDEDPK 

NCISEQLFMEMADRMAQDGWRDM 

GYTYLNIDDCWIGGRDASGRLMPD 

PKRFPHGIPFLADYVHSLGLKLGIY 

ADMGNFTCMGYPGTTLDKVVQDA 

QTFAEWKVDMLKLDGCFSTPEEAA 

QGYPKMAAGLNATGRPIAFSCSWP 

AYEGGLPPRVNYSLQADICNLWRN 

YDDIQDSWRSVLSILNWFVEHQDIL 

QPVAGPGHWNDPDMLLIGNFGLSL 

EQSRAQMALWTVLAAPLLMSTDLR 

TISAQNMDILQNPLMIKINQDPLGIQ 

GRRIHKGSWMPKGSCVPGCLRDPG 

TQDSQGKISHRSVHAASVQQG* 


3468 


8965 


B 


3737 


49 


2119 


MALWTVLAAPLLMSTDLRTISAQN 

MDILQNPLMIKINQDPLGIQGRRIHK 

EKSLIEVYMRPLSNKASALVFFSCR 

TELCLIATTSCLGQLNFTGSVrYEAQ 

DVLLS* 


3469 


8966 


3738 


139 


536 


QSLGFIPPFRKRQRISISYTFYFETGS 

YSVAQAGVQWHNLGSLQPRPPGFK 

QSSCLSPPGSWDHWRAPPHQAN\FA 

LLVETGSPHAAQASLKLLSSSDPSA 

LASQSTGITGVSHHGQPYISHTLIIIFI 

GKFY 


3470 


8967 


3739 


213 


QFSCLSLPSSRDYRHEQP/PLIFVFLV 
ETGFYHVGQAGLELLTSGDPPALAS 
QSAEITGVSPRTRPNNLKS 


3471 


8968 


B 


3740 


75 


729 


MEGTAGGERPSVVNGDSGKSGGVG 

DPREPLSCLQEGSGCHPTTESFEKSV 

REDASPLPHVCCCKQDALILQRGLH 

HEDGSQHIGLLHPGDRGPDHEYLLV 

EEAERAMSEREARPNEESVQRNRLI 

CRTNPYR1FEYLPLSLEEAFFLVYAL 

GCLSIYYEKEPLTIVKLWKAFTVVQ 


WO 01/79449 


SEQID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SL^U NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequelR ( \=Unkno>vn; *=^tojT 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


PTFRTTYMAYHYFRSKGWVPKVGL 
KYGTDLLLYRKGPPFYHAX* 


3472 


8969 


3741 


2649 


3473 


8970 


3742 


41 


656 


PVPRPCCGLRARSWPSSPRAARAAL 

PHGESALSRLLRALLAARASLDLCL 

FAFSSPQLGRAVQLLHQRGVRVRV 

VTDCDYMALNGSQIGLLRKAGIQV 

RHDQDPGYMHHKFAIAVDRRVLITG 

SLNWTTQAIQNNRENVLITEDDEYV 

RLFLEEFERIWEQFNPTKYTFFPPKK 

SHGSCAPPVSRAGGRLLSWHRTCG 

TSSESQT 


3474 


8971 


3743 


267 


FNMESQSLASLKCSGAVSAHCNLCF 
LGSSNSPASASRVSGITGVLYHTWLI 
FVFLVQTGFHHVGQAGLELL/NLV1 
HPPRPPKVLGLQA 


3475 


8972 


3744 


430 


FFFETGGAFVTQAGVQWPNLSSLQP 

SPPGFKPSSHLSLPSTWDYRYTPPCP 

ASFCIF\TDTGFCHVDQAGLELLASC 

NLPASASRSAGITGVSHHACPFLLFS 

FFKSGITSPNYPISHHEIIESNVAPVF 

LFEDSTAIYVYYF 


3476 


8973 


3745 


316 


EFLFFETEFCSVTXRLECSGAISAHCK 
LCLLGSRHSPASASRVARTTGTRHH 
AQRIF\VFSVETGFHRVS\RDGLDLL/ 
NLVIHPPQPPKVLGIRGREPPCPACF 
FAF 


3477 


8974 


3746 


1053 


3478 


8975 


3747 


3011 


SLQRLPGLMHNLQTFLLDGNFLQSL 

PAELENMKQLSYLGLSFNEFTDIPE 

VLEKLTAVDKLCMSGNCVETLRLQ 

ALRKMPHIKHVDLRLNVIRKLIADE 

VDFLQHVTQLDLRDNKLGDLDAMI 

FNNIEVLHCERNQLVTLDICGYFLK 

ALYASSNELVQLDVYPVPNYLSYM 

DVSRNRL\ENVPEW\VCESRKLGSF 

GILGHN\Q1C\ELPARLFCN\SSLRKLL 

GQGHNNQLARLPERLERTSVEVLDV 

QHNQLLELPPNLLMKADSLRFLNAS 

ANKLESLPPATLSEETNSILQELYLT 

NNSLTDKCVPLLTGHPHLKILHMA 

YNRLQSFPASKMAKLEELEEIDLSG 

NKLKAIPTTIMNCRRMHTVIAHSNC 

HRGPFPEVM\QLP\E1KCVD\LSCNE\ 

LSEVTLP\ENLPSPNCRSLDLTGNPR 

PCPLITKPLELLNNIRCFKID\QPSTG 

DG\SGAPAVW\SHG\YTEA\SGVKNK 

LCVWALSVNNFCDNREALYGVFD 

GDRNVEVPYLLQCTMSD1LAEELQ 

KKTKNEEEYMVNTFIVMQRKLGTA 

GQKLGGAAVLCHIKHDPVDPGGSF 

TLTSANVGKCQTVLCRNGKPLPLSR 

SYIMSCEEELKRIKQHKAIITEDGKV 

NGVTESTRILGYTFLHPSWPRPHV 

QSVLLTPQDEFFILG SKGLWDSLSV 

EEAVEAVRNVPDALAAAKKLCTLA 

QSYGCHDSISAVWQLSVTEDSFCC 

CELSAGGAVPPPSPG1FPPSVNMVIK 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

U 

in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequR^^ X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







DRPSDGLGVPSSSSGMAS\EISSELST 

SEMSSEVGSTASDEPPPG\ALSENSP\ 

AYPSEQRCMLHPIWLSNSFQRQLSS 

ATFSSAFSDNGLDSDDEEPIEGVFTN 

GRRVEVEVDIHCSRATEKEKQQHL 

LQVPSEASDEGIVISANEDEPGLPRK 

ADFSAVGTIGRRRANGSVAPQERSH 

NVIEVATDAPLRKPGGYFAAPAQPD 

PDDQFIIPPELEEEVKEIMKHHQEQQ 

QQQQPPPPPQLQPQLPRHYQLDQLP 

DYYDTPL 

3479 

8976 

A 

3748 

1 

246 

LPTLECSGMISAHCNLRLPGSSDSP\ 
ASASQVAGITSAHHYAWLVFVFSV 
EMGFHHVGQGWSRSLDLVIRPPQPP 
KMLGLQA 

3480 

8977 

A 

3749 

153 

527 

LLVFYLPTPSLKGGLRQLDMSLLCQ 

LYSLYESIQEYKGACQAASSPNWTY 

ALENGFFDEEEEYFPEQNSLHDRRD 

RGPPRDLSLP\APPSPAATGFWSPSR 

GSWEGCDCWEALPTGHAVIICCFS 

3481 

8978 

A 

3750 

2 

377 

1PAASTFFCFLRQSLTLWPHAGVQW 

CGLSSLHPPPPGFMLFSCLSLPSSWD 

YRRPPPRPAKFSVFLVETGFHRVSQ 

DGLDLMTS\DPPALASQSAGITGVS 

HCTRPKEAYFYFLALDPRCKDGVR 

3482 

8979 

A 

3751 

2 

294 

LFLHADRLEYSGMTISHLQPQTPGA 
QGDPLTSSLPREVGLQ/CVCHHTQL 
FFF/CIFVETESHHLA\RAGLKLLGSS 
DPTASPSQSDGITGMSHHSCPSTF 

3483 

8980 

A 

3752 

80 

267 

RQGLTILPRLVLNSC/RLKLSSHLSLP 

KYWDYRQEPPCLAISIIFFKKSLIYY 

LNLAILYFKCK 

3484 

8981 

A 

3753 

1 

972 


3485 

8982 

A 

3754 

1 

283 

PKPQE1ELPEAKNR\PWIFNKILGTTV 
KLMELKPNTCYCLSVRAANTAGVG 
KWCKPYKVSPGKRGALGVERSPKP 
REPGLWRLGTPLCPHDSSG 

3486 

8983 

B 

3755 

346 

472 

XRNMNILQYCPSSDMWTLFETCDV 
HIRKQQMVSVEETIY1VGG* 

3487 

8984 

A 

3756 

1 

1346 

MSAEEMVQIRLEDRCYPVSKRKLIE 

QSDYFRALYRSGMREALSQEAGGP 

EVQQLRGLSAPGLRLVLDFINAGGA 

REGWLLGPRGEKGGGVDEDEEMD 

EVSLLSELVEAASFLQVTSLLQLLLS 

QVRLNNCLEMYRLAQVYGLPDLQE 

ACLRFMVVHFHEVLCKPQFHLLGS 

PPQAPGDVSLKQRLREARMTGTPV 

LVALGDFLGGPLAPHPYQGEPPSML 

RYEEMTERWFPLANNLPPDLVNVR 

GYGSAILDNYLFIVGGYRITSQEISA 

AHFLQGP/RTNEWLQVASMNQKRS 

NFKLVAVNSKLYAIGGQAVSNVEC 

YNPEQDAWNFWAPLPNPLAEFSAC 

ECKGKIYV1GGYSTRDRNMN1LQYC 

PSSDMWTLFETCDVHIRKQQMVSV 

EETIYIVGGCLHE\RGPNRRSSQSED 

MLTVQSYNTVTRQWLYLKENTSKS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho' 
d 

SEQWNO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent^ X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







GLNFDLCAP 

3488 

8985 

A 

3757 

3 

358 

TNSMPPMMSMSYRICAMLKGE/DV 

QALRRAHQRNVKHMRQLLMDRGL 

PCHPLPPAN1NPIRVR/DPHPCPIALS 

HPIYSWSLTLPNKPTSVAVFNYLLS 

CLTIPFIASFVSLFEKLSAILD 

3489 

8986 

A 

3758 

1 

164 

GSTTPAMEFASLFKKILLIDCRD/RG 
LALLPRLVLSSWPQVIFLPWPPKFL 
GLRT 

3490 

8987 

A 

3759 

3 

280 

FFFETESHSVA\RLEYRGTILAHCILC 
RQGSSNSPASDPQVAGTTGTRHRA 
QLTFWFLVQMGFHHFGQAGLELPN 
LGIHPTSASPKCWDLPA 

3491 

8988 

A 

3760 

3 

516 

AQHQPMNIFPYPVGVHAPLMNIQR 

NPFNIHPQLPLHLHTGVPLMQVATP 

TSVSQGLPPPPPPPPPSQQVNYIASQ 

PRWKRNCTKLQMQEKAAQEVKXLAI 

KPFYQNKDITKEEYKEIVRKAVDKV 

CHSKSGEVNSTKVGNLWKAYVDQ 

YEYSRKGSQRKLWEGPVSTGKN 

3492 

8989 

A 

3761 

173 

411 


3493 

8990 

A 

3762 

438 

789 

LTWSTPVLPAPTAAP\GKYGNGFQG 

PSSGNTSSSSHSQRPLMAAVKLAES 

KVSVAVEASADSSKTDKKLQIQEK 

AAQEVKLAIKPFYQNKDITKEEYKE 

IVRKAVDKCVLLECSIQKM 

3494 

8991 

A 

3763 

1097 

4669 

ILLGTSCKG YALAHTQEGEEKKQTS 

GTSNTRGSRRKPAMTTPTRRSTRNT 

RAETASQSQRSPISDNSGCDAPGNS 

NPSLSVPSSAESEKQTRQAPKRKSV 

RRGRKPPLLKKKLRSSVAAPEKSSS 

NDSVDEETAESDTSPVLEKEHQPDV 

DSSNICTV QTHVENQS ANCLKSCNE 

QIEESEKHTANYDTEERVGSSSSESC 

AQDLPVLVGEEGEVKKLENTGIEA 

NVLCLESEISENILEKGGDPLEKQDQ 

ISGLSQSEVKTDVCTVHLPNDFPTC 

LTSESKVYQPVSCPLSDLSENVESV 

VNEEKITESSLVEITEHKDFTLKTEE 

LIESPKLESSEGEIIQTVDRQSVKSPE 

VQLLGHVETEDVEIIATCDTFGNED 

FNNIQDSENNLLKNNLLNTKLEKSL 

EEKNESLTEHPRSTELPKTHIEQIQK 

HFSEDNNEMIPMECDSFCSDQNESE 

VEPSVNADLKQMNENSVTHCSENN 

MPSSDLADEKVETVSQPSESPKDTI 

DKTKKPRTRRSRFHSPSTTWSPNKD 

TPQEKKRPQSPSPRRETGKESRKSQ 

SPSPKNESARGRKKSRSQSPKKDIA 

RERRQSQSRSPKRDTTRESRRSESLS 

PRRETSRENKRSQPRVKDSSPGEKS 

RSQSRERESDRDGQRRERERRTRK 

WSRSRSHSRSPSRCRTKSKSSSFGRI 

DRDSYSPRWKGRWANDGWRCPRG 

NDRYRKNDPEKQNENTRKEKNDIH 

LDADDPNSADKHRNDCPNWITEKI 

NSGPDPRTRNPEKLKESHWEENRN 

ENSGNSWNKNFGSGWVSNRGRGR 


WO 01/79449 


SEQ ID 
NO: or 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 



SUMWU. 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence. 


PCT/US01/08656 


Amino acid sequclK^ X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


GNRGRGTYRSSFAYKDQNENRWQ 

NRKPLSGNSNSSGSESFKFVEQQSY 

KRKSEQEFSFDTPADRSGWTSASSW 

AVRKTLPADVQNYYSRRGRNSSGP 

QSGWMKQEEETSGQDSSLKDQTNQ 

QVDGSQLPINMMQPQMNVMQQQM 

NAQHQPMNIFPYPVGVHAPLMNIQ 

RNPFNIHPQLPLHLHTGVPLMQVAT 

PTSVSQGLPPPPPPPPPSQQVNYIAS 

QPDGKQLQGIPSSSHVSNNMSTPVL 

PAPTAAPGNTGMVQGPSSGNTSSSS 

HSKASNAACKNWQKGKVSVAVEA 

SANYSSKTDKKFAKFQEKAAQVVKI 

WAINKPFYQNKDITKEEYKEIVRKA 

VDKVCHSKSGEVNSTKAVANLVKA 

YVDKYKYSRKGSLKKTLEEPRVTE 

KDLG 


3495 


8992 


3764 


108 


253 


3496 


8993 


3765 


283 


RRLFFFFETESRSVASRLECSGMSAHC 
NLH/LPGSSNSPGSASRVAGITGACH 
HAQLIFWFLVETGFHHVGQAGLEL 
L/NLM1CPPQPPKVLGLQA 


3497 


8994 


3766 


290 


RSTFFFFFLERV YCSVTARLECSGTMS 
AHCNLRLPGSSGSHASVSQVAGITG 
AHHHTQPIFVFLVETGFHHIGQAGL 
ELL/NLMIHPPRPPKVLGLQV 


3498 


8995 


3767 


234 


1449 


EPGTHDPHLFLQGLLFWQAGGGEG 

GDGTGPAGGRQICVPPAALAHVRV 

PGEFLAQVAAAA*AIHDEQRPGKLH 

HPPG/ELMQRGVASESYMIVAPPMP 

SSWSSSGTNGPPSPTNLT*PIVHFIFS 

APTP/TKKTTTNTAMKTATHIPDVQ 

SAFCSPHSGTQRGDGLGKRKRGRG 

RTWERRRRVSIETSTCFRPGCERLG 

AAAGANLSQLASSQRPLRERWVLY 

TIIMAAAGAPDGMEEPGMDTEAET 

VATEAPARPVNCLEAEAAAGAAAE 

DSGAARGSLQPAPAQPPGDPAAQA 

SVSNGEDAGGGAGRELVDLKIIWN 

KTKHDVKFPLDSTGSELKQKIHSIT 

GIPPDESPRRGGPAGPYQQSQRLEL 

YAQATEALLKTGAAYPCFCSPQRLE 

LLKKEALRNHQTPR 


3499 


8996 


3768 


8157 


3500 


8997 


3769 


1126 


1355 


3501 


8998 


3770 


1611 


MGSRCLNPPPPAHSDTTGKDSFGNI 

RGAETGQGASACSVTSARVTCGAG 

SEPHSHRNPGISAQVGLAPSYGAAR 

GRRRPLALQQSPQERRHVGWNSTR 

GLLPASLPGTASSQSASATASAALP 

LKVTGPLARNPTPPWTAAAALATR 

GQRPEKGLFPGPAPFSLGKRKRGRG 

RTWERRRRVSIETSTCFRPGCERLG 

AAAGANLSQLASSQRPLRERWVLY 

TIIMAAAGAPDGMEEPGMDTEAET 

VATEAPARPVNCLEAEAAAGAAAE 

DSGAARGSLQPAPAQPPGDPAAQA 

SVSNGEDAGGGAGRELVDLKIIWN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

oJ^lU NO: 

in USSN 
0y/770,I6tt 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequWe ( X=Un known; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 







KTKHDVKFPLDSTGSELKQKIHSIT 

GLPPAMQKVMYKGLVPEDKTLREI 

KVTSGAKIMWGST1NDVLAVNTP 

KDAAQQDAKAEENKKEPLCRQKQ 

HRKVLDKGKPEDVMPSVKGAQERL 

PTVPLSGMYNKSGGKVRLTFKLEQ 

DQLWIGTKNGTEKLPMGSIK\NW\S 

DP1\EGHEDYHNDGRFQLAPTEA\SY 

YWVYWVPTQYVDAIK\DTVLGKW 

QYF 

3502 

8999 

A 

3771 

482 

631 

AGGWGPQAPDTPWVGPAGQAGRL 
HPLRSTKRS/MSVPATRTTVPLTVM 
Q* RRVCRWC WGPLGH WEAHGFLV 
SGDVNHFGGPAALLL 

3503 

9000 

A 

3772 

I 

1579 


3504 

9001 

A 

3773 

3 

486 

DRYMLTRDYLTVKVWDLNMEARP 

IETYQVHDYLRSKLCSLYENDCIFD 

KFECAWNGSDSVIMTGAYNNFFRM 

FDRNTKRDVTL\EASRESSKPRAVL 

K\PRRVCVGG\KRRRDDISVGQLGTF 

TKKIL\HTAW\HPAEVNIHLPFAATNN 

LLHLSRGKVNSDMH 

3505 

9002 

A 

3774 

72 

1317 

KLLPAPRQPPRPTNGSPRDPTPAQV* 

VEAPAGSSQ*TAP/ARRPLRAARTLP 

AAEAAGLTLRGCFHGDRGRACAAL 

RRWPWRQLRGWGFEVPAPPLLRTP 

AELVG/RSPEPRCPGKVSMAEFLTEF 

LEIPPFNKQYTESQLRAGAGYILEDF 

NEAQVDVLESQFSQLLHQINSTRDF 

ESIRLAHDHFLSNLLAQSFILLKPSP 

VEEKSEPQDFQEADSWGDTKRTPG 

VGKEDAAEETVKPGPEEGTLEKEE 

KVPPPRSPQAQEAPVNIDEGLTGCTI 

QLLPAQDKAIVFEIMEAGEFTGPILG 

AEALPGGLRTLPQEPGKPQKDEVLR 

YPDRSLSPEDAESLSVLSVPSPDTAN • : 

QEPTPKSPCGLTEQYLHKDRWPEVS 

PEDTQSLSLSEESPSKETSLDVSSKQ 

LSPKALAPFQLGN 

3506 

9003 

A 

3775 

1 

350 

FGTRKPGAVGAGEFVSPCESGDNT 
GEPSALEEQRGPLPLNKTLFLGYAF 
LLTMATTSDKLASRSKLPDGPTGSS 
EEEEEFLEINPPFNKQYQESQLRAGA 
GYILKEFKEAQVRSFFV 

3507 

9004 

A 

3776 

3 

318 

RRGLTLSSRLEYSGIIKTHWNLHLL 

GSSNPPTSASQVAGTTGTCHHAQLN 

FF/CLTFLVATRSHDIAQAGLELLDS 

SHPPASASHSAGTTGVNHHAWPAV 

ALLWIN 

3508 

9005 

A 

3777 

4 

378 

ARNHHDLCFKKA1LFFEMESCSVSQ 
AGVQWRVFGSLQAPPPGFLPFS/CY 
RCQPPSPANFFLYFLVETGFLF* *RQ 
GFTVLDRMVSIS*PRDPPALASQSA 
GITGVSPRTRQEGHS*R*EENGIG 

3509 

9006 

A 

3778 

19 

418 

VEMGFCQADQAGLELLTSGDPPAS 
VSQSTGITVLSLSFFFETESRSVAQA 
GVQWRDLGSLQRPPPGFTPFSCLSL 
PSSWDYRRPPPRLANFFVFSVETGF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

nuHpn-ridf* 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 

u 

SUQH NO: 

InUSSN 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque^^X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







HRVSQDGLDLLT/S/GDPPASASQSA 
GDTGVSQAPV 

3510 

9007 

A 

3779 

3 

331 

CFIFYFILFYFETESRSVAQAGVQWR 
HLDSLQAPPPGFTPFSCLSLPSSWDY 
RRP/PPRPANFFVLLVQTGFHRVSQD 
GLDLLT/S/GDPLASASQSAGITGLSH 
RARPAQVS 

3511 

9008 

A 

3780 

659 

1092 

AYNIFQFANRTNTGENLPKTLVIKYI 

SSTFRSFFFFFFFLRQSRSVAQAGVQ 

WRNLGSLQPPPPGFTPFSCLSLPSSW 

DYGRPPPRPANF/SVFLVETGFHRVS 

QDGLDLLT/S/GDPPTSASQSAGITG 

VSHCARPHSVLIKEITQT 

3512 

9009 

A 

3781 

8 

295 

GRVSLRHQAGVQWRSLGSLQAPPP 
RFTPFSCLSLLRSWDHRRPPPRPANL 
LYFLVETGFHRVRQDGLDLLT/S/GD 
PPALASQSAGITGVSHRAHPTY 

3513 

9010 

A 

3782 

1474 

1870 

SARGITGVSHCTRPFSFFFFFFFFETE 
SHSIAQAGVQWRYLGSLQPLPPGFK 
QFACLSLSSSWDCRHAPPRPANFL\F 
LVEMGFHHL*LELLISSDPPASAFKS 
ARITGVSHRAWPIRFFLLKNIFKFLN 
FC 

3514 

9011 

A 

3783 

60 

560 

SDNYEKSHNIQEMTGLQSTLLVNN 

RVQLNFKWELNFFLSFLKQSSTLVA 

QAGVQWHDLGSLQPPPPGVKRFSC 

LSLPSSWDYRHVPPCLANFVFLFFL 

VETGFLHVGQAGPELLTSGGPPASA 

SQSAGITSVTH\RPLPEDSAFYQCRL 

NLWQRSPLECRCSLVLKT 

3515 

9012 

A 

3784 

3 

230 

FFFKTESRSVTRLECSGAVLAHCNL 
QLPGSSNSPASASRVAGITRHVPPHX 
RLIFVFLVETGFHHVGQDGLDLLTL 

3516 

9013 

A 

3785 

3 

4117 


3517 

9014 

A 

3786 

1 

457 

FPVRNLDLSTYCIGQKEEQLPSYEL 

YADINHYGGMIGGHYTACAPLPND 

RSSQRNDVGWRLFDDSTLTTRDQS 

QAVTRYAYVLFYRRRNSPVERPXPK 

AG HSEHHPDLGPA AEAA ASQ/ATRP 

WPGPRGG/APRGQPLNASPPLWIGQ 

TPPLKQT 

3518 

9015 

A 

3787 

1 

298 

NNQESCSVTEAGVQWHDLGSLQPP ' 
PSGFKQFS/CAQLLSSQDHRHMPPCP 
ANFYVFLLIAEMGFYHVSQAGLELL 
TSSDLPALASQSAGIIGVSHRAWAK 

3519 

9016 

A 

3788 

3 

286 

FFFFLFETQSH\SHIRLECSGV\ISDYC 
NLCLPSSSDSLVLASGV\AGTMGVR 
HNARLIFVFLVKMRFHHVGPRLGP 
QIPWTGIW1PSHFGPPQSA 

3520 

9017 

A 

3789 

1 

1422 


3521 

9018 

A 

3790 

353 

470 

1PGVSLYSLFSLL\QNIPQSTEILKKL 
MTTNEIQSNIYT 

3522 

9019 

A 

3791 

1328 

1615 

VSLFHAGVQWCDLSSLQPPPPGFKR 
FS/RLNLLSSWDYRRPLPHPSTFCKR 
VEMGFHHIGQAGLKLLTSGDPPASA 
SQSAR1TGVSHRARNCFYVT 

3523 

9020 

A 

3792 

2 

114 

CQPGFVMKGPP\HRVQCQALNKWE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQWNO: 

inUSSN 

09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino dciu ui 
peptide 
sequence 

Amino acid sequeh^^X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possibIe 
nucleotide insertion) 







TELPSCSRWCLPEA 

3524 

9021 

A 

3794 

1940 

2062 


3525 

9022 

A 

3795 

785 

892 


3526 

9023 

A 

3796 

1 

2745 


3527 

9024 

A 

3797 

1 

3297 


3528 

9025 

A 

3798 

1 

2202 


3529 

9026 

A 

3799 

1 

2868 


3530 

9027 

A 

3800 


3237 


3531 

9028 

A 

3801 


2001 


3532 

9029 

A 

3802 


2982 


3533 

9030 

A 

3803 

1169 

3269 

VHCRFWILALCQMSRLQKSPLLFNI 

VLEVLAKAIKQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPTVSAQNLLK 

LMSNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSGLPFTITSKRITYLGI 

QLTRDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGGRINLVKMAILP 

KVIYRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRALIAKSSLSQKNKTGGI 

TLPDFKLYYKATVTKTSWYWYQN 

RDIDQWNRTEPSEIMPHIYNYLIFDK 

PDKNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTPYTK1NSRWIKDL 

HVRPKTIKTLEENLGNTIQDIGMGK 

DFMSKTPKAMATKAKIDKWDLIKL 

KSFCTAKETTIRVNRQPTEWEKIFA 

TYSSDKGLISRIYNELKQIYKKKTN 

NPIKKWAKDMNRHFSEEDIYAAKK 

HMKKCSSSLAIREMQIKTTMRYHLT 

PVRMV1IKKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWQFLRD 

LELEIPFDPAIPLLGIYPEDYKPCCYK 

DTCTRMFIAALFT1AKTWNQPKCPT 

MIDGIKKMWHIYTMEYYAAIKKDE 

FMSFNAGTWMKLETIILRKLSQGQK 

TKHRMYSLIGGNLTMRTFGHSAGS 

HHTPGPIMRCGAGGGIALGEIPNVN 

DELMGTANQHGTCIPMQQNCTLCT 

CTLKLKV 

3534 

9031 

A 

3804 

2821 

5793 


3535 

9032 

A 

3805 

2 

256 

KRSLSLPSRLECSG VILAHCKLRLLG 
SRHSPPSDSGAAGTAGARHHARLFF 
LYFLVFHRVCLDGLDLL/NLVIHLPR 
SPKVWGLQA 

3536 

9033 

A 

3806 

1 

2406 


3537 

9034 

A 

3807 

139 

6503 


3538 

9035 

A 

3808 

1 

3204 


3539 

9036 

A 

3809 

77 

277 

PHPTPCSCPFPWSASSPLT*TH\QALT 

EEDEW*QAKNSGQAAQGQTPALPL 

GNLGQVTAPLCPRFIC 

3540 

9037 

B 

3810 

21 

219 

MMPRSSRTKSCRSSCVAWSSCMKE 
NKELRAEAERLGHELQQAGLKTKE 
AEQTCRHLTAQVRSLGGTX* 

3541 

9038 

A 

3811 

1 

6359 

MTLHATRGAALLSWVNSLHVADP 
VEAVLQLQDCSIFIKIIDRIHGTEEGQ 
QILKQPVSERLDFVCSFLQKNRKHP 
SSPECLVSAQKVLEGSELELAKMT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n tiplf*A_Hflp 

sequence 

SEQIO 
NO: of 

sequence 

Me 
tbo 

S^PbNO: 

in USSN 
no/77n urn 

Nucleotide 
location of 
iirsi cuoun 
for peptide 
sequence 

Nucleotide 
location of last 
cod on for last 
amino acid of 
peptide 
sequence 

Amino acia sequWP( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!c 
nucleotide insertion) 







MLLLYHSTMSSKSPRDWEQFEYKI 

QAELAVILKFVLDHEDGLNLNEDLE 

NFLQKAPVPSTCSSTFPEELSPPSHQ 

AKREIRFLELQKVASSSSGNNFLSGS 

PASPMGDILQTPQFQMRRLKKQLA 

DERSNRDELELELAENRKLLTEKDA 

QIAMMQQRIDRLALLNEKQAASPL 

EPKELEELRDKNESLTMRLHETLKQ 

CQDLKTEKSQMDRKINQLSEENGD 

LSFKLREFASHLQQLQDALNELTEE 

HSKATQEWLEKQAQLEKELSAALQ 

DKKCLEEKNEILQGKLSQLEEHLSQ 

LQDNPPQEKGEVLGDVLQLETLKQ ■. 

EAATLAANNTQLQARVEMLETERG 

QQEAKLLAERGHFEEEKQQLSSLIT ' 

DLQSSISNLSQAKEELEQASQAHGA 

RLTAQVASLTSELTTLNATIQQQDQ 

ELAGLKQQAKEKQAQLAQTLQQQE 

QASQGLRHQVEQLSSSLKQKEQQL : 

KEVAEKQEATRQDHAQQLATAAEE 

REASLRERDAALKQLEALEKEKAA 

KLEILQQQLQVANEARDSAQTSVT 

QAQREKAELSRKVEELQACVETAR 

QEQHEAQAQVAELELQLRSEQQKA 

TEKERVAQEKDQLQEQLQALKESL 

KVTKGSLEEEKRRAADALEEQQRCI 

SELKAETRSLVEQHKRERKELEEER 

AGRKGLEARLQQLGEAHQAETEVL 

RRELAEAMAAQHTAESECEQLVKE 

VAAWRERYEDSQQEEAQYGAMFQ 

EQLMTLKEECEKARQELQEAKEKV 

AGIESHSELQISRQQNELAELHANL 

ARALQQVQEKEVRAQKLADDLSTL 

QEKMAATSKEVARLETLVRKAGEQ 

QETASRELVKEPARAGDRQPEWLE 

EQQGRQFCSTQAALQAMEREAEQ 

MGNELERLRAALMESQGQQQEERG 

QQEREVARLTQERGRAQADLALEK 

AARAELEMRLQNALNEQRVEFATL 

QEALAHALTEKEGKDQELAKLRGL 

EAAQIICELEELRQTVKQLKEQLAK 

KEKEHASGSGAQSEAAGRTEPTGP 

KLEALRAEVSKLEQQCQKQQEQAD 

SLERSLEAERASRAERDSALETLQG 

QLEEKAQELGHSQSALASAQRELA 

AFRTKVQDHSKAEDEWKAQVARG 

RQEAERKNSLISSLEEEVSILNRQVL 

EKEGESKELKRLVMAESEKSQKLEE 

RLRLL\QAETASNSARAAERSSALR 

EEVQSLREEAEKQRVASENLRQELT 

SQAERAEELGQELKAWQEKFFQKE 

QALSTLQLEHTSTQALVSELLSAMCH 

LCQQLQAEQAAAEKRHREELEHSK 

QAAGGLRAELLRAQRELGELIPLRQ 

KVAEQERTAQQLRAEKASYAEQLS 

MLKKAHGLLAEENRWLGERANLG 

RQFLEVELDQAREKYVQELAAVRA 

DADTRLAEVQREAQSTARELEVMT 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


tbo 
d 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/TJS01/08656 


Amino acidsequefl^pPUnknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 


AKYEGAKVKVLEERQRFQEERQKL 

TAQVEQLEVFQREQTKQVEELSKK 

LADSDQASKVQQQKLKAVQAQGG 

ESQQEAQRLQAQLNELQAQLSQKE 

QAAEHYKLQMEKAKTHYDAKKQQ 

NQELQEQLRSLEQLQKENKELRAE 

AERLGHELQQAGLKTKE\AEQ\TCR 

HLYLPRLRSLEVAQWAHARPSSFRD 

LGKFQVAT\DALKSREPQAKPQLDL 

SIDSLDLSCEEGTPLSITSKLPRTQPD 

GTSVPGEPASPISQRLPPKVESLESL 

YFTPIPARSQAPLESSLDSLGDVFQD 

SGRKTRSARRRTTQIINITMTKKLD 

VEEPDSANSSFYSTRSAPASQASLR 

ATSSTQSLARLGSPDYGNSALLSLP 

GYRPTTRSSARRSQAGVSSGAPPGR 

NSFYMGTCQDEPEQLDDWNRIAEL 

QQRNRVCPPHLKTCYPLESRPSLSL 

GTITDEEMKTGDPQETLRRASMQPI 

QIAEGTGITTRQQRKRVSLEPHQGP 

GTPESKKATSCFPRPMTPRDRHEGR 

KQSTTEAQKKAAPASTKQADRRQS 

MAFSILNTPKKLGNSLLRRGASKKA 

LSKASPNTRSGTRRSPRIATTTASAA 

TAAAIGATPRAKGKAKH 


3542 


9039 


3812 


241 


6884 


LSGITKMTLHATRGAALLSWVNSL 

HVADPVEAVLQLQDCSIFIKIIDRIH 

GTEEGQQILKQPVSERLDFVCSFLQ 

KNRKHPSSPECLVSAQKVLEGSELE 

LAKMTMLLLYHSTMSSKSPRDWEQ 

FEYKIQAELAVILKFVLDHEDGLNL 

NEDLENFLQKAPVPSTCSSTFPEELS 

PPSHQAKREIRFLELQKVASSSSGN 

NFLSGSPASPMGDILQTPQFQMRRL 

KKQLADERSNRDELELELAENRKL 

LTEBCDAQIAMMQQRIDRLALLNEK 

QAASPLEPKELEELRDKNESLTMRL 

HETLKQCQDLKTEKSQMDRKINQL 

SEENGDLSFKLREFASHLQQLQDAL 

NELTEEHSKATQEWLEKQAQLEKE 

LSAALQDKKCLEEKNEILQGKLSQL 

EEHLSQLQDNPPQEKGEVLGDVLQ 

LETLKQEAATLAANNTQLQARVEM 

LETERGQQEAKLLAERGHFEEEKQ 

QLSSLITDLQSSISNLSQAKEELEQA 

SQAHGARLTAQVASLTSELTTLNAT 

IQQQDQELAGLKQQAKEKQAQLAQ 

TLQQQEQASQGLRHQVEQLSSSLK 

QKEQQLKEVAEKQEATRQDHAQQ 

LATAAEEREASLRERDAALKQLEA 

LEKEKAAKLEILQQQLQVANEARD 

SAQTSVTQAQREKAELSRKVEELQ 

ACVETARQEQHEAQAQVAELELQL 

RSEQQKATEKERVAQEKDQLQEQL 

QALKESLKVTKGSLEEEKRRAADA 

LEEQQRCISELKAETRSLVEQHKRE 

RKELEEERAGRKGLEARLLQLGEA 

HQAETEVLRRELAEAMAAQHTAES 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

HULICv~llUC 

sequence 

SEQ ID 
NO: of 

npnfirlo 

sequence 

Me 
tho 

SE(5WNO: 

in USSN 
09/770 160. 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequen^n X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucicDiiue insertion) 







ECEQLVKEVAAWRDGYEDSQQEE 

AQYGAMFQEQLMTLKEECEKARQ 

ELQEAKEKVAGIESHSELQISRQQN 

KLAELHANLARALQQVQEKEVRAQ 

KLADDLSTLQEKMAATSKEVARLE 

TLVRKAGEQQETASRELVKEPARA 

GDRQPEWLEEQQGRQFCSTQAALQ 

AMEREAEQMGNELERLRAALMES 

QGQQQEERGQQEREVARLTQERGR 

AQADLALEKAARAELEMRLQNAL 

NEQRVEFATLQEALAHALTEKEGK 

DQELAKLRGLEAAQIKELEELRQTV 

KQLKEQLAKKEKEHASGSGAQSEA 

AGRTEPTGPKLEALRAEVSKLEQQC 

QKQQEQADSLERSLEAERASRAER 

DSALETLQGQLEEKAQELGHSQSAL 

ASAQRELAAFRTKVQDHSKAEDEW 

KAQVARGRQEAERKNSLISSLEEEV 

SILNRQVLEKEGESKELKRLVMAES 

EKSQKLEE/RLRLLQAETASNSARA 

AERSSALREEVQSLRBEAEKQRVA 

SENLRQELTSQAERAEELGQELKA 

WQEKFFQKEQALSTLQLEHTSTQA 

LVSELLPAKHLCQQLQAEQAAAEK 

RHREELEQSKQAAGGLRAELLRAQ 

RELGELIPLRQKVAEQERTAQQLRA 

EKASYAEQLSMLKKAHGLLAEENR 

GLGERANLGRQFLEVELDQAREKY 

VQELAAVRADAETRLAEVQREAQS 

TARELEVMTAKYEGAKVKVLEERQ 

RFQEERQKLTAQVEELSKKLADSD 

QASKVQQQKLKAVQAQGGESQQE 

AQRFQAQLNELQAQLSQKEQAAEH 

YKLQMEKAKTHYDAKKQQNQELQ 

EQLRSLEQLQKENKELRAEAERLG 

HELQQAGLKTKEAEQTCRHLTAQV 

RSLEAQVAHADQQLRDLGKFQVAT 

DALKSREPQAK\PQLDLSIDSLDLSC 

EEG\TPL\SITSKLPRTQPDGTSVPGE 

PASPISQRLPPKVESLESLYFTPIPAR 

SQAP\LESSLDSLGDVFL\DSGRKTR 

SARRRTTQIINI\TMTKK\LDV\EEPD/ 

SAPNLSFYS\TRSAPASQASLRATSS 

TQSLARLGSPDYGNSALLSLPGYRP 

TTRSSARRSQAGVSSGAPPGRNSFY 

MGTCQDEPEQLDDWNRIAELQQRN 

RVCPPHLKTCYPLESRPSLSLGT1TD 

EEMKTGDPQETLRRA\SMQPIQIAE 

GTxGITTRQQRKRVSLEPHQGPGTPE 

SKKATS\CFPRPMTPRDRHEGRKQ\S 

TTEAQK\KAAPASTKQA\DRRQSM\ 

AFSI\LNTPKKLGNS\LLRTG*PQRKA 

LSK\ASPNTRSG\TRRSPR\IATTTASA 

ATAXAAIGCHPSRPRGKGKALKGPV 

PVSGPHLCSPMVAVTWSSAYCPSQ 

CLLSAPRPTVAKPLETVMPARTLA 

WSLVLHWRLLGAGPGGLEHGQCG 

RSPYLASFFLKAKSLLHHNQI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucfco-iiuc 
sequence 

SEQ ID 
NO: of 
pcpuue 
sequence 

Me 
tho 

u 

SE^W NO: 

inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeft^^ X=Unknowji; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucieotiue insertion J 

3543 

9040 

A 

3813 

1 

3466 

EKEKAAKLEILQQQLQVANEARDS 

AQTSVTQAQREKAELSRKVEELQA 

CVETARQEQHEAQAQVAELELQLR 

SEQQKATEKERVAQEKDQLQEQLQ 

ALKESLKVTKGSLEEEKRRAADAL 

EEQQRCISELKAETRSLVEQHKRER 

KELEEERAGRKGLEARLQQLGEAH 

QAETEVLRRELAEAMAAQHTAESE 

CEQLVKEVAAWRERYEDSQQEEAQ 

YGAMFQEQLMTLKEECEKARQELQ 

EAKEKVAGIESHSELQISRQQNELA 

ELHANLARALQQVQEKEVRAQKLA 

DDLSTLQEKMAATSKEVARLETLV 

RKAGEQQETASRELVKEPARAGDR 

QPEWLEEQQGRQFCSTQAALQAME 

REAEQMGNELERLRAALMESQGQQ 

QEERGQQEREVARLTQERGRAQAD 

LALEKAARAELEMRLQNALNEQRV 

EFATLQEALAHALTEKEGKDQELA 

KLRGLEAAQIKELEELRQTVKQLKE 

QLAKKEKEHASGSGAQSEAAGRTE 

PTGPKLEALRAEVSKLEQQCQKQQ 

EQADSLERSLEAERASRAERDSALE 

TLQGQLEEKAQELGHSQSALASAQ 

RELAAFRTKVQDHSTAEDEWKAQV 

ARRRQEAERKNSLIT1LEEEVSILNR 

QVLEKEGESKELKRLVMAESEKSQ 

KLEERLRLLQAETASNSARAAERSS 

ALREEVQSLREEAEKQRVASENLR 

QELTSQAERAEELGQELKAWQEKF 

FQKEQALSTLQLEHTSTQALVSELL 

PAKHLCQQLQAEQAAAEKRHREEL 

EQSKQAAGGLRAELLRAQRELGELI 

PLRQKVA\EQERTAQQLRAEKASYA 

EQLSMLKKAHGLLAEENRGLGERA 

NLGRQFLEVELDQAREKYVQELAA 

VRADAETRLAEVQREAQSTARELE 

VMTAKYEGAKVKVLEERQRFQEER 

QKLTAQVEQLEVFQREQTKQVEEL 

SKKLADSDQASKVQQQKLKAVQA 

QGGESQQEAQRLQAQLNELQAQLS 

QKEQAAEHYKLQMEKAKTHYDAK 

KQQNQELQEQLRTLEQLQKENKEL 

RAEAERLGHELQQAGLKTKEAEQT 

CRHLTAQVRTLEAQVAHADQQLRD 

LGKFQVATDALKSREPQAKPQLDL 

S1DSLDLSCEEGTPLSITRSGGSLPPY 

VCLWSACCLSGCILVR 

3544 

9041 

A 

3814 

35 

266 


3545 

9042 

C 

3815 

383 

628 

MDPSAGVTIVTCLASLFSGRLVRFR 
CSHDWRNYTERVLLFQWVELKTKC 
WRHTEAGLKPSHYFLEKMKKTLRE 
SQATYDRI* 

3546 

9043 

A 

3816 

2 

513 

DIYGGDYERFGLQGSAVASSFGNM 

MSKEKRDSISKEDLARATLVTITNNI 

GSTA\WLCALNENIDRVVFVGNFLR 

INMVSMKLLAYAMDFWSKGQLKA 

LFF/VEHQGY\LGAVGALLGTVQND 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

u 

SE&B NO: 

inUSSN 

AO/T7A tiTA 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcm^X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LMTSRRRGSGRETASQKGQRTKKL 

LLEKVKVALGRKPSHLWQMNLLGF 

C 

3547 

9044 

A 

3817 

29 

175 

KSRPGTVAHACNPSTLGSRGGRIIPA 
QEFKTSLGNTVSE\PCLYLRKNN 

3548 

9045 

A 

3818 

171 

419 

KFFPFQSLWWERRAFPLKGEDMAA 
LLCQDEKKDQVERSSTAFHGEIFGT 
SVPENG\HHPKKQSDGMEEYKTFGL 
GLTNVKKNR 

3549 

9046 

A 

3819 

2 

1209 

WPSKETAFLNTTQMPCLQSASTWS 

SYEHNSESYLLREHVSELDSSFHSV 

LSLPSDVPLHFHFETLLKKTEIKGNL 

AENKFVDEYIISPSPVHSTLNQWRN 

GYSPICKPQIRSESSAQLLQGRKKRH 

LSETALGERTKLVKEFDFHHTESGSH 

SNFTAVSNVNVLSRIQNSSRNTARR 

R\LRSESSYDI\DNIV\IPMSL\VAPAK 

LEKLQYKEILTPSWRMVVLQPLDE 

YNLGKEEIEDLSDEVFSLRHKKYEE 

REQARWSLWEQSKWHRRNSRAYS 

KNVEGQDLLLKEYPNNFSSSQQCA 

AASPPGLPSENQDLCAYGLPSLNQS 

QETKSLWWERRAFPLKGEDMAALL 

CQDEKKDQVERSSTAFHGEIFGTSV 

PENGHHPKKQSDGMEEYKTFGLGL 

TNVKKNR 

3550 

9047 

A 

3820 

7 

447 


3551 

9048 

A 

3821 

1 

373 

EQQVLRSTCLGVGAKV/L/VEGMVL 

QYSTQKG1LT/ENHIQEINAQ/TTGLR . 

/KTMLLLD1LPSRGPKAFDT/FLDSLQ 

EFPWVREKLKKAREEAMTDLPAGL 

EEKGRTGRRMGWGAGEEKGQKCQ 

TVGMRT 

3552 

9049 

A 

3822 

1 

708 

TPVWWNSLWGRFPNSQDSGCSFSP 

PPQRYWADGEMEARDKQVLRSLR 

LELGAEVLVEGLVLQYLYQEGILTE 

NHIQEINAQTTGLRKTMLLLDILPSR 

GPKAFDTFLDSLQEFPWVREKLKK 

AREEAMTRPCLAVDRLTGIP\SHILN 

SSPSDRQINQLAQRLGPEWEPMVLS 

LGLSQTDIYRCKANHPHNVQSQW 

EAFIRWRQRFGKQATF\RTLDNGL\R 

AVEVDPSLLLHMLE 

3553 

9050 

A 

3823 

791 

1090 

HFLHGPLAQEDKSERERWQ\HLAD\ 

LADFALAXMKDTLTNINNQSFNNFM 

LRIGEHTPAGLPRSRLPSHAGAWPP 

TRRDMRLRTTEAIRVGRFTHSQGKE 

T 

3554 

9051 

C 

3824 

172 

243 

MRPSHGPSEQLCSTLSPPIKPRPT* 

3555 

9052 

A 

3825 

1 

615 


3556 

9053 

A 

3826 

1 

596 

PGWEKRMSRSSVVNTQEALPTAAIP 

RDAKGRVYYFNHITNASQWERPSG\ 

NS\SSGGKNGQGEPAW\RC\SHLLV 

KHSQSR\RPSSVARQ\EKITRTKGGGP 

GSLINGLHPEDSSSGEEDFVESLASQF 

SDCK/SSAKARG\DLGAFQQKVRLQ 

KPFLKTPRFAL\RTGGDERGPCFTD\ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
u 

SE^BB NO: 

in USSN 

Uv/77U,I6U 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequeH^x=Unknovvn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







SGIHIILPHLSEGGEPRPGLGAGQGG 

3557 

9054 

A 

3827 

1 

295 

ETVFHSVTQSGMQWHNLASLQRLP 
LRLKQTSHLSLLSSWDCRHMPPNL 
A/NF/CVLRRDKISPFCPGWASNPPG 
LKQCIGILKYPQALTPYELINIWEGI 

3558 

9055 

A 

3828 

131 

771 

MGVILEPSGTTVPLVSSV*LLVWDH 

GPTRIVGLIIRLGPR/YPLVSSSSKSG 

RTMPNILDDIIASAVENK1PPSKTSKI 

NVKPELKEEPEESIISAVDENNKLYS 

DIPHSWICDALQKAFTDKEELLKQQ 

ASNLHEQKKAGVIFEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGATVL 

YKGDKMVLNLDRSRVPTECIEKIEA 

ILKELEKPAP 

3559 

9056 

A 

3829 

1 

655 

MPVNAGGKVQESQKPPTLIPEPKDS 

QANFKSSSEQSLTEMWRPNNNLSK 

EKTEWHVEKSSGKLQAAMASVIVR 

PSSSTKTDSMPAMQLASKDRVSERS 

SAGAHKTDCLKLAEAGETGRIILPN 

VNSDS VHTKSEKNFQAVSQG SVPSS 

VMSAVNTMCNTKTDVITSAADTTS 

VSSWGGSEVISS/CIKYHFGLYIIRM 

CIFKKCQSASGSKTRMQGYLE 

3560 

9057 

A 

3830 

1 

515 

LTLENQIKEEREQDNSESPNGRTSPL 

VSQNNEQGSTLRDLLTTTAGKLRV 

GSTDAGIAFAPVYAMGAPSSKSGRT 

MPNILDDI1ASVVENKIPPSKTSKINV 

KPELKEEPEESIISAVDENNKLYSDIP 

HSWICEKHILWL\RIIIIAVIGSFSKNV 

GNKDSLQWFLVCIRK 

3561 

9058 

A 

3831 

6 

226 

RKGGFFVDLFVRWSNQVAVNMYK 
QLGYSVYRTVIEYYSASNGEPDEDA 
YGKLPSMAVSPRSRNSYILSTDCSI 

3562 

9059 

A 

3832 

37 

611 

SGGGAMTTLRAFTCDDLFRV/FNNI 

NLDPLTETYGIPFYLQYLAHWPEYF 

IVAEAPGGELMGYIMGKAEGSVAR 

EEWHGHVT\ALSVAPEF\RRLGLAA 

KLMELLEEISERKGGIFLVDLFWRV 

SNQVA\VNMYK\QLGYSVYR\TVI\E 

YYFGPATGEP**GTLIDMRESTFPRD 

TGERNPIIP\LPHPGGGLEDH 

3563 

9060 

A 

3833 

1 

191 

MQK*ITAWAPAPMKIK1IASPERKYS 

VWIGGSIWPQLST/FQQMWISKQEY 

DESGPSIVHRKCF 

3564 

9061 

A 

3834 

2 

1203 

LSRRCQLSHSVLPPLRRRVSLPVAM 

EEEIAALVIDNGSGMCKAGFAGDD 

APRAVFPSIVGRPRHQGVMVGMGQ 

KDSYVGDEAQSKRGILTLKYPIEHG 

IVTNWDDMEKIWHHTFYNELRVAP 

EEHPVLLTEAPLNPKANREKMTQIM 

FETFNTPAMYVAIQAVLSLYASGRT 

TGIVMDSGDGVTHTVPIYEGYALPH 

A1LRLDLAGRDLTDYLMKILTERGY 

SFTTTAEREIVRDIKEKLCYVALDFE 

QEMATAASSSSLEKSYELPDGQVITI 

GNERFRCPEALFQPSFLGMESCGIH 

ETTFNSIMKCDVDIRKDLYANTVLS 

GGTTMYPGIADRMQKEITALAPST 


WO 01/79449 PCT/U SO 1/08656 


SCQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^R) NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequero^ X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 

■iuv.itiFiiuc iiiacriiunj 







MKIKIIAPPERKYSVWIGGSILASLST 
FQQMWISKQEYDESGPSIWHRKCF 

3565 

9062 

A 

3835 

3 

412 

SRFPEGLFQPFFPG\MKSCGIHETTF 

HSH/IIKFDVAIRNKDLYANTLLPGGN 

HQVSGALLTGMQKEIHAPAAQATL 

RFKIIAPPGSASTRW/VGSVGSILASL 

STFQ\QMW\ISKQE\YDESGPLHSSTA 

KCFLNGLSQIA 

3566 

9063 

A 

3837 

3 

480 

SHITVLTLNVNGLNAPVKRHRLAN 

WIKSQDPPVCFIQETHLTCRDTHRL 

KIKGWRKIYQANGK/QKKAGVAIL 

VSDKTDFKPTKI/KRQGHYIMVKGS 

MQQEEQVLRDPQRDLDSHTMIMGD 

FNTLLSILDRSTRQKVNKDIQELKSA 

LHQADLIDIYRTLH 

3567 

9064 

A 

3838 

1 

834 

MGDFNTPLSTLDRSTRQKVNKDIQE 

LNSALYQVDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKIDH1VGSKALLSKCK 

RTEIITNCLSDHSAIKLELTIKKLTQN 

RSTTWKLNNLLLNDYWKYKQPSEN 

KHLYANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITRSEIEAITNSLP 

T/KKSPGPDGFTAEFYQ\MLEVLAR 

AIRQEKEIKGIQLVKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLIGNFSKVS 

GYKI/NVQKSQAFLYTNNRQTESQI 

M 

3568 

9065 

B 

3839 

I 

543 

MGDFNTPLSTLDRSTRQKVNKDIQE 

LNSALYQVDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKIDHIVGSKALLSKCK 

RTEIITNCLSDHSAIKLELTIKKLTQN 

RSTTWKLNNLLLNDYWKYKQPSEN 

KHLYANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITRSEIEAITNSLP 

TKK* 

3569 

9066 

A 

3840 

1 

1470 

MEQSWVENDFDELREEGFRRSNFS 

EVKEESRTQPKEAKNLARRDTHRL 

KIKGWRKIYEENGKQKKAGVPILVS 

DKTDFKPTKIKRDKEGHYTMVKGS1 

QQEELTILNIYAPNTGAPRFIKQVLR 

DLQRDLDSHTIIMEDFNTPLSTLDRS 

TRQKVNKDIQELNSALQQVDLIDIC 

RMLHPKSTEYTFFSAPHHTYSKIDH 

RVGSKALLSKCKRTEIITNCLSDHSA 

IKLELRIKKLTENRSTAYNLNNLLL 

NDYGVHNEMKSEIKMFFETNENKD 

TTYQNLWDTFKAVEIQTTIREYYKH 

LYRNKLENLEEMDKFLDTYTLPRV 

NQEEVESLNRP1TGSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYDASIILIPKPG 

KDTTKKENFRPISLMNIDAKIMNKIL 

ANQIQQHIKKLIHHDQVGFIPGMQV 

WFNIGKSINVIQHINRTKDQKNNHRII 

SIDAEKAF 

j j i \j 

Q/WI7 
yv/u / 

A 
A 

J04 1 

zoU/ 



3571 

9068 

A 

3842 

2 

1516 

WRKIYQANGK/QKKAGVAILVSDK 
TDFKPIKIKRDKEGHYIMVKGSIQQ 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SE^n> NO: 

in USSN 
09/770 lfin 

Nucleotide 
location or 

IllJl cuuun 

For peptide 
sequence 

Nucleotide 
location of last 

COUOfi ivr mat 
amino acid of 
peptide 
sequence 

Amino acia sequenrc ( X-Un known; *=*Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 







EELTILNIHAPNTEAPRFIKQVLSDL 
QRDLDSHTIIMGDFNTPLSTLDRSTR 
RKVNKDTQELNSALHQVDLIDIYRT 
LHPKSTEYTFLSAPHHTYSKTDHIV 
. GSKALLSKCKRSDIITNCLSDHSAIR 
LELRIKKLTQNRSTTWKLNNLLLND 
YWVHNEMKAEIKMFFQTNENKDT 
TYQNLWDTFKAEEVKSLNRPITGSE 
IVAIINSLPTKRSPGPDGFTVEFYQR 
CRKAFDKIQRPFTLKTLNKLAIDGM 
YLKIIRAIYDKPTANVILNGQKLEVF 
PLKTGTRQGCPLSPLLFNIVLEVLAR 
AIRQEKEIKGIQLRKEKVKLSLFVD 
DMIVCLENPIISVQKLLKLISNFSKV 
SGYKINVQKSQAFLYINNRQTESQI 
MSELPFTIASKRIKYLGIQLTRDVKG 
LFKENYKPLLNKIKEGTNKWKNVP 
CSWIGKINIMKMAILPKETPSHMQR 
HT 

3572 

9069 

A 

3843 

3 

120 

FUDKKQKQLKSPS1DEWIK\KMWYI 
HKIEYHSAIKGIKF 

3573 

9070 

A 

3844 . 

2 

244 

SRLSFPSSWDYICAPPHLANFCIFLV 
E\RSVAMLPRLVSSSWAQAILPPWP 
PKAQGFTGMGHHAQSAAGLYIFSG 
LGSNAI 

3574 

9071 

A 

3845 

1 

2616 


3575 

9072 

A 

3846 

1 

773 

QTSPM1PSIVVHCVNEIEQRGLTETG 

LYRISGCDRTVKELKEKFLRVKTVP 

LLSKVDDIHAICSLLKDFLRNLKEPL 

LTFRLNRAFMEAAEITDEDNSIAAM 

YQAVGELPQANRDTLAFLMIHLQR 

VAQSPHTKMDVANIAAKVFGPTIVA 

HAVPNPDPVTMLQGHQGVQPKVV 

ENRLLFLGLWEYWEFSFMDGWEQG 

GTFDPLHVIENSNAFSTPQTPDIKAV 

PGGGLCVHFTAGEAEIQKGPPSCGQ 

NKSTAAFNY 

3576 

9073 

A 

3847 

1 

422 

CGRVRACGRVREPSSQIHHNMANL 

FIRKMVNPLLYLSRHTVKPRALSTF 

LFG\SIR\SAAPRGCGNPGAAVR\SLL 

SPGLPA/HHLPACGWGFKKQDCPLR 

KRCKDCY\LVK\RRGRWYVYCKT\H 

PRHKQKTRCRTLFPPESRT 

3577 

9074 

A 

3848 

1959 

4060 

RFFSFFFFFETESHSVAQAGVQWCN 

LGSLQAPPPGVSRHSPASASRVAGTT 

GAHHHARLIFWFLVETGFHRISQDG 

LDLLTS*SARLGIPKCWDYRCEPPH 

LASI 

3578 

9075 

A 

3849 

1 

1320 


3579 

9076 

A 

3850 

1239 

1733 

ALFFSFFFFFFETESRSVAQAGVQW 

RDLGSLQAPP\PGSRRSPASASRVAG 

TTGARHRIFFVFLVEMGFHRDLDFP 

TS*SA\QGLQA*ATAPGPFLFFFFFFF 

LRRSLTLLPRLECNGAILARCNLYL 

LGSSNSPASASRVAGIAGMHHHAR 

LIFC1 LVEMGFHHL 

3580 

9077 

A 

3851 

131 

436 

VTHLHQKKGSVFFFFFFFETESCPV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

mirtpn-tirip 

sequence 

SEQ ID 
NO: or 

|Jv|JllUC 

sequence 

Me 
tho 
d 

St^K> NO: 

in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acici sequem^ X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







AQAGVQWRDLRSLQAPPPGNSRHSP 
ASASRVARTTGAHHYTRLIFWCLV 
ETGFHHVSQDGLDLQDQFPWSLFLF 
CPP 

3581 

9078 

A 

3852 

56 

192 

KFLFSPKALNSVRKFFQYFPPPKKR/ 
CPSQNSQVG/CLKSPP*GEKF 

3582 

9079 

A 

3853 

1 

230 

FQLHQH\LLNPKHDYRGWAKWNR 
NSLYEKMKEGERRK\RRSAIPYLQG 
QRLDNVVAKKSVPQFFPLRVRDPG 
VKSSC 

3583 

9080 

A 

3854 

3 

126 

SCCGVGNQFKGPGGGGG/RGGG/RR 
NVSGGGAGGRGWKNERKER 

3584 

9081 

A 

3855 

1 

1021 

MPRLEAFVNNQTCPKKECGAASEG 

DTIGKQSELSFGKAKMARETHWPK 

KVGKLRSTVVKQLPKTFQAISSTET 

KDQGPIVPAPVKGEGPIVPAPVKDE 

GPMVSAPIKDQDPMVPEHPKDESA 

MATAPIKNQGSMVSEPVKNQGLSG\ 

PGP VKDQDWVPEHN* KGHDSA\LV 

APW*RIKGP\VVPRSPVKNQDPILPV 

LVKDQGPTVLQPPKNQGRIVPEPLK 

NQVPIVPVPLKDQDPLVPVPAKDQE 

P/TLPG/PLGSETAAPVPAHSHSPPPA 

GSSPAPPRAPGSGLRLPCSLAPRDLG 

TRDRAGTVSGALRTMRHPTGGLCQ 

KGPCWVPPPPLLQIQHFGPP 

3585 

9082 

A 

3856 

1 

448 • 

SSRKDQGLWSGPVKDQDVWPEH 

QRSRFSCQVVAPVKNQGPVVPESV 

KNQDPILPVLVKDQGPTVLQPPKNQ 

GRIVPEPLKNQVPIVPVPLKDQDPL 

VPVPAKDQGPAVPEP\LKTQGP/KGT 

LSLPTVSPLPRVMIPTAPHTEYIESSP 

3586 

9083 

A 

3857 

1 

573 

DPQFISGSPESPIRLWCVGLGNTKVT 

FTNPKNPVRAWIHPRHYTFASGSP 

DNIKQWKFPDGSFIQNLSGHNAIINT 

LAVNFDGGLVFGAANGPMHLWDW 

ETWAPIFKRVHA\AVQPG\SLDSESG 

IFACAFDQ\SESRLL\TAEADKP\IKV 

YREDDTATEETHPVSWKPEIIKRKR 

FLMNVEFFLSLFFSF 

3587 

9084 

A 

3858 

1 

589 

EDLRKCTFIF1IGGPGSGKGTQCEKL 
VEKYGFTHLSTGELLREELASESER 
SKLIRDIMERGDLVPSGIVLELLKEA 
MVASLGDTRGFLIDGYPREWKQGE 
EFGRRIGDP\QLVIGKE\CSPDT\MTN 
RL\LQRSRSSLPVDDTTK\TMAKRLE 
AYYRNASIPVIAYYETKTQLHKINAE 
GTPEDVFLQLCTA1DSIIF 

3588 

9085 

A 

3859 

1 

557 

KLLSPKQPLLRAQLKTLVRLLCFSH 

AFVGLSKITTWYQYGFVQTQGPKA 

NILVSGNEIRQFARFMTEKLNVSHT 

GVPLGEEYILVFSRTQNRLILNEAEL 

LLALAHEFQMKTVTV\PWRTTPLTD 

VVRLVSNASMLVSMHGAQLVTTLF 

LPRGATVVELFPYAVNPDHYTPYK 

TLAMLPG HGTSSM 

3589 

9086 

A 

3860 

323 

656 

NEELMPKGRLYPPLANIQEVS1NIAI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 

in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acia sequcW [ X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







KVTEYLYANKMGFPDTQEPEVDKA 
KYVK/EKGTWAEWNMDSLLPDVW 
EWPEICNQAPPVNTEIEALPLINTFV 
CSRGTPFFQTRKR 

3590 

9087 

A 

3861 

1411 

1799 

GYLQFSFSFFLFFFFFFFFLRWSLTLS 

PRLECSSVISTHCNLRLPGSSDSRAS 

ASQVAGTTGAHHHARLIVCV\LVER 

VFHHVGQAGLEVLTSGGPPTSASQS 

ARITGMSHHTRPVICSFQFSDLPHEY 

F 

3591 

9088 

A 

3862 

1 

1007 

MDGGHLFSNLTGKEEVIHKGAKLH 

PNGYRMAQGSETLVARGGPCRSVE 

PSAASPQELRGWWEAQALKRWGL 

MGGVWVMEVDPSWLGAISAIVSSS 

ASRLLKSVWHIPCPHFLLLRPQLKE 

AQRRKKQLEERCRVEESIGNAVLT 

WNNE1LPNWETMWCSRKVRDLWW 

QG1PPSVRGKVWSLAIGNELNITHEL 

FDICLARAKERWRSLSTGGSEVENE 

GLCVAVCAQQGHVGVMGFGSDEP 

SAVSPCEKGKSLAAWVL1FVDFRVG 

LQKSFQKRKERESTKLQQLWSWCL 

MLTYFAAFEVFFEENLPKLFAHFKK 

NNLTPDIYLID/W*FRLLVGC 

3592 

9089 

A 

3863 

1 

1857 


3593 

9090 

A 

3864 

1 

840 

GIPAADR\EASLELIKLDISRTFPNLCI 

FQQGGPYHDMLHSILGAYTCYRPD 

VGYVQGMSFIAAVLILNLDTADAFI 

AFSNLLNKPCQMAFFRVDHGLMLT 

YFAAFEVFFEENLPKLFAHFKKNNL 

TPDIYLIDW1FTLYSKSLPLDLACRI 

WDVFCRDGEEFLFRTALGILKLFED 

ILTKMDFIHMAQFLTVRLPEDLPAEE 

LFGPS1ATIQMQSRNKKWAQVLTAL 

QKDSREMREGKSVPPTLRLQREFAL 

GTNQSPMPRPLCCFRLTPGQPRRTD 

AL 

3594 

9091 

A 

3865 

3 

288 

FFFEMESLYVTVRLNCSGTITISVHC 
NLCFPGSSDSPASASQIAGITGTRHH 
AQLILVFLVEMGFC/HISTKQMEVIH 
PPWPPKVLGLQVVTHDVL 

3595 

9092 

A 

3866 

285 

489 


3596 

9093 

A 

3867 

3 

425 

GSSDPPASAFQVAGSISVCHHTQLIF 

VFLVEVEFHHVSQASLQL/RDLSLPS 

SWDYRRPPPRPANFFVFLVEMGFH 

HLNKAIIKSFACNEIQPLSAVSVARA 

GWGVFEYVSVYFLCSNSDYFSSNPS 

IANWMREWPLRLSLF 

3597 

9094 

A 

3868 

1 

156 

APPHPAN\FAFLVEMEFHDVGQGDL 
QLLASSDLPASASQSAGITGVSHCN 

wi • 

3598 

9095 

A 

3869 

1 

526 

LAESGEGLVLSGGSLRLPVCIASRFIF 

SSYYMSGVRQAPGKGLEWVSFIR\A 

TSVRGRFTMSRDESKNITYLQMKSL. 

RRGMFRGDLGVDWPGGDGHWGAL 

RIWEPLWIFRCLWKMGLRLGASDG 

VTEPGGLGSHIWTRCLNKPGVLVM 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n it rl pft-t i rl p 

sequence 

SEQ ID 
NO: of 

UCUIIUC 

sequence 

Me 
tho 

Sf^BNO: 

inUSSN 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequdnW( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







AEECVSGAVSVGLQDRCTAANRAI 
FSLEL 

3599 

9096 

A 

3870 

2 

353 


3600 

9097 

A 

3871 

136 

315 

FKYVLSFLFLASGDGESLDEDSEFTL 

ARDFEIGHFF\RERIVPRAVLYFTGE 

AIEDDDNV 

3601 

9098 

A 

3872 

132 

1552 

GDKNIQMADHSFSDGVPSDSVEAA 
KNASNTEKLTDQVMQNPRVLAALQ 
ERLDNVPHTPSSYIETLPKAVKRRIN 
ALKQLQVRCAHIEAKFYEEVHDLE 
RKYAALYQPLFDKRREFITGDVEPT 
DAESEWHSENEEEEKLAGDMKSKV 
WTEKAAATAEEPDPKGIPEFWFTIF 
RNVDMLSELVQEYDEPILKHLQDIK 
VKFSDPGQPMSFVLEFHFEPNDYFT 
NSVLTKTYKMKSEPDKADPFSFEGP 
EIVDCDGCTIDWKKGKNVTVKTIK 
KKQKHKGRGTVRTITKQVPNESFFN 
• FFNPLKGKSVASGDGESLDEDSEFT 
LASDFEIGHFFRERIVPRAVLYFTGE 
AIEDDDNFEEGEEGEEEELEGDEEG 
EDEDDAEXFNPKVLIFVLLIIHTFSRR 
DPSQPAECKQQYEAEAGAWQTGCR 
DSRPVGGASVLAAAQSRGQSLLHL 
TRFQVHDFHFHFSFFLIILINLYSGN 

3602 

9099 

A 

3873 

171 

324 


3603 

9100 

A 

3874 

3 

383 


3604 

9101 

A 

3875 

2 

314 

FFFFISALKALFAFLQ1LLFQVNVLRI 

TAHIVISF1NLLSVTPSKAFLLLAFIF 

CREDYSFTAYATISYLKIGPKANLL 

NN\EAYV1T\MQVTKSTQNSFRVNG 

Y 

3605 

9102 

A 

3876 

3 

319 

TESRSVPQLGVQWRDLGSLQPPPPG 

FTRFSCLSLPSSWDYRHTPPRPANFL 

\FFLVETGFRHVGQTGLELLTSGDPP 

ASASQSAGILCVLCTSTLGNHREHI 

YRMV 

3606 

9103 

A 

3877 

118 

1341 


3607 

' 9104 

A 

3878 

1 

214 

GFTSSLACMQMGEMFMGFTCQT\H 
LLALGCALFTAYLGVGMANFMAE 
GTCERRIVGKKKASITKDHQQRRI 

3608 

9105 

A 

3879 

1 

176 

MRTFALLTAMLLLVA/HAQAEPLQ 
ARADEAAAQEQPGADDQEMAHAF 
TWHESAALPLSA 

3609 

9106 

A 

3880 

3 

125 

AASTFLFPNLKNSLRG\SLRTFSSVT 
NVRKTALTWLNSQDI 

3610 

9107 

A 

3881 

1169 

1512 

YTQKNWHLFCFIFLRWSFVLVAQP 

GVQWCNLSSLQPLPPRFR*FSCLSLL 

SSWDYRCAPPRPANF/SVFLVETGF 

HHVGQADLELLTSGDLPTSASQSAG 

ITGVSHCTWPDILYEI 

3611 

9108 

A 

3882 

43 

347 

AGVQ*CDLG*LQLLPLGFK*FSCLSL 
PSSWDYRRLPPRPANF\*FLVETGFH 
HVGQADLELLTSGDSPASASQSAGI 
TGMSHRAGP1*KSFLKYSTNKLRTT 

3612 

9109 

A 

3883 

10900 

11295 

KPWVNETGKLFQDSYS1SSHIHLSGF 
SFPSFFSETESCSVTQAGVQWHDLS 


WO 01/79449 


PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEWtNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeffl^X^Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







SLKPLPPGFKQFSCLSLPSSWDYRR 
VPTRPANF/SVFLLETEFHRVSQDGL 
DRLT/S/GDPPSSASQSAGITGVSHRA 
RPHSPHF 

3613 

9110 

A 

3884 

3 

227 

RFSCLSLSSSWDYRAP\PPRLANFCI 

LVETGFHHAGQTGLELLTSGDPPAS 

ASEIAGITGMSHHTQPGQLLWECC 

3614 

9111 

A 

3885 

2 

296 

KWSSALVAYAGVTWHHLGSLRSPP 
PGFKRFCCLSLPSSWDYRHAPPPPA/ 
NFFVFLVKTGFLHVGQAGLELPISG 
DPPALAPKQSAWIRGVSHRAQPQN 

3615 

9112 

A 

3886 

1 

i 

162 

LGGLVFPSEWCK/RKLDGMQLIKV 

HLDKAQQNNVENKAETFSGVCKK 

HRDLMA 

3616 

9113 

A 

3887 

2 

474 


3617 

9114 

A 

3888 

2 

592 

STGKFSQEKAMFSSSAK1VKPNGEK 

PDEFESGISQALLELEMNSDLKAQL 

RELNITAAKEIEVGGGRKAIIIFVPVP 

QLKSFQKIQVRLVRELEKKFQWES 

MSVFIAQ\RR1LP\KPTRKSRTKNKQ 

KRPRSRTLTAVHDAILEDLVFPSEIV 

GKRIRVKLDGSRLIKVHLDKAQQN 

NVEHKVETFSGVYKKHRDLMA 

3618 

9115 

A 

3889 

1 

93 

GFTMLP/RLVLNSWVQMICLPWPPK 
MLSLQA 

3619 

9116 

A 

• 

3890 

1 

252 

PTLEQYAMRAFADALEVIPMALSE 
NSGMNPIQTMTEVRAR/QDMKQQH 
VIETLIGKKQQISLATQMVRM1LKID 
DIRKPGESEE 

3620 

9117 

B 

3891 

18 

1121 

MASMGTLAFDEYGRPFL11KDQDRK 

SRLMGLEALKSHIMAAKAVANTMR 

TSLGPNGLDKMMVDKDGDVTVTN 

DGATILSMMDVDHQIAKLMVELSK 

SQDDEIGDGTTGVVVLAGALLEEA 

EQLLDRGIHPIRIADGYEQAARVAIE 

HLDKISDSVLVDIKDTEPLIQTAKTT 

LGSKVVNSCHRQMAEIAVNAVLTV 

ADMERRDVDFELIKVEGKVGGRLE 

DTKLIKGVIVDKDFSHPQMPKKVED 

AKIAILTCPFEPPKPKTKHKLDVTSV 

EDYKALQKYEKEKFEEMIQQIKETG 

ANLAICQWGFDDEANHLLLQNNLP 

AVRWVGGPEIELIAIATGGRIVPRFS 

ELTAEKLGFAGLDKRISFGDT* 

3621 

9118 

A 

3892 

1 

282 

LPSSTHTIPGYPVNPLHPRPFPSSRLPP 
GIIGGEYDQRPTLPYVGDPISSLIPGP 
GETPSQFPPLRPRFDPV/GPNDRFPF 
RPSRGRPTDGRLSFM 

3622 

9119 

A 

3893 

3 

166 

PRPFPKSRLPPGIIGGEYD\QRPNPILP 

\GRGGPNDRFPF\RPSRGRPTDGRLS 

FM 

3623 

9120 

A 

3894 

101 

1926 

SPVRGRRRLGRELLGPAAVPVAAS 

GSRPLGPPAAVMRLRVRLLKRTWP 

LEVPETEPTLGHLRSHLRQSLLCTW 

GYSSNTRFTITLNYKDPLTGDEETL 

ASYG1VSGDLICLILQDDIPAPNIPSS 

TDSEHSSLQNNEQPSLATSSNQTSM 


WO 01/79449 


SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SLQ0WU. 

inUSSN 
09/770,160 


Nucleotide Nucleotide 

location of location of last 

first codon codon for last 

for peptide amino acid of 


sequence 


peptide 
sequence 


PCT/US01/08656 


Amino acid ..LquiM^ A Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


QDEQPSDSFQGQAAQSGVWNDDS 

MLGPSQNFEAESIQDNAHMAEGTG 

FYPSEPMLCSESVEGQVPHSLETLY 

QSADCSDANDALIVLIHLLMLESGY 

IPQGTEAKALSMPEKWKLSGVYKL 

QYMHPLCEGSSATLTCVPLGNLIVV 

NATLKINNEIRSVKRLQLLPESFICK 

EKLGENVANIYKDLQKLSRLFKDQ 

LVYPLLAFTRQALNLPDVFGLVVLP 

LELKLRIFRLLDVRSVLSLSAVCRDL 

FTASNDPLLWRFLYLRDFRDNTVR 

GVQDTDWKELYRKRHIQRKESPKGR 

\FVMLLPSSTHTIPFYPNPLHPR\PFP\ 

SSRLVPPGIMGGEYDPKTNTFPMLGD 

PISSLIPWVLGETPQPSFPPTETHALN 

PSWPP1SRDPNPQSCPGAEGGPPN/R 

TRFPPLRPQPGGRANLMAGLVISCG 

LDLLIFISWSLPFVFCFLNYRCQRPW 

GADLRVLFS 


3624 


9121 


3895 


442 


LSQLCGDPQRFDDFLRAYVEKYKF 

TSWAQDLLDSFLSFFPELKEQSVD 

CRAGPPLAEPDLSQGSSLTRPVEAL 

FQL/WTAEPLDQAAASASAIDISKW 

RTFQTALFLDRLLDGSPLPQEVVMS 

LSKCYSSLLDSMNAEIRIRWLQIV 


3625 


9122 


3896 


1035 


GEFLVIDVIHEVAHSWFGNAVTNAT 

WEEMWLSEGLATYAQRRITTETYG 

AAFTCLETAFRLDALHRQMKLLGE 

DSPVSKLQVKLEPGVNPSHLRNLFT 

YEKGYCFVYYLSQLCGDPQRFDDF 

LRAYVGEWKFTSVVAQDLLDSFLS 

FFPELKEQSVDCRAGLEFERWLNAT 

GPPLAEPDLSQGSSLTRPVEALFQL 

WTAEPLDQAAASASAIDISKWRTFQ 

TALFL\DRLLDGSPLPQEWMSLSK 

CYSSLLDSMNAEIRIRWLQIVVRND 

YYSLT/FHRVRRFPGRARCHACYTIP 

LYEDLCTGALKSFALEVFYQTQGRL 

HPNLRRA1QQILSQGLGFQHRARP 


3626 


9123 


3897 


912 


CSRSSRTGGWWPAPCSAASRRPTPG 

PAAAAAATTD/VVTAGCGFGKDFR 

KGLLKKGACYGDDACFVARHRSA 

DVLGVADGVGGWRDYGVDPSQFS 

GTLMRTCERLVKEGRFVPSNPIGILT 

TSYCELLQNKVPLLGSSTACIWLD 

RTSHRLHTANLGDSGFLWRGGEV 

VHRSDEQQHYFNTPFQLSIAPPEAE 

GVVLSDSPDAADSTSFDVQLGDIILT 

ATDGLFDNMPDYMILQELKKLKNS 

NYESIQQTARSIAEQAHELAYDPNY 

MSPFAQFACDNGLNVRGGKPDDIT 

VLLSIVAEYTD 


3627 


9124 


3898 


220 


YMSKKFSALLQSQERNCLIIINWCSS 

LCLRVRLYLRQVTVIPRICKVSD\SP 

CAPEADAMFAFNADGVGDAKG 


3628 


9125 


3899 


346 


SANATTKTSETNHTSRPRLKNVDRS 
TAQQLAVTVGNVTV1ITDFK\EKTRS 
SS\TSSSTVTS\SAGS\EQQN\QSSSGV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucicu~iiuc 

sequence 

SEQID 
NO: of 

|JCUIIUC 

sequence 

Me 
tho 

A 
U 

SE^WnO: 

inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcm^X=>Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







QRAPDKGLPPRSLPTPKGDMS\AVN 
DEIFPEIATWNCEKL 

3629 

9126 

A 

3900 

76 

368 


3630 

9127 

A 

3901 

1 

1182 

MFAKGRGSAVPSDGQAWEKLASY 

VYEYLLHVRVQKSAETFLSEIRWEK 

NITLGEPPGFLHSWWCVFGDLYCA 

APQRRDTCEHSSEAKAFHDYSAAA 

APSPVLGNIPPNDGMPGGPIPPGFFQ 

GPPGSQPSPHAQPPPHNPSSMMGPH 

SQPFMSPRYAGGPRPPMRMGNQPPG 

GVPG\TQPLLP\NSMDPTRQQGHP\N 

MGGSMQRMNPSPRPLGPMGPRPHR 

ITGSGMRPPPNSLGPA\MP\GINMGP 

GAGRPWPNPNSANSIPYSSSSPGTY 

VGPPGGGGPPGTPIMPSPADSTNSS 

DNI\YTM1\NP\APPGGSRSNFQMGPG 

STGPMDSMGGMEPHHMIG\SLGSG 

D1DGLPKIFPNNISGISNPPGTPRDDG 

ELGGNFLHSFQNDNYSPSMTMSV 

3631 

9128 

A 

3902 

2 

470 

1PTFGLPGSIQSDNGP\SFISQITQQVS 

QSLGIQWRLHIPCWPQTSGKVERAN 

GILKAQLTKLTLEVQKPWDLNLLPH 

RHWESIRRP/GPKGTLLSFSSIWSLIY 

GTPFPLT\NRPPSNSQLGGIPSQQSSL 

MEV1FLWPTRPTRAFPKPHGGGLPIP 

K 

3632 

9129 

A 

3903 

69 

523 

PLGCASSQSISASRNTLCTTASSCCP 

QVLAHS\KAAEYMTRWKVQQMPH 

SQDRALQSVFCAPFHS**LVALPTG 

HR*MTPAQFSECFQATSGGSD*DPF 

LAPSFLWPGLPVAPGLLLPLGPVHS 

RATMEEGQATHEELTVFIGLRPGVR 

GS 

3633 

9130 

A 

3904 

101 

1469 

RTHPTFPHPGTGPTSAPPSGALEGTA 

GTITSNEWSSPTSPEGSTASGGSQAL 

DKPIDNDGEGVWSPDIEQSFQEALA 

IYPPCGRRKIILSDEGKMYGRNELIA 

RY1KLRTGKTRTRKQVSSHIQVLAR 

RKAREIQAKLKDQAAKDKALQSM 

AAMSSAQIISATAFHSSMRLARGPG 

RPAVSGFWQGALPGQAETSHDVKP 

FSQQTYAVQPPLPLPGFESPAGPAPS 

PSAPPAPPWQGR\SVASSKLWMLEF 

SAFLEQQQDPDTYNKHLFVHIGQSS 

PSYLRPYLEAVDIRQIYDKFPEKKG 

GLKDLFERGPSNAFFLVKFWADLN 

TNIEDEGSSFYGVSSQYESPENMIIT 

CSTKVCSFGKQVVEKVETEYARYE 

NGHYSYRIHRSPLCEYMINFIHKLK 

HLPEKYMMNSVLENFTILQVVTNR 

DTQETLLCIAYVFEVSASEHGAQHH 

IYRLVKE 

3634 

9131 

A 

3905 

1 

1290 


3635 

9132 

A 

3906 

2 

270 

ISLADLKEGPHTHLKPPDYSVAVQR 
SKMMHNSLSRLPPASLSSNLVACVP 
SKTVTQPQRHNLQPFHPKLGDVTDA 
DSEEDVENEQVSAV 

3636 

9133 

A 

3907 

2 

288 

RWGLALSLR/AGAQWFHHGSLQPQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n ii i*l pn-ti ft p 

sequence 

SEQ ID 
NO: of 

npntirfp 
sequence 

Me 
tho 
d 

SE^^NO: 

in USSN 
09/770 Ifin 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequent X=Un known; *^Stop 
codon; /=possib!e nucleotide deletion; ^possible 
nucleotide insertion) 







PPMLKSSSRLSLPSSRNHRHTQPCPA 
NFFIFVEMGFHHVAQAGLELLSSNLT 
VWASQSAGITGVSHRTHPLLS 

3637 

9134 

A 

3908 

3 

222 

FFFETESRSVT\RLECSGTISAHCKLH 
LPGSCHSPASASRVAGTTGAHCHTQ 
RIFWEMGFHRVSQDGLDLKNL 

3638 

9135 

A 

3909 

3 

175 

GTSPKDCEVRDFCPSEGLYST*WGG 
SILPSLDT/FKKMWVSKKKYEEDGA 
RSIHRKTF 

3639 

9136 

A 

3910 

2 

533 

RAAEFFFETFNVPALFISMRAVLSLY 

ATGRTTGVVLDSEDGVTHAVPIYE 

GFAMPHSIMCIDIADRDVSRF\LR\L 

YLRK\EGYDFHSS\SEFEIVKAIKERA 

CYLSINPNQKDETLETEKAQYYLPD 

GSTIEISAPQERLYSTWIGGSILASLD 

TFKKMWVSKKEYEEDGARSIHRKT 

F 

3640 

9137 

A 

3911 

1 

1213 

EFGALRRTRLGSSFPRRRDSSAMES 

YDVIANQPVVIDNGSGVIKAGFAGD 

QIPKYCFPNYVGRPKHVRVMAGAL 

EGDIFIGPKAEEHRGLLSIRYPMEHG 

IVKDWNDMERIWQYVYSKD\QLQT 

FXSEEHPVLLTEAPLNPRKNRERAAE 

VFFETFNVPALFISMQAVLSLYATG 

R\TTGVV\LDSGDGVTHAVPIYEGFA 

MPHSIMRIDIAGRDVSRFLRLYLRK 

EGYDFHSSSEVFEIVKAIKERACYLF 

HKTPKRD\ETLETEKASVTTWLDGS 

TIEIGPFR\FRAP\ELLFGPRI*LEKESE 

GIVHEVPGVRPFRKSDMGPAGARLF 

SNIVL/SQGGSTPVQKFSSLPISGFGD 

RLLC\*VKKL\APKDVKIRJSAPQERH 

VYPRGLGGSILASLDT\FKKMWVLQ 

KGDMR*DGSTIEIGPFRIPGPLSCSSG 

PEFDWKRKVKASHEVPGVRPFRKS 

DMGPAGARLFSNIVLFREALPLFKS 

SPLCPFQVLVTGSFVIVKKLSSKRCE 

DQDICTSGETCISTWIGGLHPCLPGH 

HLRRCGCSKKEI 

3641 

9138 

A 

3912 

2 

262 

LEKRSHSVTVKLGYSGVIIAHCSLNF 
LSSSQPPTSASQTAGTTGICHSTQLIF 
KIFLVEMG/LHYVAQAGLDLLGSSN 
VEPPKVLLGL 

3642 

9139 

A 

3913 

1379 

2175 

TTAGIQMPIKAPGVLPQTPASGGST 

AT*KNAQEQKRVL*HL/QPVVLLPD 

VETPSEEDCMFGNGKGYRGKRATT 

VTGTPCQDWAAQEPHRHSIFTPETN 

PRAGLEKNYCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRVVGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEPTRKDIAL 

LKLSSPAVITDKVIPACLPSPNYVVA 

DRTECFITGWGETQEHFYFN 

3643 

9140 

A 

3914 

.1 

387 

TPEKEPPLWHAEFTKEELVQKLSST 
TKSADQLNG\LLRETEAT\HAVLME 
QIKLLKSEIRRLERNQEESAANVEH 
LKNVLLQFIFLKPG SERESLLPVINT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino nciu sequwe ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide incprtinn\ 







MLQLSPEEKGKLAAVAQGLQETSIP 
KKK 

3644 

9141 

A 

3915 

360 

885 

N VFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKL1AIAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHIIWGWQTSWDYFVSDDGRT 

A*L*QGNIFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG*PCRMKALGTSP 

SSGQQSTPTLGISRCLHRSAFQTLF 

3645 

9142 

A 

3916 

1669 

4914 


3646 

9143 

A 

3917 

1379 

2175 

TTAGIQMPIKAPGVLPQTPASGGST 

AT*KNAQEQKRVL*HL/QPWLLPD 

VETPSEEDCMFGNGKGYRGKRATT 

VTGTPCQDWAAQEPHRHSIFTPETN 

PRAGLEKNYCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRVVGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEPTRKDIAL 

LKLSSPAVITDKVIPACLPSPNYWA 

DRTECFITGWGETQEHFYFN 

3647 

9144 

A 

3918 

1 

387 

TPEKEPPLWHAEFTKEELVQKLSST 

TKSADQLNG\LLRETEAT\HAVLME 

QIKLLKSEIRRLERNQEESAANVEH 

LKNVLLQFIFLKPGSERESLLPVINT 

MLQLSPEEKGKLAAVAQGLQETSIP 

KKK 

3648 

9145 

A 

3919 

360 

885 

NVFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKLIAIAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHIIWGWQTSWDYFVSDDGRT 

A*L*QGNIFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG*PCRMKALGTSP 

SSGQQSTPTLGISRCLHRSAFQTLF 

3649 

9146 

A 

3920 

1669 

4914 


3650 

9147 

A 

3921 

1 

246 

FLETEFHSVAQAGVQWCHLGSLQP 
PPPGFKQLSXCLSLPSSWDYRGTPPY 
LANFCIFSRDGVSLCWPGWSQTPDL 
KQSSGNL 

3651 

9148 

A 

3922 

10 

476 

DRVLLSVAQAGLQWRDLGSLQPPP 

P/GFKRFSCLSLPNSWDYRCVPPCLA 

NFFVFLVETGFHHVGQAGLELLTSG 

DPPLPQPPKVLGAGITGMSHHTWLI 

SLIFYQTKWRQTAIASVGIPGSPLCH 

PLPLIRKGVAGKAVLCPRKDGHTH 

KTQLRP 

3652 

9149 

A 

3923 

2 

465 

ARARADSARAARAEFEDIMKRNRA 

ISSSPISKAVSGASAGDYSDAIETLLT 

AIAVIKQSRVAK\DERCRVLISSLKD 

CLHGMEGQVPTVWGAQLGALSRKR 

HPFPG ERSPVSRSRETSRRHRDLLHN 

EDR\HDDYFQERNREHERHRDRER 

DRHH 


9150 

A 

A 

3924 

3 

218 

LPPPLSNIHSTLSTPFLPPPAPL/SP/YP 

CD A CDDCTVCT1T nTnnTM TiTOAncTnT 

^KAbr'r*^ 1 Y aPJLP rPPPLPTSQPSTPT 
LPLPTPPCSTPSGQALFF 

3654 

9151 

A 

3925 

1379 

2175 

TTAGIQMPIKAPGVLPQTPASGGST 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQID 
NO: of 

sequence 

Me 
tho 
u 

in USSN 

nannn i/ca 
vyff /U,lou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequcrce ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







AT*KNAQEQKRVL*HL/QPVVLLPD 

VETPSEEDCMFGNGKGYRGKRATT 

VTGTPCQDWAAQEPHRHSIFTPETN 

PRAGLEKNYCRNPDGDVGGPWCY 

TTNPRKLYDYCDVPQCAAPSFDCG 

KPQVEPKKCPGRVVGGCVAHPHSW 

PWQVSLRTRSPRPSSYKVILGAHQE 

VNLEPHVQEIEVSRLFLEPTRKDIAL 

LKLSSPAVITDKVIPACLPSPNYVVA 

DRTECFITGWGETQEHFYFN 

3655 

9152 

A 

3926 

1 

387 

TPEKEPPLWHAEFTKEELVQKLSST 

TKSADQLNG\LLRETEAT\HAVLME 

Q1KLLKSEIRRLERNQEESAANVEH 

LKNVLLQFIFLKPGSERESLLPVINT 

MLQLSPEEKGKLAAVAQGLQETS1P 

KKK 

3656 

9153 

A 

3927 

360 

885 

NVFVLLEANQRTSTVTLATVSASGQ 

MPSTEFGGLDSSIQKLIAIAHFILNH 

RELGFLEKASSKSTLGFSPASDETFG 

PVSDHII WG WQTS WD YFVSDDGRT 

A*L*QGNIFSCGLQEQPRHFYFLNM 

RF/DDSLLGVHPG*PCRMKALGTSP 

SSGQQSTPTLG1SRCLHRSAFQTLF 

3657 

9154 

A 

3928 

1669 

4914 


3658 

9155 

A 

3929 

1 

1542 


3659 

9156 

A 

3930 

.3 

1771 


3660 

9157 

A 

3931 

2 

1869 

RLVVVEAKMAAQAAAAAQAAAA 

QAAQAEAADSWYLALLGFAEHFRT 

SSPPKIRLCVHCLQAVFPFKPPQRIE 

ARTHLQLGSVLYHHTKNSEQARSH 

LEKAWLISQQIPQFEDVKFEAASLLS 

ELYCQENSVDAAKPLLRKAIQISQQ 

TPYWHCRLLFQLAQLHTLEKDLVS 

ACDLLGVGAEYARVVGSEYTRALF 

LLSKGMLLLMERKLQEVHPLLTLC 

GQIVENWQGNPIQBCESLRVFFLVLQ 

VTHYLDAGQVKSVKPCLKQLQQCI 

QTISTLHDDEILPSNPADLFHWLPKE 

HMCVLVYLVTVMHSMQAGYLEKA 

QKYTDKALMQLEKLKMLDCSPILS 

SFQVILLEHIIMCRLVTGHKATALQE 

ISQVCQLCQQSPRLFSNHAAQLHTL 

LGLYCVSVNCMDNAEAQFTTALRL 

TNHQELWAFIVTNLASVYIREGNRH 

QEVVXLYSLLERINPDHSFPVSSHCL 

RAAAFYVRGLFSFFQGRYNEAKRF 

LRETLKMSNAEDLNRLTACSLVLL 

GHIFYVLGNHRESNNMGG\PAMQL 

ASKIPDMSVQLWSSALLRDLNKAC 

GNAMDAHEAAQMHQNFSQQLLQD 

HIEACSLPEHNLITWTDGPPPVQFQ 

AQNGPNTSLASLL 

3661 

9158 

A 

3932 

2 

614 


3662 

9159 

A 

3933 

1 

4992 

VSSNNVLLNSQADDRVVINKPESAG 

FRDVGSEEIQDAENSAKTLKEIRTLL 

MEAENMALKRCNFPAPLARFRDIS 

DISFIQSKKWCFKEPSSTGVSNGDL 

LHRQPFTEESPSSRCIQKDIGTQTNL 


WO 01/79449 


SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


H^ft^O: 


s: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acidsequefli^A Unknown; *=Stop 
codon; ^possible nucleotide deletion; V°possible 
nucleotide insertion) 


KCRRGIENWEFISSTTVRSPLQEAES 
KVSMALEETLRQYQAAKSVMRSEP 
EGCSGTIGNKIIIPMMTVIKSDSSSD 
ASDGNGSCSWDSNLPESLESVSDVL 
LNFFPYVSPKTSITDSREEEGVSESE 
DGGGSSVDSLAAHVKNLLQCESSL 
NHAKEILRNAEEEESRVRAHAWNM 
KFNLAHDCGYSISELNEDDRRKVEE 
IKAELFGHGRTTDLSKGLQSPRGMG 
CKPEAVCSHIIIESHEKGCFRTLTSE 
HPQLDRHPCAFRSAGPSEMTRGRQ 
NPSSCRAKHVNLSASLDQNNSHFK 
VWNSLQLKSHSPFQNFIPDEFKISKG 
LRMPFDEKMDPWLSELVEPAFVPP 
KEVDFHSSSQMPSPEPMKKFTTSITF 
SSHRHSKCISNSSVVKVGVTEGSQC 
TGASVGVFNSHFTEEQNPPRDLKQK 
TSSPSSFKMHSNSQDKEVTILAEGR 
RQSQKLPVDFERSFQEEKPLERSDF 
TGSHSEPSTRANCSNFKEIQISDNHT 
LISMGRPSSTLGVNRSSSRLGVKEK 
NVTITPDLPSCIFLEQRELFEQSKAP 
RADDHVRKHHSPSPQHQDYVAPDL 
PSCIFLEQRELFEQCKAPYVDHQMR 
: ENHSPLPQGQDSIASDLPSPISLEQC 
QSKAPGVDDQMNKHHFPLPQGQD 
CVVEKNNQHKPKSHISNINVEAKFN 
TVVSQSAPNHCTLAASASTPPSNRK 
ALSCVHITLCPKTSSKLDSGTLDERF 
HSLDAASKARMNSEFNFDLHTVSS 
RSLEPTSKVLLTSKPVAQDQESLGFL 
GPKSSLDFQVVQPSLPDSNTITQDL 
KTIPSQNSQIVTSRQIQVNISDFEGHS 
NPEGTPVFADRLPEKMKTPLSAFSE 
KLSSDAVTQITTESPEKTLFSSEIFIN 
AEDRGHEIIEPGNQKLRKAPVKFAS 
SSSVQQVTFSRGTDGQPLLLPYKPS 
GSTKMYYVPQLRQIPPSPDSKSDTT 
VESSHSGSNDAIAPDFPAQVLGTRD 
DDLSATVNIKHKEGIYSKRWTKAS 
LPVGEKPLQNENADASVQVLITGDE 
NLSDKKQQEIHSTRAVTEAAQAKE 
KESLQKDTADSSAAAAAEHSAQVG 
DPEMKNLPDTKAITQKEEIHRKKTV 
PEEAWPNNKESLQINIEESECHSEFE 
NTTRSVFRSAKFYIHHPVHLPSDQDI 
CHESLGKSVFMRHSWKDFFQHHPD 
KHREHMCLPLPYQNMDKTKTDYT 
RIKSLSINVNLGNKEVMDTTKSQVR 
DYPKHNGQISDPQRDQKVTPEQTT 
QHTVSLNELWNKYRERQRQQRQPE 
LGDRKELSLVDRLDRLAKILQNPIT 
HSLQVSESTHDDSRGERSVKEWSG 
RQQQRNKLQKKKRFKSLEKSHKNT 
GELKKSKVLSHHRAGRSNQIKIEQI 
KFDKYILSKQPGFNYISNTSSDCRPS 
EESELLTDTTTNILSGTTSTVESDILT 
QTDREVALHERSSSVSTIDTARLIQA 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me SEW) NO: 


tho 
d 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acid sequefRP( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


FGHERVCLSPRRIKLY\SSITNQQR\R 
YLEKRSKHNSKESAGLTGHPLVTSE 
HTRRRHIQPPTSATACRQPLMTFCF 
YGFAYSGPFI 


3663 


9160 


3938 


354 


NRILVITSKAGEVIKHGDLRCVRDE 
GMPIYKAPLEKGILIIQFLVIFPEKPL 
ALSGKSFLQLEALLPP\RQKVRITDD 
MDQVELKEFCPNEQNWRQHREAY 
EEDEDGPQAGVQFQTA 


3664 


9161 


3939 


204 


374 


DHGFL1PLTQGDQKGPPRVHPL*AC 
YHWNQREKVISSCIGCICMSQIKDP 
LVKKKKK 


3665 


9162 


3940 


39 


385 


3666 


9163 


3941 


200 


AGVQWRDLSSPQPPPPGFKRVSCLS 

LPSSWDYRPQPRLANFC/DFLVEMG 

FCHVDQ\AGLELLTSGDPPASASQS 

AGITGVSHRTQPCLLFLKTKTWGK 

WEKDGMFWEMNGAQDQQE 


FETGSYSVT\RLVFSVQISAHCNLCL 
PGPSDPPTSASEVVGTSVCHRYTQLI 
VIYPLQLPKLFRLQV 


3667 


9164 


3942 


458 


LFYGVYFLFPLNSCILFVSFTVNHLQ 

IFFFGGGMKSWSVRRLECSGVILAH 

CNLRLPGSSDSPASASRVAGTTGTC 

HR\ARLIFVFLVEMG\FHHVG/RRDG 

LGSPDLVIHPPRYTPKGVGGLQGVSH 

CGPGPSPQGFYLKIKELGSSQGGEQ 

FP 


3668 


9165 


3943 


2499 


3669 


9166 


3944 


855 


2479 


PGGSGPGFPTLEGSSKAGRELGIGY 

EPGSSGVGAPLTPHKKMKKRKELN 

ALIGLAGDSRRKKPKKGPSSHRLLR 

TEPPDSDSESSSEEEEEFGVVGNRSR 

FAKGDYLRCCK1CYPLCGFVILAAC 

VVACVGLVWMQVALKEDLDALKE 

KFRTMESNQKSSFQEIPKLNEELLSK 

QKQLEKIESGEMGLNKVWINITEM 

NKQISLLTSAVNHLKANVKSAADLI 

SLPTTVEGLQKSVASIGNTLNSVHL 

AVEALQKTVDEHKKTMELLQSDM 

NQHFLKETPGSNQIIPSPSATSELDN 

KTHSENLKQDILYLHNSLEEVNSAL 

VGYQRQNDLKLEGMNETVSNLTQR 

VNLIESDVVAMSKVEKKANLSFSM 

MGDRSATLKRQSLDQVTNRTDTVK 

IQSIQKEDSSNSQVSKLRE*LQLISAL 

TNKXPESNRPPETADEEQVESCTSKP 

SALPKFSQFLGDPVEKGCPKLRTYS 

P*QGVSKH*KIFQDLFR\KTGQDV\D 

GKLTYQEIWTSLGSAMPEP\ESLRAF 

DNSDGDGRYSFLELRVALGI 


3670 


9167 


3945 


336 


519 


AALPCEPAFSPLQEVQRGLQDRGQ 
NQTQRPFFL\NVVQA\VSQEG\ACV\ 
YAVSELRKEWGRPQ 


3671 


9168 


3946 


252 


2104 


LCASSCPFICPPIRPSVCPPAAPLLLG 
CRAMARGYGATVSLVLLGLGLALA 
VIVLAVVLSRHQAPCGPQAFAHAA 
VAADSKVCSDIGRAILQQQGSPVDA 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 

sequence 

SEQ ID 
NO: or 

UCUtlUC 

sequence 

Mc 
tho 
(j 

inUSSN 

fl0/77fl 1£A 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for Iflst 
amino acid of 
peptide 
sequence 

Amino aciu sequnmr ( A=Un known; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







TIAALVCTSVVNPQSMGLGGGVIFT 

IYNVTTGKVEVINARETVPASHAPS 

LLDQCAQALPLGTGAQWIGVPGEL 

RGYAEAHRRHGRLPWAQLFQPTIA 

LLRGGHWAPVLSRFLHNSILRPSL 

QASTLRQLFFNGTEPLRPQDPLPWP 

ALATTLETVATEGVEVFYTGRLGQ 

MLVEDIAKEGSQLTLQDLAKFQPEV 

VDALEVPLGDYTLYSPPPPAGGAIL 

SFILNVLRGFNFSTESMARPEGRVN 

VYHHLVETLKFARGQRWRLGDPRS 

HPKLQNASRDLLGETLAQLIRQQID 

GRGDHQLSHYSLAEAWGHGTGTSH 

VSVLGEDGSAVAATSTINTPFGAMV 

YSPRTGIILNNELLDLCERCPWGSGT 

TPSPVSGDRVGGAPGRCWPPVPGE 

RSPSSMVPSILINKAQGSKLVIGGAG 

GELIISAVAQAIMSKLWLGFDLRAA 

IAAPILHVNSKGCVEYEPNFSQEVQ 

RGLQDRGQNQTQRPFFLhJWQVAVS 

QEG\ACVYA\VSDL\RKSGEAARS 

3672 

9169 

A 

3947 

2 

97 

GLGRWLT/PVIPTLWEAKKGRSPEV 
RSSRPVKS 

3673 

9170 

A 

3948 

3 

308 

PEDSDEKSLSSSVWHVRRPSRRVP 
RMPRGSRSRTSRMAPPASRAPQMR 
AAPRPAPVAQPP\QPCLYEIKQFLEC 
AQNQGDIKLCEGFNEVLKQCRLAN 
GLA 

3674 

9171 

C 

3949 

38 

154 

MXSNSFWSVPRTRVTSSSVRVSMR 
CCYDFILCELIRIKS* 

3675 

9172 

A 

3950 

1 

192 

GSNAEP/ARPDLTY/QEP/QGTQPAQ 
QQQPCLYEIKQFLECAQNQGDIKLC 
VGFNEVLKQCRLANGLA 

3676 

9173 

A 

3951 

1 

254 

LMARMQTLKLAVLWASAIGHTWV 
HAFTGAFSGGSNAEPARP/DITYRSL 
YEIKQFLECAQNQGDIKLCEGFNEV 
LKQCRLANGLA 

3677 

9174 

A 

3952 

1 

142 


3678 

9175 

A 

3953 

1 

325 

FFFEMESCSVAHAGVRWA/DLSSLQ 

SPFPGFKRFSCLGLLSSWDYRRLPP 

HPANFNYFLVDTGFHHVGQAGLELL 

T/S/GDPPASASQSAGITGTSHRARPT 

VNTFNRPPAS 

3679 

9176 

A 

3954 

3 

304 

HEGREKRRVLGAEAGGGRSCEIGV 

PLEWWRPLMRVRVRMCOLMLML 

RWGASFAWYCCFLSFCNWL\SSEDT 

TGLMITFMLR1SALLMRSLQNPEAM 

TLPW 

3680 

9177 

A 

3955 

3 

961 

LLLLNSRPRRRDRLVTLESWANDPD 

YLKRQVGFCAQWSLDNLFLKEGRQ 

LTYEKVNLSSIRAMLNSNDVSEYLK 

ISPHGLEARCDASSFESVCQSFCVD 

AGVWDYEVTVVTSGVMQIGWATR 

DSTFLNHEGYGIGDDEYSCAYDGC 

RQLIWYNARSKPHIHPCWKEGDTV 

GFLLDLNEKQMIFFLNG/TPA/RPPEE 

QVFSSTVSGFFAAASFMSYQQCEFN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

s^PDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu seqil«Br( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







FGA\SPFKYPPSMKFSTFNDYAFLTA 
tE.R.UL\rRHi<JRLALLKQVSIRETAGS 
LCCDEVADTQLKPCGHSDLCMDCA 
tA^LE. i ^rLCKKblVbRlRQlSHIS 

368] 

9178 

A 

3956 

4 

101 

RQSLAMLSRLA\LNSWPQVILLPWP 
PKVLGLQA 

3682 

9179 

A 

3957 

21 

338 

HPVLAITLSIFIFVAFAYAEEELDEIQ 
P/CIMMKTLNKLGIEGMCLNSIKAIY 
/DKaNANr 1LNKEKLKAFFLRSGTRQ 
IRPNFQ/PLLFNIVLEVLAKEIRQEEEI 
KV 

3683 

9180 

A 

3958 

90 

360 

ALICLVDIESGENSTTRPRFASHDQV 
CIALLR 1 A\G1LCLETFIDSPSHGSRH 
FLFVLSSPPLTLFPLLHIYLLAVVVPI 
VSPLLSLSDPP 

3684 

9181 

A 

3959 

1 

424 

CGRRFSTRSDLTKHRRTDTG\EKPN\ 

RCELCGKRFTCVSNLNVHRRNHAG 

HKPHKCPECSKAFSVASKLALHRKT 

HLGERPAECARVGQVLQPQPAPLS 

QHQRGPHAPPAPLPPLPSSPAVGHC 

PQSFEGGRLEQEKAKGSL 

3685 

9182 

A 




blASYFTLVCHLLRJCCHPRLGTVAH 
i YNro 1L(juK(jRW1MR\QEFETSLT\ 

3686 

9183 

A 

3961 

1 

936 


3687 

9184 

A 

3962 

1 

1023 


3688 

9185 

A 

3963 

15 

337 

RINNTISWLIYVCKFCLSSFSIYLIIIIII 
IIFFETESHSVAQAGVQWRNLGSLQ 
fFrrKJ* KRr SCLSFPSS WD YRCPPPR 
PANFCIF\SRDGVSPCWPGWFRTPDL 
R 

3689 

9186 

A 

3964 

3 

1105 

HASALTPVVCMLSAIAFSNVFEHYL 

GDDMKRENPPVEDSSDEDDKRNQG 

NLYDKAGKVRKHATEQEKTEEGLG 

PNIKS1VTMLMLMLLMMFAVHCTW 

VTSNAYSSPSVVLASYNHDGTRNIL 

DDFREAYFWLRQNTDEHARVMSW 

WDYGYHIAGMANRTTLVDNNTWX 

NNSHIALVGKAMSSNETAAYKIMR 

TLDVDYVLVIFGGVIGYSGDDINKF 

LWMVRIAEGEHPKDIRESDYFTPQG 

EFRVDKAGFPTLLNCLMYKMSYYR 

FGEMQLDFRTPPGFDRTRNAEIGNK 

DIKFKHLEEAFTSEHWLVRIYKVKA 

PDNKfc I LDHKPKVTNIFPKQKYLSK 

KTTKRKRGYIKNKLVFKKGKKISK 

KTV 

3690 

9187 

A 


1 
J 

1Q1 

AN V vr 1 QLLl WYG VDVRSRDARGL 

TALAYARRAGSQECADIL1QHG\CS 

AEGCGLSSTCY 

3691 

9188 

A 

3966 

640 

961 

DGVSASCCPGLGVQWVRFLGSUQP 
SASWGFKQFSCLSLPSSWDYRRALP 

PPJKFANF/SVFLVKMGFLHVGXQAG 
LELLTSGHPAASASQSAGITGVSHR 
TRPAASILI 

3692 

9189 

A 

3967 

2 

334 

VGLYGRIEASSPMGEGNRW*SGTPA~ 
NQG*QEQGIARPKPRGEPGLRNEGG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SEf^NO: 

in USSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequOWpf X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







PGAILPGRWAGV*GPTGQEGR*RGS 
QESCPCPAQSSCSHRVAGLDVGGSH 
GHSAAFPATP 

3693 

9190 

A 

3968 

1 

361 

ARARLRHLRDLRAPAGPVGGLCAA 

GTACGWPGPGPLLGERVRAFLRR* 

RAQHLLHHHRVRAPLPGWREAAG 

GAPPFLGTYGPESQVRLRDAVVPEA 

GGQDSGSSGSASLRPRSSFSCSCS 

3694 

9191 

C 

3969 

151 

373 

MPTAVXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXVLPFLV 
LEVMQCLCPVLLLYYDPNSKTRYV 
FFKTR* 

3695 

9192 

A 

3970 

50 

441 

1PSPPDGFFSNLGTRKPFFPCNFSCQ 

NILLLTRKILLKSFLYPFFFLRWSLA 

LPPAVLSAHCNLCPPGSSDSLAS AS* 

VAGITGVHHQAWPVLPFLVLEVMQ 

CLCPVLLLYYDPNSTPRYVFFKTRT 

FIA 


y\y3 

A 

3971 

*> 

3 

224 

FLRWSLALPPAVLSAHCNLCPPGSS 
DSLASAS*VAGITGVHHQAWPVLPF 
LVLEVMQCLCPVLLLYYDPNSFV 

jOy / 


A 

A 

3972 

1 

214 

PIQFKQRLPFGFLFVFVF*EGVLLCH 
PGWTAVTEDRSWLTATSTSWAQVI 
LQSSCLSLPGS*DYRQCLPGV 

joyo 

9195 

A 

A 

3973 

154 

34 1 

KNFFRGQFWFVA*AGVQWGHFRSL 

QPQPSGVKQFFPLGLPKPLDCRCES 

HRVPFLFLGLETL 

3699 

9196 

A 

3974 

3 

379 

FALVAQAGVQWCSFDSLQPPPPGF 

K*FSCLSLPSSWNYRHLPPRLANFV 

FLVEMGFHYVGQASLELLTSGDPPA 

SASQSAGIRGLSHCTWPHVSGFIMQ 

YEYTLCFMVFIMSFWRNCRKVAKY 

LK 



A 

A 

3975 

2 

35 

LKQAPCLCLPSS*DYRHLPPCLSNF* 
NFL*R*GLSLLPRLVSNS*PQAICPRR 
PPKVLRL*AQTSPLPLPTK 

3701 

9198 

A 

3976 

1958 

23 16 

IHSSPTKATFFLRQSLALSPRLEYSG 

AISAHCNLCFPGSSDSRALAS*AAG 

TTGACHHIRLIFFLFFVFLVETGFHH 

VGQAGLELLVSSDLPILVSLSARITG 

VSHHAQPPPKLLNALL 

3702 

9199 

A 

3977 

2 

80 

SLCICMCVCACIRTHA*MYVCVCV 
HTHACMNATSPSWVF 

3703 

9200 

A 

3978 

123 

452 

KTGSNFAPQLEAQGGNLG*LNPWP 
PG*KQFSGLTLLITW1NGAPPPPRAN 
FGIFNKKGVTPCGQGGPKTRDLGIG 
PSKPPKGLEFRAQPPEPALMGKFYP 
MVNLSNVPPF 

3704 

9201 

A 

3979 

3 

250 

AIAAH*NLHLLGSSNSSASVSRVAGI 
TGARHHTQLIFVFLVETGFHHVCQA 
GIEFLTSGDTSTSASQSARITGMSHH 
TWPKQ 

3705 

9202 

A 

3980 

2 

257 

PRSSPTCPACLCVQVNPPAQDPEDP 
APQLSPQPQDPAKPPPQPYNPYKPY 

riNJLAJ^UJL rV^lN iLllVLMVolV Y YH 

MGI1ETVKSQ 

3706 

9203 

A 

3981 

2 

147 

LVEMGFHHVSQAGLKLLDSGNLSA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SI^B NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent A=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possibIe 







S*RSAGITGISHRAHPPNSTNIYA 

3707 

9204 

A 

3982 

3 

446 

QVVRGFGRVSKQMGIPTANFPEQV 

VDNLPADISTGIYYGGASVGSGDVH 

KMWSI* WNPYYKNTKKSMETHIM 

HTFKEDFYGEILNVAIGD*LRPDKN 

FDCLESLISPVQGDTD*AK1RLELPE 

HLRI*EDTFFQVSLNRTMIVTDDK 

O T AO 

3708 

9205 

A 

3983 

1 

162 

FFFRVKASICCPGWSTVAQ* *LTAA 
SDSWAQKSSCFSLWSSWDNRRGLP 
HLANK 

3709 

9206 

C 

3984 

131 

442 

MNIPLSMSLVVSNSMQDVFWXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxx* 

3710 

9207 

A 

3985 

141 

429 

TGSHFVAQAGMQWCNLWSMQLLP 
AGLR*FPYLSLPSSWDYRHAPPCST 
HFLYFFVEMGFCHVAQVGLELLAS 
SDVPTYASQSAGITGVSNHPRPF 

3711 

9208 

A 

3986 

1577 

1879 


3712 

9209 

A 

3987 

1 

219 

EM*SCRVTQAGVQWCNLSSLQLPS 
PGFKQFSCLSVPSGWGYRCMPPHP 
ANFCIFSRDRASPRWPGWSQTPDLR 

3713 

9210 

A 

3988 

1 

414 

FF*TGSCFVSQAGTQQQDHSSLQP* 

TPGLKPSSHLCLLSSWDNRHLIFKFF 

VEMGSRHVAQAGLQLLGSNNPPTL 

AS*SARIISWSHRAQPTCTLCSWLC 

DSGAGTAESFLWQPALSRVANRGC 

CRRPGKLKEKQGT 

3714 

9211 

A 

3989 

3 

666 

FFVETGFCHVGQAGLELLGSGNLPA 
AASQSAGITGMSHRVRQHS*YETHR 
KVFYS 

3715 

9212 

A 

3990 

1 

436 

FFFFFLRQNLTLSPRL*CSGT1LAHC 

NLQHPGSSDSPASASQVAGITGVRH 

HIWL1FVFLVEMRFHHVGQASLELL 

NSGYLPTSASQSAEITGVSHCAQLQ 

PGILMHGLRRLTDLDDNVHHPRSRL 

KVTSSSAHPGAASSSFLHL 

3716 

9213 

A 

3991 

167 

563 

SESASEFSIFYLFIIIIIIIIIIETRSCSVA 

QTGVQWCDHGLLQPRPPWFRPSCH 

LSLLSSRDYR*APPHPANTFNFFLLE 

IGSHYVAWGSLELLGSSDPPASASQ 

SVEIIGVSHRGPDSQKSFIHLSPRFP 

3717 

9214 

A 

3992 

3 

456 


3718 

9215 

A 

3993 

78 

129 


3719 

9216 

A 

3994 

96 

251 

MDQYSRNSPLEVNGQQLLGWYQH 

ALRCKWNF*APLCYCSHTVFNSQPT 

HTEE 

3720 

9217 

C 

3995 

94 

351 

MKRISTTQYYHCQDYDLRHSKHMF 
CLVSTAFQKVKPLYKYLEILQENLD 
PQGKDSRWFSVISSPRSQNVKVWR 
HLQSCLTSHCKH* 

3721 

9218 

B 

3996 

1 

431 

MAVASTKSRWETGEVQAQSAAKT 

LSCKDIVAGDMSNKSFWEQKGGSK 

TSSTITAQIAFLQGERKGQENLKKD 

LVRMIRMLEYALKQKRAKYHKLK 

YGTELNQGAMKPPSYDSDEAQQQA 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SBPIDNO: 

in USSN 
09/770,160 


Nucleotide 
location or 
first codon 
for peptide 
sequence 


Nucleotide 
location or last 
codon for last 
amino acid of 
peptide 
sequence 


iu^i^^J 


PCT/US01/08656 


Amino acid sequ^HP'( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


MRSVHGPLHILSAPPASQQKRPTER 


3722 


9219 


3997 


772 


1391 


IANNKDALRKTWNPKFTLRSHFDGI 
RAL AFHPI EP VLITA SEDHTLKM WN 
LQKTAPAKK*EYSTLTLFEYFK*HA 


3723 


9220 


3998 


3215 


3491 


SAKVLRPTFFFFFFFFFFFAIESHCVT 
QAGVQWCNLASLQPSPTEFK*FSCL 
GLPSSWDYRCVPPHPANFYIFSRDR 
VSPCWPGWSKTPDLK 


3724 


9221 


3999 


779 


MNNGRNYRCQNLVDKGVGENRGP 

ADNRMLVAHQCSREEKLKEPDEQV 

TPAVCQQDSLAMERLGRSPTAEEK 

VPETTTRFWAPGVEAPGDDAERRR 

REASGPATRHSPLPTAGITAPKAGS 

AKVQLSILKPSKLDKCSHKTSHTKS 

SYHYFLHYPVSSTVQPVAAAATPSY 

ALIGSSLWPVNERGRQEESRTCIIDQ 

SAWHVGRAEIRKLLPYCSTQGGLK 

YSDVTSGMVKDPPDVL/DRQKCLD 

ALAALRHAKWSSEIRF 


3725 


9222 


4000 


12S6 


MEMRRYEEDMYWRRMEEEQHHW 

DDRRRMPDGGYPHGPPGPLGLLGV 

RPGMPPQPQGPAPLRRPDSSDDRYV 

MTKHATIYPTEEELQAVQKIVSITER 

ALKLVSDSLSEHEKNKNKEGDDKK 

EGGKDRALKGVLRVGVFAKGLLLR 

GDRNVNLVLLCSEKPSKTLLSRIAE 

NLPKQLAFISPEKYDIKCAVSEAAII 

LNSCVEPKMQVTITLTSPIIREENMR 

EGDVTSGMVKDPPDVLDRQKCLDA 

LAALRHAKWFQARANGLQSCVIIIR 

ILRDLCQRVP\TWS\DFPSWAMELLV 

EKAISSAS\SPQSPGDAL\RRVF\ECIS 

SGVILK\GSPG\LLDPCEKDPFDTLG 

QQ*PDPASRED/LSTSQCHSLPLETS 

LAFPPRYHKV\LGMDPITRK*AQRF 

NI\HNNRKRRRD\SDGVDGFEAEGK 

KDKKDYDNF 


3726 


9223 


4001 


379 


DLPASATQNAGITGVSHHIWPRIIFL 
LW*KTFTILTFLSVQYSSSNYIHPVC 
NRALELFKSYKTETKLNFPSPPPPIP 
VNLHCIFFF*GLTFLLGFFSLPKYRG 
FTNFVSPCTVAMLTRGGGGGEF 


3727 


9224 


4002 


229 


445 


RPGPNFGLLETLTWGLKGTLWLNP 
PKNWELGAHPPTPGNFWIF*KGGF 
WNVSQGGSKTRGLRELPPFSWKKG 


3728 


9225 


4003 


192 


529 


HEVLNFLTSCVLTTLVFLIADIIWLS 
CRTRSLPFVATTLEVLPLSLIGLCHH 
TILVFISNAFFI*KAYFVTSSFIMFP*S 
FFLFNISVLSYMYLTFSHLTSFVIAY 
FSYSHI 


3729 


9226 


4004 


330 


754 


SDLSQKESSSSLSKFLVTEKNSSLGS 

GGCDMANKENELACAGHLPEKLH 

HDSRTYLVNSSDSGSSQTESPSSKYS 

GFFSGGFLRDHETM\AQVLFSRDMR 

LNVALTFWRKRSISELVAYLLRIED 

LGVVVDCLPVLTNCLQE 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
(ho 
d 

SEWi NO: 

in USSN 
07/770,161) 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequcUW( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 

3730 

9227 

A 

4005 

296 

861 

VSQDHETMAQVLFSRNMRLNVALT 

FWRKRSISELVAYLLRIEDLGVVVD 

CLPVLTNCLQEEKQYISLGCCVDLL 

PLVKSLLKSKFEE*CY*WVLTGLQA 

VIKRWWSELSSKTEIINDGNIQILKQ 

QLSGLWEQENHLTLVPGYTGNIAK 

DVDAYLFPVTIEGFHLLKSIWFFKTS 

LELYNLQKKKVSV 

3731 

9228 

A 

4006 

2 

265 

NNFFSFSETESHSVTQAEAQWYDNS 
SLQP*ILGLKQSFCLSLPSNWDHRC 
APPHPQFSFLIPGLYVSQFILGNKPSS 
LPCQMFKSAV 

3732 

9229 

A 

4007 

3 

295 

HFNLSHRSAQAKGNRYKEAEALTN 
AAVHVDDMPNALNALIDLRAHNLG 
QDPVNFKRLSHCLLVTLAAHLLAEL 
TPAVHA*LDKFLASVSTVLTSKYT 

3733 

9230 

A 

4008 

1 

1077 


3734 

9231 

A 

4009 

3 

285 

ETESRLATQAGVQCCDLGSLQPLSP 
GFK'FSCFSLPSSWDYRYPPSCQAN 
FCILVEMGFHHVGQASLELLTSGDP 
PASASQSARITGVSHRAQ 

3735 

9232 

A 

4010 

1 

338 

VIATYHGGLCTQKSQPPPPQALWSA 

STSTINLMVSTEPLALTETHICKLPK 

D*GTCRDFILPWDYDSNTKSCARF 

WYGRCSANENDFGSQSECEKVCAP 

VLCKPGVISEMAT 

3736 

9233 

C 

4011 

269 

526 

MLARLVSNSLPQVIHHTQPRVGSPT 
RIPTLSLNLPLPLALTSLRWDRHQLR 
GQGHWGAQELRAITGFKDHQVWQ 
TLNCSLCVPKP* 

3737 

9234 

A 

4012 

2 

51 


3738 

9235 

A 

4013 

83 

5229 


3739 

9236 

A 

4014 

3 

45 

EVVHALRCRWWSWGLKLDLLTPEP 

EPICGPALLSRSSLRGSHPTAFLLPP 

QVSQ*RGELGPSTFRAFRAEFPTSRG 

SKDNKEKNQQEQDMAKPATGTGQ 

G*GADGGAGA 

3740 

9237 

A 

4015 

3 

323 

LLWKVESSWRDQKDIMSWEWDKR 

RRRHHLTDRSQLCSKVKFQVDCDLI 

EWGTWIINLKQYNAYHCEGECHNP 

VG*KFHQSNHAYIQVGCQVLGGEE 

AVIWHWGTGL 

3741 

9238 

A 

4016 

2 

279 

FFFFEAKSHSVTRMLECNGAISAPC 
NLHLPGSSDSPASASQVVGITGVYH 
HTQLIFIFSVETGFCHVGQDGLNLPD 
LMIHPPWPPKVLG*QA 

3742 

9239 

A 

4017 

166 

939 


3743 

9240 

A 

4018 

2 

225 

KELTGRRCAEPPHPRPSPQLLTEEPF 

TKGRFSGEWRGRNAASMKTGPFAE 

HSNQLWNISAVPSWSKVNQGLIRM 

YKAEP*EGADRKALCRASPPPPIPPV 

TDRGAIYKRPILWGVERQERSVYED 

WPICRALQPAVEHQRRPFLVQSEPG 

SHPHV 

3744 

9241 

A 

4019 

142 

1336 

KARGDCKHPGRCWPEQMAEGERQ 
PPPDSSEEAPPATQNF1IPKKEIHTVP 
DMGKWKRSQAYADYIGFILTLNEG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 

U 

SEt^WNO: 

in USSN 

Uy/770,16U 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seque!^^X=Unknown; *=Stop 
codon; A=possible nucleotide deletion; V=possible 
nucleotide insertion) 







VKGKKLTFEYRVSEAIEKLLALLNT 

LDRWIDETPPVDQPSRFGNKAYRT 

WYAKLDEEAENLVATVVPTHLAA 

AVPEVAVYLKESVGNSTRIDYGTG 

HEAAFAAFLCCLCKIGVLRVDDQIA 

IVFKVFNRYLEVMRKLQKTYRMEP 

AGSQGVWGLDDFQFLPFIWGSSQLI 

DHPYLEPRHFVDEKAVNENHKDY 

MFLECILFITEMKTGPFAEHSNQLW 

NISAVP\SW\SKVNQGLIRMYKAECL 

NEKFPVIQH/FSKFGSLLPIHPVHVGL 

GGAKPKEPPRGTVSCCLPFPTPAVA 

PPPSPPSVSSRLMRGCLLGLGGEMG 

LRGLRA 

3745 

9242 

A 

4020 

80 

283 


3746 

9243 

A 

4021 

61 

626 

DLICVIGVPEEEKETGAKNIFKEIMG 

ENSPHLVKDVIVHIEEIHSQIDEN*** 

Q*KSYK**QKGIIIKLRVDLLETMEA 

KCSRTPSLKCLGKESFGESWESRILH 

PAEISHRNECHMKIILDFKSEKGPDA 

VAHTCNPSILGGHTAGGSLEARSFE 

TNLPETLSLLKKLNLKEKEFVASYP 

PLVEMLK 

3747 

9244 

A 

4022 

18 

161 

TSFKNPPPPPPGGLKKIPSPPPPKKK 
KFKDVS*PTYYFLYLNASSVT 

3748 

9245 

A 

4023 

30 

262 

NRRQAGPFPAKLGRPSPKGGFPNFF 
KSSSSKSSF*KNPKGQGWGFPPLIPG 
FQGPQVGGSLGAPGLKPPWGTPQN 
PF 

3749 

9246 

C 

4024 

193 

366 

MYNYRSIPKNKYTYTYTKSYPNKIF 
SRLILYIPLGTVSQISTLNCVPRFVLL 
TWKAL* 

3750 

9247 

A 

4025 

3 

258 

TIDSLLKGLPCKQNEPWHTIQCGYL 
GNSSKWNI*YQSGKDFIRIAFCVC1C 
I/CYF* E*IYSCT* IPVRNTLNELNPLA 
KCPCPFH 

3751 

9248 

C 

4026 

164 

313 

MEGTRIFGKWVKLIQSIPNRNSCTT1 
DLFLKINIHIHTQKAILMKSFPD* 

3752 

9249 

A 

4027 

9 

373 

DRVSLCRPTLEVQWRDLGSLQPPSP 
QVQSNSPALSLPSSWDYRRVPPCPS 
♦FFVFLSRRWRFHRVGQTALFLIKM 
MGKKILKIKSNYTLGLYVGPSYSER 
MIKPQEFESSLGQHCKTPSQK 

3753 

9250 

A 

4028 

1 

336 

DRJLLHRPC WSTLARS*LTIPSNHLG 
SVFPPSALLES*DCRHTPTTPD*FLKI 
FL*RRGLTVFPRLVLNAWTQAIIQPL 
PLKALGLQDTFFKNINCDRLKVSEY 
YSDTEIEI 

3754 

9251 

A 

4029 

514 

742 

LPKC*DHRHEPPHQAKFFNFFVEMG 
SCHVPQSGLQLLGSSDLPASAFYSA 
GIAGMSHHTWPPYLFKSRHKSRFCP 
S 

3755 

9252 

A 

4030 

1 

264 

QAQGKHPGSFGPPFAGLKGFPGLGF 
PRTGNSGGFPQGGKYKGFLIKNGVP 
PSFQGGF*IPGPGSHQRLGFRG*VGR 
AL*TPGFRATLF 

3756 

9253 

A 

4031 

7 

417 

RQDLALSPRLECSDTIIAHCS1KLLG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucieo-uuc 
sequence 

» 

SEQ ID 
NO: of 

pcpiiuc 

sequence 

Mc 
tbo 
d 

S^R) NO: 

inKSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequfllK( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







SNGAPSAAS*VAGTTGTRHHAQLIF 

LK1FVETRSLYVAQASCVFPASSNPP 

TSASQSTGITGMSCCARPTSYVPGS 

DLSVLCILTHLILK1PLYRRYYYFVS 

LTYSKAEVQ 

3757 

9254 

A 

4032 

123 

376 

KTGSNFVPQAEAQGGNSG*LNPLPP 
G*KQFSGLTLLITWINRAPPPPRANF 
GIFKKKGVSPCC*GGLKTPNSGFSPF 
KPPKGLE 

3758 

9255 

A 

4033 

3 

292 

QWHKHGLLQPQPPGLK*SSHLSLPR 
SWDHRHVSPCLTNFF*FSVSMGSCY 
VAQAGLKHLASSDPPASASVGTIG 
MSTT*SKTTLYTEKLANIILTK 

3759 

9256 

A 

4034 

1 

230 

FFFTDSCSVAQAGLQWRDYRPEPP 
CPANFITIKQVQNKSVTFPARNLNK 
MRGASIMLYPIGLSLNDLMQLLSEG 
F 

3760 

9257 

A 

4035 

3 

189 

SWDYRRLPHARLIFVFLVGTGFHHV 
VQAGLELLTS*FTRLGLPRCWDYRR 
EHIAPGHIWTY 

3761 

9258 

A 

4036 

2 

148 

PGSSNPPTSASQLAGTAGTHHHA*LI 
FVCLVETGFCHVA*AGV*VKFF 

3762 

9259 

A 

4037 

348 

696 

AEEQDKKGRQ*ERGKEWERETETK 
IYSRIKGNREGQAKKKWGHGELIH 
KTKDEKRKKSEEDKKLRWRKR*TN 
SQKD* IRKRLHKETANSER*EEKHK 
ERKQWRRGPKARRAISRG 

3763 

9260 

A 

4038 

1 

295 

QNQFFIFIYFKTESGSVTRLEYSGVIS 
AHCNLCHPGSSQSPASAS*AAGTTG 
AHHHIQLLFVFLVETGFHHVGQAG 
LELLTSSDLPASASQSAWGLQV 

3764 

9261 

A 

4039 

6 

151 

SQGLALLPRLISNPWVQA1LLPWPP 
KVLGL*AEIAQNKMQK 

3765 

9262 

A 

4040 

101 

318 

SNHTLGTS* HFFFETVSCCIMLHRVE 
CSGAVIAHCNLELLGSSDSPASTS*V 
AGTTAVYHHTGLSWLLNHLH 

3766 

9263 

A 

4041 

210 

306 

SWPGTVAHICNPSALGGQGGWIA* 
GQAFRQA 

3767 

9264 

A 

4042 

2 

147 

DFSVKTL*ARREWRDIFTVMKEKNF 
YPRKVYALKIPFKNEAETKKVEV 

3768 

9265 

A 

4043 

160 

525 

NTQTRSFGNRLMAPAQSSHKALTK 

KVMTNCPSETVHDSQECFFVLFFET 

VLVCLPGWSAVMLVRCSLCLLSSW 

DYRRVPPHLG*FLYF**R*CLTMLA 

RMVSNS*PQVIHLPRPPKLLGLQA 

3769 

9266 

A 

4044 

3 

72 

KTQVHFQGWQHSVHI1THPCWEKL 
ALSITPLR*DNRKLQAWNSPRLGPT 
CLFPRLALMCVLML* *NIHEYNSFQ 
RVLWVLLVNC*ISKVGSTLCISSHIP 
AGRS 

3770 

9267 

A 

4045 

313 

358 


3771 

9268 

A 

4046 

7 

308 

AGGRRARAPHLGGRGAARGRL*RV 

RGHRERGLRAAPVPRPQPQLRRGA 

AAGAVQPGQGVGRAGPPEGSEGSV 

AGVGLDLDSSCYHHSSDFYICHPMP 

ISS 

3772 

9269 

A 

4047 

92 

390 

ETGSHSVNLAGLQWCDHNSLQP*T 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

olI^IU NO: 

inUSSN 
09/770 160 

Nucleotide 
location of 

first rnHnn 

HIM VUUUII 

for peptide 
sequence 

Nucleotide 
location of last 

luuuu lur idol 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possiblc nucleotide deletion; \=possible 
nucleotide insertion) 







PGLKQSSYLSLLSS*DYRWVPPCPA 
NPMFFVEIRSCHISQAGLDLPRPSDP 
PVWGSQSAGTIGMSHHAQPREIC 

3773 

9270 

A 

4048 

65 

375 

SQLTATSTSRVQ*HDLSSPQPPPPGF 

KRFSCLSLPSGCDYRHPPPHLANFL 

YFLVETGFCHVGQAGLELLTSSDLP 

ALASQSAGITGVRYCAWPTFLIMKT 

CIPSFPLPSTSPIPLP 

3774 

9271 

A 

4049 

12 

292 

DIVSPVA*TRMQWHNLGSLQPPPPR 
FKQSLCFSLPSSWDYRCVPPCPAIFF 
VFLAEMGFCHIGQAGLELLASSNPT 
TLASQSAEPPHLAATDF 

3775 

9272 

A 

4050 

40 

343 

SSSSLILSSSVIYLLLNLSIDFLVLLLY 
FLVFRFSVCSFCFQFFVKNFNLIFYF 
FKHIKNICFKVCV*RLGFLDPLCAYF 
GCLLFL*VFSHVLSLHIPDDL 

3776 

9273 

A 

4051 

97 

282 


3777 

9274 

A 

4052 

3 

336 

FFETGSRFVTHAGVKWHNHDSLHP 

QPPRLK*FSYFSLLLSSWDHRHVPP 

RPANLVYLL*RGGPPSMLPRASLEF 

PGLQVNSSLPSALPKVLGITG*GHRP 

RPKVTFHQRG 

3778 • 

9275 

A 

4053 

3 

294 

CCFGDGVSLCRPGWSIECSGNHSSL - * 
QAVEPPRLR*SSRLSLLGSWDPSHV 
PLHLANF*TFCTHGVLAMLPLAGLK 
TPWAQTIPPHLSLPKVLGLQG 

3779 

9276 

A 

4054 

16 

308 

MPQPN*SNPPVNCRQLPRGPPSQVP 
PRIHLSPKYSPSPEASAPDLQKKGNL 
QAPRRPGEVLETPRKPESSCMKPFP* 
REIKPLPPPRLTPSVHSMVL 

3780 

9277 

A 

4055 

445 

448 

1S*HCDASASIFRKKQRKQINKHPTL 

ASRVLGLAMEMQDETWCSGQSET 

VN*SQTAQNHPQPGS*PAGVCLWV 

ASSQHFTPQPLKKKPNPDSAKLNSA 

SDSLTEVILCKIFSAWQTDK 

3781 

9278 

A 

4056 

- 

3 

284 

CLSLLSSWDYKCLPPRLGYFLYF** 
RRGFTVLARMVSISRMVSISRMVSIS 
*RRDPPASASQNAGITGVSHCARPK 
EQKLFYPEVSCLYLGLY 

3782 

9279 

A 

4057 

428 

636 

DYH1 VSLLHLF* FLETGSHS VTQAGI 
QWCDHSSL*PRTPGLKQSSCLSLPE* 
LGLQE*VTVPGSYSLFF 

3783 

9280 

A 

4058 

2 

113 

FFGRDGVSLCCPDWS*TPGLKGSSC 
LGLPKCWDYRRE 

3784 

9281 

A 

4060 

36 

359 

RSGVQNGFHQAEVLSVRLCFSTEAL 

GQNPMPFPAPPGATSSPGPRPSCHL 

HSQKL/TLLHAQTLVTPLPL*GLGLS 

AWRTLAGGAPGLHPFTTHALSTPET 

IPGAYRRT 

3785 

.9282 

A 

4061 

17 

168 

APGMVSGVLSACVVNGWSPGAPPA 

SVLQA/PQT*PF*SRPHVTSQPLLKA 

PH 

3786 

9283 

A 

4062 

2 

375 

FFFFFENHTNLLSYSSRGSGVQNGF 

HQPEVLSVRLCFSTEALGQNPMPFP 

APPGATSSPGPRPSCHLHSQKLPLLH 

AQTLVTPLPL*WPPW1TQGPPQPST 

GHLPTTEILKLKHRRRVPFCHAR 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 

mirlort-tiHp 

HUUtU uuc 

sequence 

SEQ ID 
NO: of 

npntirlp 
ucuuuc 

sequence 

Me 
tho 

Si^DNO: 

in USSN 
00/770 Ifift 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 

codon lor mm 
amino acid of 
peptide 
sequence 

Amino acia seqiilwe ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=pos$ib)e 
nucleotide insertion) 

3787 

9284 

A 

4063 

309 

620 


3788 

9285 

A 

4064 

3 

218 

LRQSYSVTQAGVQWRNLGSLQPLP 
PGFKRFSCLSLRKS*DYRRPRLPNFC 
ILVKTGVHPCWSGWSQTLDLR 

3789 

9286 

A 

4065 

1 

170 

NPKATPPQIVNGDQYCGDYELFVE 

AVEQNTLQEFLKLA*VKPVQSSPAG 

LHHHTPL 

3790 

9287 

A 

4066 

29 

483 

RRLPAVQLPLTAALCPPARLSTPSM 

SGPARSTARRATGFREIKVPSKSEVT 

RILVEGKRIQYQLVDISQDNALRDEM 

RALAEQPQGHPTPDLSTGDQYCGD 

Y/DASFVEAVEQNTVAG\FPGSLGL 

KFKPCSRVSPCWDSHHQHSPPAFQP 

GQ 

3791 

9288 

C 

4067 

33 

236 

MRHHAWLIFVLLVETGFHHVGQAG 
LEHLISGGPPTSASQSAGITGVSHHA 
WPIYLFILLSGPSRLCF* 

3792 

9289 

A 

4068 

1 

205 

AIGTDKGTRWPSEDDPGNLPEIFLFI 
LGPTADYV*RERQRSIELESFYRRV 
WGSPGGEGTGDLDEFDF 

3793 

9290 

A 

4070 

2 

44 

LSSWDYRHVPPRLANFCIFSRDGGF 
TMLARLVLNS*PQVIHPPQPP*VL*L 
QACATTPG 

3794 

9291 

A 

4071 

173 

369 

CSTLI*IRKVWLGAVAHAYNPNTLR 
GRGGRIA*GQVFKTSLGNNVKTCLF 
LPSPHNQQSLSGFLL 

3795 

9292 

A 

4072 

1 

336 


3796 

9293 

A 

4073 

1 

200 


3797 

9294 

A 

4074 

11 

392 


3798 

9295 

A 

4075 

1 

191 


3799 

9296 

A 

4076 

84 

264 


3800 

9297 

A 

4077 

2 

446 

DSARNSRVDGCE/IDRQKGTNDSLM 

MLMRELEDRFASEASGYQDNIARL 

EEEIRHLKDEMARHLREYQDLLNV 

KMALDVEIATYRKLLEGEESRINLPI 

QTYSALNFXRETSPEQRGSEVHTKK 

TVMIKTIETRDGEVVSEATQQQHEV 

L 

3801 

9298 

A 

4080 

3 

196 

SRAKGPKNYNFGQGPPTKVKGPLA 

SPFFPLLPPFPRPPWFPFPPF*NPIFPW 

W*KGPKKPFLLN 

3802 

9299 

A 

4081 

1 

187 

SIRLFFFCFFF*AETGFRHIGQAGFGL 
LTSSVPPALASQSAGIIGVSHRARPC 
SSLIVLHL 

3803 

9300 

A 

4082 

156 

326 

KLEICRRARVSLKIGFIRPGTVAHAY 

NPSTLEGRGRQIT*DQEFETSLANM 

VKPCLY 

3804 

9301 

A 

4083 

3 

448 


3805 

9302 

A 

4084 

1 

4249 

AAATIRYLKTTMAWKTLPIYLLLLL 

SVFVIQQVSSQDLSSCAGRCGEGYS 

RDATCNCDYNCQHYMECCPDFKR 

VCTAELSCKGRCFESFERGRECDCD 

AQCKKYDKCCPDYESFCAEVHNPT 

SPPSSKKAPPPSGASQTIKSTTKRSP 

KPPNKKKTKKVIESEEITEEHSVSEN 

QESSSSSSSSSSSSTIWKIKSSKNSAA 

NRELQKKLKVKDNKKNRTKKKPTP 


WO 01/79449 PCT7US01/08656 


SEQ ID 
NO: of 
nuticu-nuc 
sequence 

SEQID 
NO: of 

sequence 

Me 
tho 

in USSN 

flO/77fl 

/ / v v 10U 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequem^xx^Unknown; *=Stop 
codon; /-possible nucleotide deletion; \= possible 
nucleotide insertion) 







KPPVVDEAGSGLDNGDFKVTTPDT 

STTQHNKVSTSPKITTAKPINPRPSL 

PPNSDTSKETSLTVNKETTVETKET 

TTTNKQTSTDGKEKTTSA KETQSIE 

KTSAKDLAPTSKVLAKPTPKAETTT 

KGPALTTPKEPTPTTPKEPASTTPKE 

PTPTTIKSAPTTPKEPAPTTTKSAPTT 

PKEPAPTTTKEPAPTTPKEPAPTTTK 

EPAPTTTKSAPTTPKEPAPTTPKKPA 

PTTPKEPAPTTPKEPTPTTPKEPAPT 

TKEPAPTTPKEPAPTAPKKPAPTTPK 

EPAPTTPKEPAPTTTKEPSPTTPKEP 

APTTTKSAPTTTKEPAPTTTKSAPTT 

PKEPSPTTTKEPAPTTPKEPAPTTPK 

KPAPTTPKEPAPTTPKEPAPTTTKKP 

APTAPKEPAPTTPKETAPTTPKKLTP 

TTPEKLAPTTPEKPAPTTPEELAPTT 

PEEPTPTTPEEPAPTTPKAAAPNTPK 

EPAPTTPKEPA PTTPKEPAPTTPKET 

APTTPKGTAPTTLKEPAPTTPKKPAP 

KELAPTTTKEPTSTTSDKPAPTTPKG 

TAPTTPKEPAPTTPKEPAPTTPKGTA 

PTTLKEPAPTTPKKPAPKELAPTTTK 

GPTSTTSDKPAPTTPKETAPTTPKEP 

APTTPKKPAPTTPETPPPTTSEVSTPT 

TTKEPTTIHKSPDESTPELSAEPTPK 

ALENSPKEPGVPTTKTPAATKPEMT 

TTAKDKTTERDLRTTPETTTAAPKM 

TKETATTTEKTTESKITATTTQVTST 

TTQDTTPFKITTLKTTTLAPKVTTTK 

KTITTTEIMNKPEETAKPKDRATNS 

KATTPKPQKPTKAPKKPTSTKKPKT 

MPRVRKPKTTPTPRKMTSTMPELNP 

TSRIAEAMLQTTTRPNQTPNSKLVE 

VNPKSEDAGGAEGETPHMLLRPHV 

FMPEVTPDMDYLPRVPNQGIIINPM 

LSDETNICNGKPVDGLTTLRNGTLV 

AFRGHYFWMLSPFSPPSPARRITEV 

WGIPSPIDTVFTRCNCEGKTFFFKDS 

QYWRFTNDIKDAGYPKPIFKGFGGL 

TGQIVAALSTAKYKNWPESVYFFK 

RGGSIQQYIYKQEPVQKCPGRRPAL 

NYPVYGEMTQVRRRRFERAIGPSQT 

HTIRIQYSPARLAYQDKGVLHNEVK 

VSILWK\GLPNV\VTSAISLPNIRKPD 

GYDYYAFS\KDQYYNIDVPSRTARA 

ITTRSGQTLSKVWYNCP 

3806 

9303 

C 

4085 

258 

362 

MFYRNLMKVRAELNCSAIILIEIKA 
KVLTLFHSN* 

3807 

9304 

A 

4086 

2 

236 

QSYNSDSLFFLRRSFALVTQAGVQ 
WRDLGSLQLPSPGFK*FSCLSLPSS 
WVYRCPPPDPANFLVLVETGFHHV 
GQGWS 

3808 

9305 

A 

4087 

224 

464 

KIFLFFFFFKKRQGLTLSCRLDCSVQ 
♦HNHYPLQSRTPELKQSSCLSHPKY 
WD*RHEPLCLAPKKEDTLQEQLEIR 
LLIY 

3809 

9306 | A 

4088 

129 

315 

ILKILWIFRIFLLSIKCFF*TNMHVCV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqiraHc ( A^Un known; *=Stop 
codon; /= possible nucleotide deletion; \=possibIe 







SCLFIFLTVSFIEQTF*ISFFYASWIML 
LMSFFF 

3810 

9j07 

A 

A 

4089 

1 

190 

FFF*IGPHSVAQAGVRWCDLGSCSL 

NLPGSSDPPASASQVAGTTGVHYYT 

QLIFKFFIEMRAP 

JO 1 1 

01051 

A 
A 

zinon 

t 
1 



jo IZ 


A 

A 

/trtoi 
4uyi 

1 

7044 


3813 

9310 

A 

4092 

170 

422 


Join 

Oil 1 

A 

A Am 
4U93 

1 

3230 


3815 

9312 

A 

4094 

3 

151 

DTATCCAKWNTEDKVSHVSTGGG 
AS*ELLEGKALPGVDATSTIYYFPAF 

3816 

9313 

A 

4095 

2 

1446 

SLRSARRQSAPSLTESPTSLPSCISK 

MSLSNKLTLDKLDVKGKRWMRV 

DFNVPMKNNQITNNQRIKAAVPSIK 

FCLDNGAKSVVLMSHLGRPDGVPM 

PDKYSLEPVAVELKSLLGKDVLFLK 

DCVGPEVEKACANPAAGSVILLENL 

RFHVEEEGKGKDASGNKVKAEPAK 

IEAFRASLSKLGDVYVNDAFGTAHR 

AHSSMVGVNLPQKAGGFLMKKEL 

NYFAKALESPERPFLAILGGAKVAD 

KIQLINNMLDKVNEMIIGGGMAFTF 

LKVLNNME1GTSLFDEEGAKIVKDL 

MSKAEKNGVKITLPVDFVTADKFD 

ENAKTGQSTWA\SGITPG\WMGLDC 

CPESS\RKYAE\AVTRAKQMVWNGP 

V\GYFE\WEAFA\RGTKALMDEV\VK 

A\TSRGLPSPS*GGWRPLPTCCAQM 

ETREDKSQPM*ATGGWCPVWQLLE 

G*SPFLGVDALSQYLGTFPALLSPC 

AQPPKVNLGIFLHLPLGH 

3817 

9314 

A 

4096 

1 

747 

MDSSRARQQLRRRFLLLPDAEAQL 

DREGDAGPETSTAVEKKEKPLPRLN 

IHSGFWILASIVVTYYVDFFKTLKEN 

FHTSRSPESPAPRRGGVRASVPQKL 

AEMLSSQYGLIVFVAGLLLLLAWA 

VHAAGVSKSDLLCFLTALMLLQL/P 

VDAWRGPQLRAPPPLPPQGHARG 

CRLAARQRPPTVSTGRGEHVDSPPP 

AQRRSYLPLRLRGAEFASEPPSAPA 

HR\ATPPPVEVTPTEAGRRFRQAKG 

ALS 

Jolo 

m 1 c 

9315 

A 

4097 

1103 

1295 

EQEGTGLERRRGSPMSKDWPPPHL 
TPPQGPCGIPVHSLSPPSFS\PGPRNS 
K*ARRSTAPVDCK 

3819 

9316 

A 

4098 

1 

1302 

MVAGSDNYHEVSLHDGVIGARGCP 

PPSPSARGARSPRPPGGCARQPTEA 

GRDAEQPVWADRVRGGAAAAAGL 

GRARRGLAESDLLCFLTALMLLQM 

LWYVGRSSAHRRLFRLKDTHAGAG 

WLHRLLWIPPAFGCRPEYDNGLEEI 

VFGFEPWIIVVNLAMAFSIFYAMHA 

AASLFEVYSGISETSVLGDWSKPSTF 

DSKASGLRHLKTSKGKSSLVNASIP 

TPPSPFRPSQPSEPASQPAKPAKPAK 

PVSQPSQPSQTVPGKPAKPAKPPKPA 

KPPASQASQASQPGMPAKPAKPAS 


WO 01/79449 POYUS01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
(ho 
d 

in VSSN 
09/770,160 

Nucleotide 
location of 
first cnrinn 

for peptide 
sequence 

Nucleotide 
location of last 

rnrlnn fni* last 

amino acid of 

peptide 

sequence 

Amino acta sequHWr( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; V=possible 
iiuiicuuue insertion^ 







K/PKPGMPAKPARQPSQPAKTAKPA 

NQPSQSASQASQPASQPSRPACQPT 

KSARQPRQPSLPAAKRANATYQRS 

HSASQDRHASEPTSQPSSQHSAARP 

AATSQPDSRAANQSAVEQARQPSA 

KHSGKQQADSEAAAGS 

3820 

9317 

A 

4099 

684 

902 


3821 

9318 

A 

4100 

143 

551 

TNEFPFHSRSPPQIQTS*AHFPHLITD 

PDLLSPLSPSHHRSRPPEPTSPISPQIQ 

TC*AHFPHLITDPDLLSPLSPSHHRS 

RPPEPTFPISSPVISWAPAISFPNCCC 

KQTATDSSGFHFCLIVLIAKSPKRJSP 

G 

3822 

9319 

A 

4101 

14 

209 

ASFKVWLIWE*RPWHGTYPSCKNW 
GKFASGS VTl WFKLPSGPLALSG IL 
MRLLLLSLSLHENSVS 

3823 

9320 

A 

4102 

126 

265 


3824 

9321 

A 

4103 

74 

196 

NLGMLAHAYNSRNLGGQVRTIPG 
QKFETSHENISRPCLV 

3825 

9322 

A 

4104 

1 

217 

NIYMFLICFVLIFNFLNELIT*KHIVIF 

ICWIILSLLLLTLH*FWCHKFHVSW 

NLEFC1FYFGFKIKLDTFT 

3826 

9323 

A 

4105 

3 

268 

DRVLLCCPG WS A VSQS* LTAPQTPG 
FK*SSHLSLPSSWDYRHIPPHLAKK 
QKYFK*RWSLPVLPRLV*NSWAQA1 
FPCQPPKGLGLQA 

3827 

9324 

A 

4106 

3 

263 

DSLALSLRLECSG VI S AHCNLCFLGS 
NNSPAAASRVAGTTGACH*DWLIFE 
FLVETGFHHIGQAGLELLTEVICLP 
WPPKVLGLQM 

3828 

9325 

A 

4107 

22 

208 

SFSIQGPLLLKPNS*PGVVAHSYNPS 
TSGGQGRCIT*GQEFESSLVHMAKP 
HLYQKIQKICR 

3829 

9326 

A 

4108 

122 

339 

EKGFWFCAQGGKNLPGGNSLEPSA 
SGLKEIFGLNLLNNWE*RGGPKTPG 
NFWIWKKGGV*PLWPGWG*NPGL 

3830 

9327 

A 

4109 

2 

210 

KEKIFPSPGFKHPPPPPF*KTPLKGK 

RIFFSPPRKNWPPQR1FKKAPPSSSSS 

SSSSSSSAQPSFNSP 

3831 

9328 

A 

4110 

3 

76 

ATSESLDVMASQKR*SRSGSPMARR 

3832 

9329 

B 

4111 

1 

2142 

MGGAGSPQVILVSHTPQSASAACEE 

IAYQVAGVSGNLAPGNQPEKEGRA 

HQCLECDRAFSSAAVLMHHSKEVH 

GRERIHGCPVCRKAFKRATHLKEH 

MQTHQAGPSLSSQKPRVFKCDTCE 

KAFAKPSQLERHSRIHTGERPFHCT 

LCEKAFNQKSALQVHMKKHTGERP 

YKCAYCVMGFTQKSNMKLHMKRA 

HSYAVAVAMGGTAQCPPGATACL 

GTAICPSGLRAQRPSNLSVPEAAKP 

KSGRNRKIEAPTWALSTSKDPQTEG 

LRNPQTCVQIRSNPFCAFAQGFSLIS 

ELRTLNCFVGLCDSQSGKQQLGFYS 

GQPATEAWQKYSLAVCILRSEQEIS 

AT1U-GLKNTNVNKLDGGCGAWNF 

LGGMSEHNSPPSGRAILLPWFTEV 

FPGPWTPEQGSHICRMNLAPTFQAF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

mirlpn-ttHp 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 

in USSN 

00/77 A 1£ft 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequent X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







LPKTGFPIDPQELLQGPIERTIWPGT 

VYTFRSAIVTARAVWVRPRMDRRA 

DLSSATQSASAEKFGGRVSAGHCA 

LPLPARPVTASVYGRLARLRGCLED 

SYPSALSAQVFLDSPAVGCGLETRL 

FIEAALGPPCRATVTSRGHLLDISIT 

KSPGRPCFLSVCLHGSDQQKRKGA 

AATAKRKSKGGGVNVEGRLCTWPP 

EDPPKSWSLAFGPLQEKTTELNLHP 

RCWARCLSHWELPPGPRGRAQAPD 

WTGSKSFREQLLTFTLWGVQEKISK 

HQANQGKEAPAYTGLEDSDPGGLC 

AV* 

3833 

9330 

A 

4112 

1 

551 


3834 

9331 

A 

4113 

3 

288 

CIGLGVVAHACGPGTLGGRGGRIT* 
AREFGTSLGNIARSHLYKKRKNSES 
QMSLHLLTLDLTPYISAAFASPVDA 
DTQLSACTFQLKETPMPSF 

3835 

9332 

A 

4114 

3 

344 

VQYYGPAT*VQDGS*GYRTHMYMI 

NQIIWLQAVLKIITNKTGRALTILTQ 

QETQMRNAIYQNRLALDYLLAAEG 

EVCRKFNLINCCLHIDNQGQVFEDI 

VRDMTKLAHVPMQV 

3836 

9333 

A 

4115 

6 

185 

LAGHDRVRL*SQLFRRLRREDCLSS 
GGRGCSEP*SHHHTPVWKTKLGPV 
SKEKKYNQIV 

3837 

9334 

A 

4116 

1 

176 

QSIFQICIFFKFTVYMFKTFLKFQTV 
FLCGRCWFL*KGLIIFFTLYFKTFHH 
IVRG1K 

3838 

9335 

A 

4117 

1 

312 

GGEKNQDFTFKMESPSDSAVVLPST 

PQASCLSLPSN*DYRHPPPCPANFCI 

FSRDWVSTHVGPGWSRTPDPQVIH 

RLGLPKTIRGSEEGIPDEYQLKGTLI 

YKL 

3839 

9336 

A 

4118 

1 

112 

GKTFKQKQKQEQKKQK*ELK*KAM 
GKGPLAAGEIKKS 

3840 

9337 

A 

4119 

3 

355 

SQSTKNLPSLARDMD1QIQEAQRSP 

KRSPPRHIIFELTKVKDKEKNPKVPV 

EKHQVIYKGIFIRITAETSQARKKW 

DDISKFLKEKKKYRSKILCTANQSIR 

N*VEIASHSGSCL*SMILTA*PATVA 

HAYNP . 

3841 

9338 

B 

4120 

638 

3862 

MKGTCV1AWLFSSLGLWRLAHPEA 

QGTTQCQRTEHPVISYKEIGPWLRE 

FRAKNAADFSQLTFDPGQKELVVG 

ARNYLFRLQLEDLSL1QAVEWECDE 

ATKKACYSKGKSKEECQNYIRVLL 

VGGDRLFTCGTNAFTPVCTNRSLSN 

LAEIHDQISGMARCPYSPQHNSTAL 

LTAGGELYAATAMDFPGRDPAIYR 

SLGILPPLRTAQYNSKWLNEPNFVS 

SYDIGNFTYFFFRENAVEHDCGKTV 

FSRAARVCKNDIGGRFLLEDTWTTF 

MKARLNCSRPGEVPFYYNELQSTFF 

LPELDLIYGIFTTNVNSIAASAVCVF 

NLSAIAQAFSGPFKYQENSRSAWLP 

YPNPNPHFQCGTVDQGLYVNLTER 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location oflnst 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequent X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







NLQDAQKFILVHEVVQPVTTVPSFM 

EDNSRFSHVAVDVVQGREALVHIIY 

LATDYGTIKKVRVPLNQTSSSCLLE 

EIELFPERRREPIRSLQILHSQSVLFV 

GLREHVVKIPLKRCQFYRTRSTCIG 

AQDPYCGWDVVMKKCTSLEESLS 

MTQWEQSISACPTRNLTVDGHFGV 

WSPWTPCTHTDGSAVGSCLCRTRS 

CDSPAPQCGGWQCEGPGMEIANCS 

RNGGWTPWTSWSPCSTTCGIGFQV 

RQRSCSNPTPRHGGRVCVGQNREE 

RYCNEHLLCPPHMFWTGWGPWER 

CTAQCGGGIQARRRICENGPDCAGC 

NVEYQSCNTNPCPELKKTTPWTPW 

TPVNISDNGDHYEQRFRYTCKARL 

ADPNLLEVGRQRIEMRYCSSDGTSG 

CSTDGLSGDFLRAGRYSAHTVNGA 

WSAWTSWSQCSRDCSRGIRNRKRV 

CNNPEPKYGGMPCLGPSLEYQECN 

TLPCPVDGVWSCWSPWTKCSATCG 

GGHYMRTRSCSNPAPAYGGDICLG 

LHTEEALCNTQPCPESWSEWSDWS 

ECEASGVQVRARQCILLFPMGSQCS 

GNTTESRPCVFDSNFIPEVSVARSSS 

VEEKRCGEFNMFHMIAVGLSSSILG 

CLLTLLVYTYCQRYQQQSHDATVI 

HPVSPAPLNTSITNHINKLDKYDSVE 

AIKAFNKNNLILEERNKYFNPHLTG 

KTYSNAYFTDLNNYDEY* 

3842 

9339 

A 

4121 


124 

NVNRPVSSNEIKIIIKSLPVKKSP*LN 
GFNAEFTKHVKNL 

jOHJ 


A 


1 

197 

GFKQLS*LSLPNSWDHRHTTTTPRE 
MGFHHVGQAGPELPISGDPPAPASQ 
SAGITGVSHRTRPRI 

3844 

9341 

A 

4123 

1 

268 

QLYHLSLQSSRDHRCEPPRPANFLII 
CRDEVYVAQAGLKLPSSSDPPASAS 
KSAGSTGVSHCTQAKFYFF*NLMG 
EMRGKNNKHLTSFK 

3845 

9342 

A 

4124 

3 

301 

TEEIHGVLSWNLVPDNYPPYYHPPP 
PSYIYGAQHLLRLFVKLPEILGKMT 
FSDKNLKALLKHFDLFLKHLAEYH 
DDFFPE*AYVAACEAHYCTHNPRSI 

•/OHO 


A 
A 


2 

214 

FFFFKEMGSHYVA*AAVKWLFTGA 
IITL*SLKLLDSNNTPALSECKLHTQ 
EASVLKIKKVEIKKTKNRN 

3847 

9344 

A 

4127 

2 

382 

TMVLSPADKTNVKAA/WGMFLSFP 

TTKTYFPHFDLSHGSAQVKGHGKK 

VADALTNAVAHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHASLDKFLASVS 

TVLTSKYR 

3848 

9345 

A 

4128 

2 

253 


3849 

9346 

B 

4129 

317 

683 

AHKLRVDPVNFKLLSHCLLVTLAA 
HLPAEFTPA VHASLDKFLAS VMHR 

KLRTFY* 

3850 

9347 

A 

4130 

1 

82 

VDGWVDGWVDG*MDR*VGRWID 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo aciu seqtn^^ X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \= possible 
nucleotide insertion) 







GWVDG 

3851 

9348 

A 

4131 

1 

240 

ASTFFFFS1DRVLLCCPGWTRTPGFI* 
bbLr OLPKC WDYRSEPPCL ATFFFIK 
KKYKEEHFILILCQIVNM1LILYQPT 
Q 



A 


J 

1 oU 

KbWLFAANh VFFVEMRSHHVRQA 

GPEPPSSSDLPASASQSAGITGVHCH 
AWP*YTYL 

3853 

9350 

A 

4133 

2 

238 

SPCAGILEDDRADYQGTRKTSEYSS 
VTP*EACHT*EGPIAFISWP*KVPIQL 
TFNERNRARGFQVPYGTYDRGLPG 
TH 

3854 

9351 

A 

4134 

7 

259 

IVTAALFTLAPNQK*SKYPSSGKLIN 
KFWY1YKME*TSISNKQVSTTYSMQ 
AWVNLKSITLS*RHKGVY1I*SHLYD 
ILEKTEL 

jOjj 


A 


141 

Aft 

309 

AFDEAIAKLYSVNE*SYKGSTVIMQ 
LVRVNLAVSATSTGFIVSFVFTYPIIP 
CYLQ 

3856 

9353 . 

A 

4136 

113 

205 

HNLLMLFDLCLLYWL*LIFLIHELAE 
NLLN 

JO J / 


A 

41 j / 

i 

D 

lie 

215 

FETGSCSVTQAGVHWRDHSSLQP*S 
LGFKQPSNLSLPSSWDYRCTPPHLA 
NLCIFCKDRVTSYCPGWHPV 

3858 

9355 

A 

4138 

3 

386 


3859 

9356 

A 

4139 

1 

255 

IRLMKEGRMKGQAFIGLPNEKAAA 
KALKEANGYVLFGKPMVVQFARSA 
RPKQDPKEG'RKKRTWLFNKVGK 
WELAPKPMGLDFSL 

3860 

9357 

A 

4140 

78 

153 


3861 

9358 

A 

4141 

1 

293 

LRLPGSSHSPASVS*VAGIAGACHH 
AWPNFCVFSRDQGFTHVGRAGLGA 
PDPLDPALPWPSPKVMGFTRCEAHP 
CPSPRMRFLKYVSVPVSMVGRPE 

3862 

9359 

A 

4142 

3 

48 

PLPRKSVEPGGGTKYKTEQKKRQE 

RRDRGSK*RKQQKAATSEEQQRK* 

AKTQEDGGTKRSPDGEEDPEKKIHR 

NREGTRKKGQDPRNGVNNKNREK 

EQN*RTHTS*SQKVRRTRRGNEV 

3863 

9360 

A 

4143 

1 

276 

GTRDSV*GGLKLIPIFLMDFWKEPL 
GPAL AHELQYPGRD* SSDIWIRTAA 
SLHTLP1VGPHLLGDLASFCTLLTPD 
PCQHVPRSRADTVEMG 

3864 

9361 

A 

4144 

1 

154 

LVWS*EASKIPGGAEAAHPPTTF 

1865 


A 
r\ 


*> 

231 

FFFESGSRSVTQAGVQ*HSLGSLQPL 
PPRFK*FSCLSLPSSWDYTHVPTRPA 
NFCIFSGDGVSSCWPGWSRTPNLR 

3866 

9363 

A 

4146 

I 

303 

GTRGSVKEGAKYTSHRDMGLSTFD 
RDADQWKENCANVYG*GCRYNNC 

QAANLNGIYYPGGSYDPRNNSAYE 

TDNGVVWVSFTGAHYSLRAARMKI 

RPLVTQ 

3867 

9364 

A 

4147 

3 

372 

HAGLGAHPLHHPVIQQEGFLPAPRG 
FGYRSEVD*IRIPAESTGQNSQCQLR 

QSSTSHQCQAAL*LLLPVCLTMLRC 
ISSL1YT*NLKTVHSVRLNFIYN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

inUSSN 

vy/ / /U t IDU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 

niulnn Fnr 1 1 ct 

couoij ivi 
amino acid of 
peptide 
sequence 

Amino acid scquetfB»^7C=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 

iiucjcuiiuc iiiociiiuii/ 

3868 

9365 

A 

4148 

2 

98 

RRPFFFFFFASCI *NLISPN VQLSNFT 
CILRN 

3869 

9366 

A 

4149 

1 

230 

SGRPFLFFFQGKERVYFIPVVVLFYT 
WVQ*LRKNVVRWQKTMEPPRSW 
LMQLGHTEEGPGYPLLGETETKLFR 
TA 

3870 

9367 

A 

4150 

1034 

2354 

DRVLAPVAQTGVQWHDLSSLQPPP 

PGFKRFFCLSLPSSWDYRRPP*RPAN 

FC*FLVETGFRHVGQAGLGLLTSGD 

PPASASQSSRITGVSHRARTMGLSR 

ALYRIPALKVWLLINVELKKQMMA 

HVDVTCLINKSPSLTRPMGKRLSAE 

TGKGQKEKQKQTGAGCAVLPSRGF 

PPKAHHGRQPLTLAPSPPPRTFSPSP 

PHTHTHTHTCSPICPRQSRSFQGPR 

MPDPDPGDATCGAGPGGSAPARAA 

GPRSAPRRAKARVQARVQARAQAR 

WVRALTLLAAHPRLQPVPARIARR 

AAQSSSSPPPATPAKSPPPEASGAAA 

PPALGLERFPGASPNHLTRSTCALR 

HVGAGGAALGGPGAPRLPHRLEVG 

REEGRGRRGDGLGHGGCVEPAWEP 

GWRLPSTIKLFIKSKVSSEALEMPFL 

CICEHLLSYTYSRKHRNVI 

3871 

9368 

A 

4151 

387 

478 


3872 

9369 

A 

4152 

757 

1477 

HKENRNSLELRQNQSSP1WALPLHG 

LERKGLGRDHSSPHLPLLPSERL*K 

ASASQGPEWCCPSPRAAGPESGRCD 

QLWESPMASATWKPYRPQPSRSPQ 

RQRVVLPPLVKGKTPPLFKLLQESV 

PGDLLPGELSL*PWEKPI*NNFAFNF 

SQQCKGMFKFPQFRSLARGSNPTSL 

TGVGPLPLPREFPGEEREGAPQIFKQ 

NTANGLGPSA*MRAGTAQGCWES* 

GGNTAPGPGAVNTAN 

3873 

9370 

A 

4153 

32 

255 

SRRHDSLHRVTFCISDPHYRKWTNP 
DGTTSKIFGFVAKKPASPWENVCHL 
FAKLDPY*PAGAIVTFITNVPTAP 

3874 

9371 

A 

4154 

1 

265 

CDTVLLCHPGWSAVAQSQLTTTSA 
SQIKRFSCLNLPSSQNTRRASPHPAN 
FFYF* *R*GFTMLVRLVSNSCPQVIH 
PPLPPKVLGLQA 

3875 

9372 

A 

4155 

92 

333 

FLSFFFF* MGCHSVTQCG VKWHDLS 
SLQPPHLTFKWFSRLSLLSGWDYRC 
LAQHQASCCIFSRDGISPF*PCWYQT 
PDLR 

3876 

9373 

A 

4156 

16 

181 

ICSLPSTVDV1EFLDYYVKVSLKL*S1 
IKICDSDKHTHIHTYGYVYIFSPPGK 
PV 

3877 

9374 

A 

4157 

1 

355 

TVSLSCSVAQAGVQWHNLGSLQPL 
PPGFK*FSCLSLPSSWDHRCPPPCLA 
NFCIFL* RWGFARFCHVGEAGLELL 
TSSDLHTSDSQSAGIIGTSHHAWPH 
LLVLTCVCAHTLFRHFYL 

3878 

9375 

A 

4158 

1 

194 

FFFFFT1SY1FIYTLTTCWEFKQLAGN 
I/HL*GTVAFFYLKLLKLQDRLTNSF 
SSATTNVLAENS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucJeo-tide 
sequence 

SEQ H> 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770 J 60 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seq^^P X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=*possibIe 
nucleotide insertion) 

3o/y 


A 

A 

/I 1 CO 

112 

270 

ILGNSLFKNYK*YLSPAAVTHACNP 
NTLGGQGGPVT*AQEFETSLGNIVR 
PCL 

JOO\) 


A 

4iOU 

1 
1 

211 

RFSCLSLLSS*DYRRVPPRPAIFVFL 

VETRFHYVGQDGLDFLTSCSARLYL 

PKCRDYRRELLCPAPASLL 

3881 

9378 

A 

4161 

2 

253 

ETDSCSVAQTRVQWYDLGSLQQPP 

T\*0 T"*T^ Ti T* O /"* T OT TW trill I"T"*V X ft/ t TY^TW>T\t<te 

PRFKRFSCLSLPNSWDYKCVPPTPI* 
rr Lr LVEMEFHCAGQADLELLGSGD 
PPASASPK 

3882 

9379 

A 

4162 

198 

276 

KPFMAQCSF*IYEAIFSCTSSEIRY 

DOOJ 


A 
A 

/it £7 

i 

193 

HrGRPRRADCLRSSV*DQPGQHGET 

PSTKNTKISQAWWWVPWPTT*EA 

EAGESLEPGGQRLQ 

3884 

9381 

A 

4164 

2 

515 

DTEKMSPWDMELIPNNAVFPEELG 

TRVPLTDGECKTLIYKPLDGEWGTN 

PRDEECERIVAGINQVMTLDIASTFV 

APVDLQAYPMYCTGVAYPTDLSSI 

KQRLENRFYRRVSSLMWEVRYIEH 

NTRTFNEP*KPNGRPAKSGTDLLLH 

FIKDQTCYNIIPLYNSMKKKVLS 

3885 

9382 

A 

4165 

3 

418 

HEADKTNVVTGKTEVGAHAGEYG 

AQALERMFLSFPTTKTYFPHFDLSH 

GSAQVKGHGKKVADALTNAVTRIK 

EMRNALCTLSDLYAHKLLGDSCTL 

*LLSHCMLVTLAN*PSSEFTPVAHTL 

VAKILAFVSTELTSKY 

OOOO 


A 
A 

A 1 /CJC 

1 

191 

CLETECRY VSQAGMQWH YPG *LQP 
•PPGYKLSSHLSLPSSWDYRHVPEH 
PTNFVYFFVERKSH 

3887 

9384 

A 

4167 

3160 

3732 


3888 

9385 

A 

4168 

2 

326 

PRSGSESFSCQLSPFFFFFGDRVSLC 
GPG*SAVV*LQLM*PGPPKLKQSSC 
LCLPSSWDHRWAAPHLA*FFKFFFI 
ETGSYHLPQLVSNPWAQASLLPWP 
PKVLGLQV 

3889 

9386 

f 

A 

4169 

2 

163 

L1FFVFIVGTGFHHVGQAGLECLTSS 
DPSASASQSAGITGVNHHTRPPSAF 
GC*T*GTGFHHVGQAGLECLTSSDP 
SASASQSAGITGVNHHTRPPSAFGC 

J07U 

yjo 1 

A 

A 

A 1 Hf\ 

126 

348 

H1SIFETGSYSVTQAGAQWLDHGSL 

QP*PPGLK*SSCLSLPSSWDYRHMPP 

CPANFYIFCRDGVSPRCSGCNF 

3891 

9388 

A 

4171 

1659 

1970 

MLKGGAKIRSRRKTGVSHSLHSDL 

NFFFFWDKSIALSHRLEYNGAISAH 

CNLRLLGSSDSPASAS*VARITGMR 

HHTQLILVFFSRNGVLPCWPGWSRT 

PDLR 

3892 

9389 

A 

4172 

153 

278 

MRPDTVAHTCNPSTLGGQGGRIT*T 
HEFETSLGDMMKPYLYK 

3893 

9390 

A 

4173 

3 

254 

LQYLVFISSKAWPS*KLEDGET*SA 
GENNNYNTIL*LDLFSHREGKWSKI 
PYV*AFFALQNNRKLCQQCIIDLALI 
AVISSQT 

3894 

9391 

A 

4174 



RCPPPRLANFFAFLVETDFTMLARL 
V*NS*PEVIRSPRPSKVLGLRA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
DeDtide 
sequence 

Me 
tho 
d 

NO: 

in USSN 
09/770,160 

Nucleotide 
location of 

III ol iuuuii 

for peptide 
sequence 

Nucleotide 
location of last 

rndnn fni* Inct 

amino acid of 

peptide 

sequence 

Amino acia seque^re ( X=Unknown; *=Stop 
codon; A=possib!e nucleotide deletion; \=possible 
iiuiicuuuc insertion) 

3895 

9392 

A 

4175 

1 

344 

GGALSGGTPGFSPSPPGKTAAPGQS 
GNPPGGF*RVPSPGGSQRGGFPGNT 
PAPGPLPSSSSSSKGGFGDCTPRDKS 
RKGGKPPFS*GGFFPQGSAVPKHLA 
APTNRYTSFHPQK 

3896 

9393 

A 

4176 

2 

201 

QPGQYGKHPVLIKNSKIKPFWGDPP 
VVPNAREG*A*KMVEPGKVRVQSA 
QIKALEFNLGPKKKVPF 

3897 

9394 

A 

4177 

39 

225 

KSIQSYAI*YNVTCGFFKSALNGVG 
SVAFCSHHAEHFLGFVFINHEKSFQ 
FCQMLLLCMTR 

3898 

9395 

A 

4178 

322 

451 

INSTDWAPWLTLVISALWEAEAA/G 
SRGQEIETILANTVKPRLY 

3899 

9396 

A 

4179 

234 

383 


3900 

9397 

A 

4180 

86 

216 

KQTLGQAWWLTPIIPALWEAEVGR 
S* DQEIETILPNTVKPHRY 

3901 

9398 

A 

4181 

1 

4123 

MEEVEEDRFKENLEGALAGQLLGD 

EATQALQVLAVELDWVPGALHPQ 

RLHRLGAALVERQPVREVDHLVLP 

AVDDEHGRRDLGHLLDVREGVEA 

VGLLGVAEGDAHARGERRVQHHR 

GTLVARGQVHGGHRADALPVQDD 

AVRADAVPGGAGAGSAAASNARA 

PFPPAGVPGPSSGCDPPVSPLSQVSA 

HWELCGPHILNASYLPARVRKPFLV 

HWPGQRTLFLPAALAHPLGHEEFR 

QLCPQMSPPNFGLSESPRPVRCQCN 

PGQHRGWWLRRWHPLPPAPSLGSG 

QVLGHLSTTSSHPGAPSPPGHWCAA 

PDPADPAPVTRPPRAQSQARGTHLP 

PCPCRDPTTLLPHALGSDPRQTPSC 

KAGAWAGRSPQLPPGCHHSNERDT 

SPVEALGTLWPPPHGSGPRFLQDKG 

AAGQMAEQTELRAGHGRMAKLRS 

HRASWASPPDLDAAASPHLAPSAA 

SADGLPATRAQTPRPPPTPSRQAELP 

PGSPSPGAQGLPGGVDVGIEVPLGR 

PARAGTVAGGVVGEDVAVEAGAQ 

ANVEAAHLAQVHGIAVREEDRVPG 

TRHAANIHAGDTVAAGALGGEDLD 

GVQLALAVLEVGTLRQGFWWTLR 

GTDVETYPFSAPRAASHGVGRHEEL 

PDPTGPCGGRLLSLTIHGVTIRYHAL 

LWARGPIMSKSQVLGEWEPVQGGK 

SSENDKWTMSDPGAEAPTCSRAAS 

GVDKEQQGRWQGLWNSHIKPLKIR 

MVKQNN1IPGETQILLRFTGWESKV 

NAKKQLPVGIKCEPMDQENEQTGG 

HETDGHRIVSVLIHFPLISILSYATW 

GLSLLECIPGSPVCTLLVRFSNVGTR 

WSLEVRGSPCGFGSNKVCGVMTPEI 

KMVCVCEGKAGKAVGSGGVEGTK 

EVSTGNAEGPVRHEAVDGGVHLAF 

ALLQGLLWSLLLGPPGLAGWGGGE 

LDAVPDSTSSATNVSMVVSAGPWS 

SEKAEMNILEINEKLRPQLAENKQQ 

FRNLKJERCFLTQLAGFLANRQKKY 

KYEECKDLIKFMLRNERQFKEEKLA 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO; of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

A 
u 

Sfc^VNO: 

inUSSN 

AQ/T7A 

Nucleotide 
location of 
first co don 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequei^^X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
itucicuiiuc insertion) 







EQLKQAEELRQYKVLVHSQERELT 

QLREKLREGRDASRSLNEHLQALLT 

PDEPDKSQGQDLQEQLAEGMJDWH 

STLSKSSAQKMTKMRMKMFK/CEE 

DEKVLESSAPREVQKAEESKVPEDS 

LEECAITCSNSHGPCDSIQPHKNIKIT 

FEEDKVNSSLVVDRESSHDGCQ/EC 

SKHSPSPWPHLFCHKRQHGG/DQPA 

LCPARRQR*TF*KSMRNCA/HQLAE 

KKQQFRSLKEKCFVTQVACFLAKQ 

QNKYKYEECKDLIKSMLRNERQFK 

EEKLAEQLKQAEELRQYKVLVHSQ 

ERELTQLREKLREGRDASRSLNEHL 

QALLTPDEPDKSQGQDLQEQLAEG 

CRLAQHLVQKLSPENDEDEDEDVQ 

VEEDEKVLESSAPREVQKAEESKVP 

EDSLEECAITCSNSHGPCDSIQPHKN 

IKITFEEDKVNSSLVVDRESSHDGC 

QDALNILPVPGPTSSATNVSMVVSA 

GPLSSEKAEMNILEINEKLCPQLAEK 

KQQFRSLKEKCFVTQVACFLAKQQ 

NKYKYEECKDLIKSMLRNERQFKE 

EKLAEQLKQAEELRQYKVLVHSQE 

RELTQLREKLREGRDASRSLNEHLQ 

ALLTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSP 

3902 

9399 

B 

4182 

1 

799 

MLQIPKQQQNEKYQVPQFDQST1KN 

IESAKGLDVWDSWPLQNADGTVAE 

YNGYHVVFALAGSPKDADDTSIYM 

FYQKVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTTAQI 

HFPL1SILSYATWGLSLLECIPGSPVC 

TLLVRFSNGGPPMDPGSERKGFCRF 

RNHHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHPGAQ 

YANRLSPRVGRFINAAGTTX* 

3903 

9400 

A 

4183 

260 

387 

REVGRVRWLTPVIPARWEAEVGRS 
♦GQEIKTILANTVKPRLY 

3904 

9401 

A 

4184 

1212 

1442 


3905 

9402 

A 

4185 

3844 

4180 

KYKKCVGCGGRSL*S*LLRRLRQEN 

RLSPGGGDCSEPRSSHCTPAWVTER 

/GDSVSKKKKKNLLTWLVNKLCGP 

CRAWWLTPVIPALWEAEAGRSRGQ 

EIETILANTVKPRLY 

3906 

9403 

A 

4186 

8 

385 


3907 

9404 

A 

4187 

2 

284 


3908 

9405 

A 

4188 

1477 

1697 


3909 

9406 

A 

4189 

17 

385 


3910 

9407 

A 

4190 

1 

837 

GKVVLELERFLPQPFTGEIRGMCDF 

MNLSLADCLLVNLAYESSVFCTSIV 

AQDSRGHIYHGRNLDYAFGNVLRK 

LTVDVQFLKNGQIAFTGTTFIGYVG 

LWTGQSPHKFTVSGDERDKGWWW 

ENAIAALFRRHIPVSWLIRATLSESE 

NFEAAVGKLAKSPLI\ADVNYIAGG 

TCPREGVVVTRNRDGPGDIGPLNPL 


WO 01/79449 PCT/US01/08656 


SEQ 10 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^J NO: 

in USSN 
09/770 1 £n 

Nucleotide 
location of 
iirsi couon 
for peptide 
sequence 

Nucleotide 
location of last 
couon tor i<tsi 
amino acid of 
peptide 
sequence 

Amino acia sequen^Jx=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nuLicociac insertion) 







NGAWLRVETDYYHWKPAPKEDDR 
RTSAMKALNATGQANLKLEALFQIL 
TVVPVYNNLTIYTTAMSAGSPYKY 
MTRJRNPS 

391 1 


A 

A 

4191 

653 

727 


3912 

9409 

A 

4192 

26 

161 


3913 

€\A 1 ft 

9410 

A 

4193 

3 

186 


3914 

9411 

A 

4194 

28 

186 


3915 

9412 

A 

4195 

356 

428 


3916 

9413 

C 

4196 

35 

430 

MKSCRXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXSETNSWEATRKPNFSSNSESAFIS 

RSQGHK.DAKKEFVPLXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXLQSHPLVR* 

3917 

9414 

A 

4197 

213 

394 


3918 

9415 

A 

4198 

28 

123 


3919 

9416 

A 

4199 

• 

1578 

1835 

SNKSLPHNCIPPQMRNYSRGNLLQY 
IDYVQLHRNLYAGEIYFHC*RKSAL 
CNSSWREGAVGCLPMDFPRLHLSL 
SPSSLHCRNKP 

3920 

9417 

A 

4200 

213 

305 


3921 

9418 

A 

4201 

1715 

1850 


3922 

9419 

A 

4202 

4016 

4315 


3923 

9420 

A 

4203 

28 

239 


3924 

942J 

A 

4204 

7 

236 


3925 

9422 

A 

4205 

1 

576 


3926 

9423 

A 

4206 

1 

500 


3927 

9424 

A 

4207 

1 

1266 


3928 

9425 

A 

4208 

1 

162 


3929 

9426 

A 

4209 

1 

229 


3930 

9427 

A 

4210 

197 

416 


3931 

9428 

A 

4211 


131 


3932 

9429 

A 

4212 

76 

274 


3933 

9430 

A 

4213 

295 

2530 

RPATMAARPLPVSPARALLLALAG 

ALLAPCEARGVSLWNEGRADEVVS 

ASVRSGDLWIPVKSFDSKNHPEVLN 

IRLQRESKELIINLERNEGL1ASSFTE 

THYLQDGTDVSLARNYTVILGHCY 

YHGHVRGYSDSAVSLSTCSGLRGLI 

VFENESYVLEPMKSATNRYKLFPA 

KKLKSVRGSCGSHHNTPNLAAKNV 

FPPPSQTWARRHKRETLKATKYVE 

LVIVADNREFQRQGKDLEKVKQRLI 

EIANHVDKFYRPLN1RIVLVGVEVW 

NDMDKCSVSQDPFTSLHEFLDWRK 

MKLLPRKSHDNAQLVSGVYFQGTT 

IGMAPIMSMCTADQSGGIVMDHSD 

NPLGAAVTLAHELGHNFGMNHDTL 

DRGCSCQMAVEKGGCIMNASTGYP 

FPMVFSSCSRKDLETSLEKGMGVCL 

FNLPEVRESFGGQKCGNRFVEEGEE 

CDCGEPEECMNRCCNATTCTLKPD 

AVCAHGLCCEDCQLKPAGTACRDS 

SNSCDLPEFCTGASPHCPANVYLHD 

GHSCQDVDGYCYNGICQTHEQQCV 

TLWGPGAKPAPG1CFERVNSAGDPY 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
u 

SKfWNO: 

in USSN 

AO /Tift 1 jTA 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequeTW^X=Un known; *=Stop 
codon; /-possible nucleotide deletion; \-possible 
nucleotide insertion) 







GNCGKVSKSSFAKCEMRDAKCGKI 

QCQGGASRPVIGTNAVSIETNIPLQQ 

GGRILCRGTHVYLGDDMPDPGLVL 

AGTKCADGKICLNRQCQNISVFGV 

HECAMQCHGRGVCNNRKNCHCEA 

HWAPPFCDKFGFGGSTDSGPIRQAG 

KEARQEAAESNRERGQGQAEPLGSQ 

EHASTxASLTLI 

3934 

9431 

A 

4217 

2 

119 


3935 

9432 

A 

4218 

2 

147 


3936 

9433 

A 

4219 

10 

216 


3937 

9434 

A 

4220 

245 

455 


3938 

9435 

A 

4221 

1 

2867 

MIFPAESSCALPQEGSAGPGSPGSAP 

PSRKRSWSSEEESNQATGTSRWDG 

VSKKAPRHHLSVPCTRPREARQEAE 

DSTSRLSAESGETDQDAGDVGPDPI 

PDSYYGLLGTLPCQEALSHICSLPSE 

VLRHVFAFLPVEDLYWNLSLVCHL 

WREIISDPLFIPWKKLYHRYLMNEE 

QAVSKVDGILSNCGIEKESDLCVLN 

LIRYTATTKCSPSVDPERVLWSLRD 

HPLLPEAEACVRQHLPDLYAAAGG 

VNIWALVAAVVLLSSSVNDIQRLLF 

CLRRPSSTVTMPDVTETLYCIAVLL 

YAMREKGINISNSKKTIQLTHEQQLI 

LNHKMEPLQVVKIMAFAGTGKTST 

LVKYAEKWSQSRFLYVTFNKSIAK 

QAERVFPSNVICKTFHSMAYGHIGR 

KYQSKKKLNLFKLTPFMVNSVLAE 

GKGGFIRAKLVCKTLENFFASADEE 

LTIDHVPIWCKNSQGQRVMVEQSE 

KLNGVLEASRLWDNMRKLGECTEE 

AHQMTHDGYLKLWQLSKPSLASFD 

AIFVDEAQDCTPAIMNIVLSQPCGKI 

FVGDPHQQIYTFRGAVNALFTVPHT 

HVFYLTQSFRFGVEIAYVGATILDV 

CKRVRKKTLVGGNHQSGIRGDAKG 

QVALLSRTNANVFDEAVRVTEGEF 

PSRIHLIGPEEERRKREYPPGLGALE 

GRTQVTGTRKKQAQSESGTRFPPEK 

GELVLLSSHDEGENLVIKDKFIRRW 

VHKEGFSGFKRYVTAAEDKELEAKI 

AVVEKYNIRIPELVQRIEKCHIEDLD 

FAEYILGTVHKAKGLEFDTVHVLD 

DFVKVPCARHNLPQLPHFRVESFSE 

DEWNLLYVAVTRAKKRLIMTKSLE 

NILTLAGEYFLQAELTSNVXLKTGV 

VR\CCVG\QCNNA/LSPVDTVLTMK 

KL\PITY*ATGK\ENKGGYLCHSCAE 

QQHRDPWRFLTASPEQVRAMEPHF 

GGTSYCPRHEALLFLVF 

3939 

9436 

A 

4222 

57 

302 


3940 

9437 

A 

4223 

1 

550 

DAHIIGRIESYSCKMAGDDKHMFK 

QFCQEGQPHVLEALSPPQTSGLSPS 

RLSKSQGGEEEGPLSDKCSRKTLFY 

L1ATLNESFRPDYDFSTARSHEFSRE 

PSLKLVGLNAVNCSLFSAVREDFKD 

LKPQLWNAVGRGDLPGLKCDIYS\Y 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nuclco-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 

coftnn fnr tact 
: amino acid of 
peptide 
sequence 

Amino acio sequ£nW( A=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
iiuLicuiiuc insertion i 







NPDLDSDPSREDGSLWSFNYFFYNK 
RLKRNRLL 

3941 

9438 

A 

4224 

11 

511 

GRTRSIAGEETTQRPGPNCGGNCLC 

LHTLAINMRICYSQTTPFHPLRLKG 

QRWPF\FSSLELFPVGFPRAHLLVQS 

TLPKPRPERAFTAPSLFPVTLGFCLG 

RILCQRLLLCPSCLATALSINGYSRT 

QECQSWKGRDTGLHKGKLLEALG 

GTEGFGDRARAKIEDS 

3942 

9439 

A 

4225 

1 

279 


3943 

9440 

A 

4226 

1011 

1322 


3944 

9441 

A 

4227 

3 

468 

TPLHVYNEVMSVGQKYGIRNAGYY 

ALRSLRIEKFFAFWGQDINNLIATPL 

ECGRESRVKLEKGMDFIGRDALLQ 

QKQNGVYKRLTMFILDDHDSDLDL 

WPWWGEPIYRNGQYVGKTTS\SAY 

SYSLERHVCLGVFVHNFSEDTGEEQ 

VVTADFINRG 

3945 

9442 

A 

4228 

1 

1236 


3946 

9443 

B 

4229 

1 

1742 

MKRDNSGGCLPAPASAWPARPRQQ 

AEWRALTRGPANHCGIISTLGEPPE 

TPLIGLRTFQCCRLVTDGRVLAGTV 

SSEPTDGFRSPAPGPGRRTSAMVLL 

KLGKTPGEFFPFLGSSSQPPSHELNI 

GKRLDDTK1LPGNMKDNFWEMGD 

TGPCGPCSEIHYDRIGGRDAAHLVN 

QDDPNVLEIWNLVFIQYNRFGNCVE 

LQASAAFNWNNQRCKTRNRYICQF 

ADLRRNLNIINDDITGRVHKDRKLL 

TGDSPFAANALGKLAAQEMMAAY 

AVSLPKLTALLRVFSTVVRSIGERFS 

PIRVLRLLRHTTPNYIYQRLIPYVCV 

LPTTELSINLNMLTENDIPLFRALFL 

NNITDADARVLLQKRPREGWLTTD 

AFLYWAQQDFSGVKPLVAQHWEW 

MTFSADSVSSVHTLTDDLPLESLAD 

QPGAGNVHLLIPPEGLLYRSLTLPN 

AKYKLTAQTLQWLAEETLPDNTQD 

WHWTVVDKQNESVEDCLIPLFGKP 

QGKGCLEKSVWAAGRPFSYAGDK 

NRQLTRYSDTRWHEDSVRNRWFSV 

MVGPSVRVNEWFSAYAMAGMAYS 

RVSTFSGDYLRVTDNKGS* 

3947 

9444 

A 

4230 

1 

638 


3948 

9445 

A 

4231 

1377 

1746 


3949 

9446 

B 

4232 

1 

1716 

MSQYYQPQRPPEHIELDSHAKFFPH 

HHLQVADSAAHLAASPLRRTHRAL 

TWAQALPQEEGSGAPSPPGAPSPTP 

KSFGRTMSASAVFILDVKGKMESC 

YWQDVLNSWSPAIPLLQPPKVSDD 

SGGHHIEECQCLPVYSFLYKTIEVGI 

LRILQGAGGGEHPDNFVIVYELLDE 

LMDFASRRPPTARSCRIHHSAEQQA 

GDGQVTGAPTVTNAVSWRSEGIKS 

Ml^Kt^Kr'&bKNRRYHQAQVFLSGMP 

ELRLGLNDRVSSSSLAAKGQFKKSQ 

WPTVWRYLCLYPAMRLPQ1QDQCG 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 
d 

> inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqHR ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







QRQVCAGRNVVIWSIKSFPGGKEYL 

MRAHFGLPRWKRKRWRAGPPSGSS 

LDPLLHRLWDPGPIMKIIEKSGYQA 

LPWVRTSPRVAIPTSYQLEGRRDGG 

LNTGFLTAPDADFRGRAGEEPAGR 

AGVSGWGAGTESSAAGCTAAAPRE 

GCSASARRLLRADSAGLGRAGGFA 

GRQCRHAAGGGCAGDRLSGAAAR 

GDVQECAAFCTGSWCIPTPSTLRQD 

GAAGFIVPPQSPFEGHDVWQHRHR 

PELLKQGASPNVQDTSGTVQSMTQ 

PALDSWTP* 

3950 

9447 

A 

4233 

1 

372 


3951 

9448 

B 

4234 

48 

1158 

MSASAVFILDVKGKPLISRNYKGDV ' 

AMSKIEHFMPLLVQREEEGALAPLL 

SHGQVHFLWIKHSNLYLVATTSKN 

ANASLVYSFLYKTIEVFCEYFKELE 

EESIRDNVVIVYELLDELMDFGFPQ 

TTDSKILQEYITQQSNKLETGKSRVP 

PTVTNAVSWRSEGIKYKKNEVFIDV 

IESVNLLVNANGSVLLSEIVGTIKLK 

VFLSGMPELRLGLNDRVLFELTGRS 

KNKSVELEDVKFHQCVRLSRFDND 

RTISFIPPDGDFELMSYRLSTHVKPLI 

WIESVIEKFSHSRVEIMVKAKGQFK 

KQSVANGVEISVPVPSDADSPRFKT 

SVGQRQVCAGEKRRYFGVLSLSGG 

AREYLMRAHFGLPKCEKERX* 

3952 

9449 . 

B 

4235 

153 

458 

KKDLSLEEIQKKLEAAEERRKSHEA 

EVLKQLAEKREHEKEVLQKAIEEN 

NNFSKMAEEKLTHKMEANKENRE 

AQMAAKLERLREKDKHIEEVRKTK 

NPRPC* 

3953 

9450 

A 

4236 

3 

182 


3954 

9451 

A 

4237 

49 

607 

NSARGLSLSQLIVQNTLPVACLLFT 

MASSDIQVKELEKRASGQAFE\LILS 

PRAKEFVPEFPLSPPKEEGFFPGGKF 

REN*EAA\EERRQSP*SCSS*RQLAE 

KLRAPRKKCFQKAIEENNNFQ*NGQ 

KRKLTPHKMEA\NKETPERPQMA\A 

KLEPFAEEKDKAH*KKCGKNKES\K 

DP\ADETEAGLI 

3955 

9452 

A 

4238 

1 

356 

TELQQEQLQTVVGTYHGSPDQSHQ 

VTGNHQQPPQQNTGFPR/SNQPYYN 

SRGVSRGGSRGARGLMNGYRGPAN 

GFRGGYDGYRPSFSNTPNSGYTQSQ 

FSAPRDYSGYQRDGYQQNFIP 

3956 

9453 

A 

4239 

1 

2206 

RLPPAFSSLSLRSEDALGHQPQRERS 

KSSGPPPPSGSSGSEAAAGAGAAAP 

ASQHPATGTGAVQTEAMKQILGVI 

DKKLRNLEKKKGKLDDYQERMNK 

GERLNQDQLDAVSKYQEVTNNLEF 

AKELQRSFMALSQDIQKTTKKTARR 

EQLMREEAEQKRLKTVLELQYVLD 

KLGDDEVRTDLKQGLNGVPILSEEE 

1 ^1 T "P>p'UVk r T "\ /TAT) CD F\A /f O r DT "KlT2f\\7 

LsdLsUUcr i JVl^VJUrbKUMoLKJLNby Y 

EHASIHLWDLLEGKEKPVCGTTYK 

VLKEIVERVFQSNYFDSTHNHQNGL 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SH^TD NO 

in KSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid suquflHI ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \r=possible 
nucleotide insertion) 


CEEEEADSAPAVEDQVPEAEPEPAE 

EYTEQSEVESTEYVNRQFMAETQFT 

SGEKEQVDEWTVETVEVVNSLQQQ 

PQAASPSVPEPHSLTPVAQADPLVR 

RQRVQDLMAQMQGPDNFIQDSML 

DFENQTLDPAIVSAQPMNPTQNMD 

MPQLVCPPVHSESRLAQPNQVPVQP 

EATQVPLVSSTSEGYTASQPLYQPS 

HATEQRPQKEPIDQIQAHSLNTDQT 

TASSSLPAASQPQVFQAGTSKPLHS 

SGINVNAAPFQSMQTVFNMNAPVP 

PVNEPE\TLKQ\QNQSQA\SYNQSFSS 

\QPSPS*QQTELQQ\EQLQTVVG\TY 

HGS\QDQSHQ\VTGNHQQ\PPQ\QNT 

GIST*AIRPYYNSRGVSRGGSRGAR 

GLMNGYRGP\ANGFR\GGYDGLPAP 

SFLLKLPNSGY/SHSPQFQCLPRDYL 

WPIQRDG/YIQQNFKRGSGQSGPRG 

APRGRG\GPPRPNRGMPQMNTQQV 

K 


3957 
3958 


9454 


4240 


151 


9455 


4241 


120 


3959 


9456 


4242 


315 


EQMVSEDVPC/D/HRVHARIIGSR/G 
KAIRKIMDEFKVDIRFPQSG APDPN 
CVTVTGLPENVEEA1DHILNLEEEYL 
ADVVDSEALQVYMKPPAHEEAWP 
CPLRTCSTV 


3960 


9457 


4243 


107 


4057 


PFCCGFPGLCVGVRSTMSSVAVLTQ 

ESFAEHRSGLVPQQ1KVATLNSEEES 

DPPTYKDAFPPLPEKAACLESAQEP 

AGAWGNK1RPIKASVITQVFHVPLE 

ERKYKDMNQFGEGEQAKICLEIMQ 

RTGAHLELSLAKDQGLSIMVSGKL 

DAVMKARKDIVARLQTQASATVAI 

PKEHHRFVIGKNGEKLQDLELKTAT 

KIQIPRPDDPSNQIKITGTKEGIEKAR 

HEVLLISAEQDKRAVERLEVEKAFH 

PFIAGPYNRLVGEIMQETGTRINIPPP 

SVNRTEIVFTGEKEQLAQAVARIKK 

IYEEKKKKTTTIAVEVKKSQHKYVI 

GPKGNSLQEILERTGVSVEIPPSDSIS 

ETVILRGEPEKLGQALTEVYAKANS 

FTVSSVAAPSWLHRFIIGKKGQNLA 

KITQQMPKVHIEFTEGEDKITLEGPT 

EDVNVAQEQIEGMVKDLINRMDYV 

EINIDHKFHRHLIGKSGANINRIKDQ 

YKVSVRIPPDSEKSNLIRIEGDPQGV 

QQAKRELLELASRMENERTKDLIIE 

QRFHRTIIGQKGERIREIRDKFPEVII 

NFPDPAQKSDIVQLRGPKNEVEKCT 

KYMQKMVADLVENSYSISVPIFKQF 

HKNIIGKGGAN1KKIREESNTKIDLP 

AENSNSETIIITGKRANCEAARSRILS 

IQKDLANIAEVEVSIPAKLHNSLIGT 

JCGRLIRSIMEECGGVHIHFPVEGSGS 

DTWIRGPSSDVEKAKKQLLHLAEE 

KQTKSFTVDIRAKPEYHKFLIGKGG 

GKIRKVRDSTGARV1FPAAEDKDQD 


WO 01/79449 PCTYUS01/08656 


SEQ ID 
NO: of 
nudco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu scqua^^fx= Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 







LITIIGKEDAVREAQKELEALIQNLD 

NVVEDSMLVDPKHHRHFVIRRGQV 

LREIAEEYGGVMVSFPRSGTQSDKV 

TLKGAKDCVEAAKKRIQEIIEDLEA 

QVTLECAIPQKFHRSVMGPKGSRIQ 

QITRDFSVQIKFPDREENAVHSTEPV 

VQENGDEAGEGREAKDCDPGSPRR 

CD1III SGRKEK.CEAAKEALEALVPV 

TIEVEVPFDLHRYVIGQKGSGIRKM 

MDEFEVNIHVPAPELQSDIIAITGLA 

ANLDRAKAGLLERVKELQAEQEDR 

ALRSFKLSVNTVDPKLHSPGLSGRK 

GASNSQ1/RGLKHDVNIQFP\DKD\D 

ANQHQD\QITFTGYEKNHSSLPGDAI 

LR1VG\ELE\QMVSE\DVP\LNHRVSR 

PASFGARGKSHPPKIMYEF\KV\DIRF 

PNKSGAPKTPNCVNC*RGFP\ENVE 

ESHSTQHPS1LEEE\YL\ADVV\DSEA 

LQ\VYMEPP/AHTEEAKGNFSRG\FD 

VRDAPL\TA\SSSEKAS\DMSSSEEF\P 

SFWG*RWLPKTLP\WGPKTIMIKKE 

QNPLPAC 

3961 

9458 

A 

4244 

11 

323 


3962 

9459 

A 

4245 

3 

171 


3963 

9460 

B 

4246 

148 

405 

XKLSVERKDPLAALAREYGGSKRN 
ALLKWCQKKTQGYAKRNLLLAFE 
AAESVGIKPSLELSEMLYTDRPDWQ 
SVMQYVAQIYKYFET* 

3964 

9461 

A 

4247 

2 

438 

AVGGNGGCPRPSRVTSQSTCRFGPR 

TASHSASRAGLCTASR*VPGWV*CL 

HFQPLQMPTRDSSFSPDYSAPGRGC 

GQAGRCGAEHRRPGHRSSCC*NW* 

CQCSHNLVSSSGTISVEHCAWNHRI 

PGPRLPEGLrrrH'VCrVVSM 

3965, 

9462 

A 

4248 

3 

256 


3966 

9463 

A 

4249 

3 

444 


3967 

9464 

A 

4250 

3 

828 

VKGVPGVKAERF\E*RMTAKHCALS 

LVGEPIMYPEINRFLKLLHQCKISSF 

LVTNAQFPAE1RNLEPVTQLYVRVD 

ASTKDSLKKIDRPLFKDFWQRFLDS 

VKALAVKQQRTVYRLTLVKAWNNV 

\ESLQAYAQLGSLGNPDFIEVKGVT 

YCRESSASSLTMAHVPWHEEVVQF 

VRELVDLIPEYEIACEHEHSNCLLIA 

HRKFKIGGEWWTWIDYNRFQELIQ 

EYEDSGGSKTFSAKDYMARTPHWA 

LFGASERGFDPKDTRHQRKNK.SKAI 

SuC 


9465 

A 

4251 

1 

OA 


3969 

9466 

A 

4252 

3 

1225 


3970 

9467 

A 

4253 

1 

864 


3971 

9468 

A 

4254 

1 

1266 

GNSPPSELKWKAKSEDLRHRGLKA 

QAEIKGSTQQIGFTTDPRMARSSPYP 

TDVARWNAPIFHVNSDDPEAVMY 

VCK. V A At WRS I r HKD V V VDL VCY 

RRNGHNEMDEPMFTQPLMYKQIRK 

QKPVLQKYAELLVSQGWNQPEYE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

niirfpn-firlf* 

llUVIvv^llUw 

sequence 

SEQID 
NO: of 

npntirtf* 

sequence 

Me 
tho 
d 

seq \mm: 

inUSSN 
00/770 IfiO 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence p^lfnlcnown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







CVSMHGVRNKPSYNSTKSSMDGLI 

LHPATGLVFVLSKQCEEIHQPVVWT 

CEQREAENATAEENRVLLAMVNPT 

VFFDIAVDGNEPLGRVSFEVGRAAA 

CGNGAQKVGRGRENFRCSEPLERK 

GFGL*GVPCFHRLFPRVLCVQGGEL 

QQRHVNGNWWASPILWGRKFERLK 

NFHP*KPYGSPGILSPWQNAGPQTQ 

MVPQFFMCTAQDCSGWNGQAMWV 

FGTSERKAMNIVEAHWSRFG\SRVN 

GKTQQRRSPFADCGQLLISLTCVFIF 

NHPDHSLL 

3972 

9469 

A 

4255 

3 

275 


3973 

9470 

A 

4256 

125 

315 


3974 

9471 

A 

4257 

3 

292 


3975 

9472 

A 

4259 

1 

3045 

MDKFLNTYTLPRLKQEEVESLNRPI 

TGSDIEAIINSLPTKKKSRTRWIHSRI 

LPEVQGGAEKEGILPNSFYEASIILIP 

KPASDTTKKENFRPISLMNINAKILN 

KILAKQIRQHIKKLIHHDQVGFIPGM 

HGLFNICKSVNIIQHINRTNDKNHMI 

ISIDAEKPFDKIQQHFMLKTLNKLA 

QNLLKLIGNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIMNEFPFT1ASKRI 

KYLGIQLTRDVKDLFKENYKALLN 

EIKEDTNKWKNIPCSNWEKTTLKFI 

W/NQKRAHIAKSIISQKNKAGGITLP 

DFKLYCKATVTKTAWYWYQNRDI 

DQWNRTESSEIMPHIYNHLBFDKPD 

KKKKWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPDTKINSRRIKDLNVR 

PEMIKTLEENLGNTIQDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKLKSF 

CTAKETTIRVNRQPTEWEKIFAIYSS 

DKGLISRIYNELKQIYKKKTNNPIEK 

WAKDMNRHFSKEDIYAAKKHMKK 

CSSSLVIREIQIKTTMRYHLTPVRMA 

IIKKSGNNRCWRGCGEIGTLLHCW 

WDCKLVQPLWKSVWRFLRDLELEI 

PFDPAIPLLAAPSLPSGLRSPSKSSPS 

PPSRCTLVIILLHVFWDIVFFDGCEK 

KRWYILLIVLLTRLLVSACTFTEGY 

TVGFSTFEALRLGLSRYWLPCSSAC 

RRPIVGLQLVMINSGNFQVIAMEGT 

VASECCHGNGKLTWHRPVLSVCSF 

SRCTVQAAGGSAILEDGDPLLTAPL 

GSTPQAAVCRGPRGRELRAAPADS 

HLFQRDLWPFNKVIVHGEKGSNQT 

SQGLLNTGSEMTIVLENPKYHSGPP 

VRVSPDGGQVIIEVLADPSYTGPTA 

LNNVFFAFQCNFYFDHIPENCGFSD 

PSDPQNLQKGEGCPSLVRASTAPPQ 

EKATEQPLLCKTTESPFGMTVGPCT 

DETLDHGAPSKHVPGTAHNELALL 

DLRVIKSAGSAAVHHKLKVLHWRS 

SLSNNKGTGRLYEQVA 

3976 

9473 

A 

4260 

1 

2526 


3977 

9474 

A 

4261 

1 

3111 



WO 01/79449 


PCT/US01/08656 


MISSING AT THE TIME OF PUBLICATION 


58Q 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mejjjtl 


tho 
d 


NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for pcptidi 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeTR ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 


VDTIAADESFSQVDFGGRLMKDYG 
ACMSLLSVRVFFKKCPSIVQNFAVF 
PETMTGAESTSLVJARGTCIPNAEEV 
DVPIKLYCNGDGEWMVPIGRCTCK 
PGYEPENSVACKGPVNNTEKAKSG 
EMWFSPEEYGWEYAAFLALRKCSQ 
CPEDAVAASGAVALENLMEHGHIR 
LDKASKDSESSTPHDPTLLFHSGPQP 
NFRHFQGWNTVTSEGSLIHLPKSKT 
QSQCPGLFGGSLDSRIDIGGAWYFC 
HTHTASSASTPSEEAGSLADPSNETE 
SLLFACTALCSPWECQLILDLASLFQ 
GIMLMPRAVQFFKCWDKVTVRNQ 
WRMHSHGPSCLGVSFQKGLCQEM 
VYISTRGSSSGLRPLVLSLHGWAVD 
TAIHTCIPFPTDIIWIQDLIAGLKDEW 
FDTHPGRRIGRPAQLCSSRSGVH 


3980 


9477 


4264 


2653 


MGDFNTPLSTLDRSMRQKVNKDIQ 

ELNSALHQADLIDIYRNLHPESTEYT 

FFSAPHHTYSKIDH1LGSKAPLSKYR 

RSEIKINCLSDHSAIKLELRIKKLTQ 

NRSTTWKLNNLLLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLWDTL 

KAVCRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEIS 

KIRGELKEIETQKTLQKINESRGWFF 

EKINKIDRLLARLIKKKREKNQ1HAI 

KNDKGDMSTNHTEIQTTIREYYKHL 

YANKLENLKEIDKFLETYSLPRLNQ 

EEVESLNRPITGSEIEAIINSLPNKRS 

PGPDGFTAKFYQRYKEELLISNFSK 

VSGYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPTRD 

MKDLFKENYKPLLNEIKEDTNKWK 

NIPCSWVGR1NIVKMAILPKNWKKT 

TLKFIWNQKRARIAKSILSQKNKAG 

GIMLPDFKLYYKAT1TKTAWYWYQ 

NRDIDQ WNRTEPSEIMPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWENW 

LAICRKLKLDPFLTPYTKINSRWIKD 

LNVRPKUKTLEENPGNTIQDIGMG 

EDFMSKTPEAMATKAKIDKWDLIK 

LKSFCTAKETTIRLNRPPTEWEKIFA 

IYSSDKGLISRIYNELQQIYEKKTNN 

PIKKWAKDMNRHLSKEDIYAAKRH 

MKKCASSLAIREIQIKTIMRYHLTP 

VRMAIIKKSGNNRCWRGCGEIGTLL 

HCWWDCKLVQPLWKSVWRFLRDL 

ELEIPFDPAIPLLGIYPKDYKSCCYE 

DTCTHMFIVALFTIAKTWNQPKCPT 

MIDWIKKMWHIYTMEYYADIKKDE 

FMSFVRTRMKLETIILSKISQ\EKKT 

KHRMFSLIGGN 


3981 


9478 


4265 


2988 


3982 


9479 


4266 


2515 


MGDFNTPLSTLDRSTRQKVNKDTQ 
ELNSAPHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKTDHILGSKALLSEC 
KRTEIITNYLSDDSAIKLELRIKNLT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

ISEQ ID 
NO: of 

npntirlp 

sequence 

Me 
tho 
u 

SiPR) NO: 

in USSN 

00/T7ft i£n 

U// r /UflDU 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequHff( X=Unknown; *=*Stop 
codon; possible nucleotide deletion; \=possible 
nucleotide insertion) 







QNRSTTWKLNNLLLDDYWVHNEM 

KAEIKMFFETNENKDTTYQNLWDA 

FKAVCRGKFVALNAHKRKQGRSKI 

DTLTSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTVQKINESRSW 

FFERINKIDRQLARLIKKKREKNLID 

AIKNDKGDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIINSLTTK 

KSPGPDGFTAEFYQRAIRQEKEIKGI 

QLGKEEVKLSLFADDMTVYLENPIV 

SAQKLISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLLKEI 

KEDTNKWKNIPCSWVGRINIVKMAI 

LPKVIYRFNAIPIKLPMTFFTELKKT 

TLNFIWNQKVRAHIAKS/VLSQKNKA 

GGITLPDFKLYYKATVTKTAWYWY 

QNRDTDQWNRTEPSEIMPRIYNYLI 

FDKPEKNKQWGKDSLFNKWCWKN 

WLAICRKLKLDPFLTPYTKINSRWI 

KDLNIRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATKAK1DKWDLI 

KLKSFCTAKETTNRVNRQPTKWEKI 

FATYSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTMRYH 

LTLVRMAIIKKSGNNRCWRGRGEIG 

TLLHCWWDCKLVQSLWKSVWQFL 

RDLELEIPFDPAIPLL 

3983 

9480 

B 

4267 

1 

2634 

MGDFNTPLSTLDRSMRQKVNKDTQ 

ELNSALHQGDLIDIYRTLHPKSTEYI 

FFSAPHHTYSKIDHILGSKALLSKCK 

RTEI1TNDLSDHSAIKLELRIKNLTQ 

NCATTQKLNNLLLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLWDAF 

KAVCRGKFIALHAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQIDAI 

KNDKGDITTDPTEIRTTVREYYKHL 

YANKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRPITGAEIVAIINSLPTKK 

SPGPDGFTAEFYQRFRKGLRQNSTT 

FMPKTLNKLGIDGTYLKIIRAIYDKP 

TANIILNGQKLEAFPLKTGTRQGWP 

LSPLLFNIVLEVLARAIRQEKEIKGIQ 

LGKEEVKLSLFADDMIVYLENPIVS 

AQNLLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIASKR 

IKYLGIQLTRDVKDLFKENYKPLLK 

KIKEDTNKWKNIPCSWVGRINIVKM 

AILPKVIYRFHAIPIKLPMTFFTELEK 

TTLKFIWNQKRACIAKSILNQKNKA 

GGITLPDFKLYYKAIVTKTAWYWY 

QNRDIDQWIRTEPSEITLHIYKYLIF 

DKPEKNKQWGKDSLFNKWYWEN 

WLAICRKLKLDPFLTPYTKINSRWI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mi 
the 
d 

s !>»V NO: 

► in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequM^ X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possibIe 
nucleotide insertion) 







KDLNIRPKTIKTLEENLGFTIQDIGM 
GKNFMSKTPKAMATEAKIDKWDLI 
KLKSFCTAKETTIRVNRQPTKWEKI 
FATYSSDKGLISRIYNELKQIYKKKT 

in NrLrtsJvW AKDMNRHFSKEDIYA A 
KKHMKKCSjrSLAIREMQlKTTMRY 
riL, i r v km l lllvov^b 1 1 uAutD VEK* 

3984 

9481 

A 

4268 

1 

2429 


3985 

9482 

A 

4269 

I 

2745 


3986 

9483 

A 

4270 

1 

3210 

MVKGSIQQEELTILNIYAPNTGALRF 
IKQVLRDLQRDLDSHTIIMGDFHTP 
LSTLDRSTRQKVNKDIQELNSALHQ 
EDLIDIYRTLHPKSTEYTFFSAPHHT 
YSKIDHIVGSKALLSKCKRTEIITNC 
LSDHSAIKLELRIKNLTQNRSTTWK 
LNNLLLNDYWVHNEMKAEIKMFFE 
TNENKDTTYQNLWDTFKAVCRGKF 
IALNAHKRKQERSKIDTLTSQLKEL 
EKQEQTHSKASRRQEITKIRAELKEI 
ETQKTLQNINESRSWFFERINKIDRP 
LARLIKKKREKNQIDAIKNDKGDIT 
TDPTEIQTTIREYYKHLYANKLENL 
EEMDKFLNTYTLPTLNQEEVESLNR 
P1TGAEIVAIINSLPTKKSPGPDGFTA 
EFYQRYKEELVPFLLKPFQSIEKEGI 
LPNSFYEASIILIPKPGRDTTKKENFR 
PISLMNIDAKILNKILAKRIQQHIKN 
LIHHDQVGFIPGMQGWFNIRKSINVI 
QHINRAKDKNHMIISIDAEKAFDKI 
QQPFMLKTLNKLDDMIVYLENPIVS 
AQNLLKLISNFSKVSGYKINIQKSQA 
FLYTNNRQTESQIMSELPFTIASKRI 
KYLGIQLTRDVKDLFKNENHKPLLN 
. EIKEDTNKWKN1PCSWVGRINIVKM 
. AILPKVIYR/FNAIPIKLPMTFFTELE 
KTTLKFIWNQKRARIAKSILSQKNK 
AGGITLPDFKLYYKATVTKTAWYW 
YQNRDIDQWNRTEPSERTPHIYNYL . 
• IFDKREKNKQWGKDSLFNKWCWE 
NWLAICRKLKLDPFLTPYTKINSRW 
IKDLNVRPKTIKTLEENLGFTIQDIG 
MGKDFISKTPKAMATKAKIDKWDL 
IKLKSFCTAKETTJRVNRQPTKWEKI 
FATYSSDKGLISRIYNELKQIYKKKT 
NNPIKKWAKDMNRHFSKEDIYAAK 
KHMKKCSPSLAIREMQIKTTMRYH 
LTPVRMAIIKKSGNNRCWRGCGEIG 
TLLHCWWDCKLVQPLWKAVWRFL 
RDLELEIPFDPAIPLLGIYPKDYKSC 
CYKDTCTRRKQLDCAEPVEPRKVG 
DObwbLTKWTRPGSRALPWPPEQA 

fDVDDTI DTI A /"\r\T? 

3987 

9484 

A 

4971 

J 

JOJJ 


3988 

9485 

A 

4272 

1 

3615 


3989 

9486 

A 

4273 

1 

4038 


3990 

9487 

A 

4274 

] 

3317 

iVl\JUL IN 1 I JL/O 1 LjL-TxO 1 i\.V/JV V IN In. 1 J 1 \ ) 

ELNSALHQADLIDIYRTLQPKSTEYT 
FFSAPHHTYSKIDHIVGSKALLSKCK 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


E^^fO; 


SE< 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ic^^^= 


PCT/US01/08656 


Amino acid JtquLile^A.-'Lliikiiown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 


RTEIITNYLSDHSAIKLELRIKNLTQS 

RSTTWKLNNLLLNDYWVHNEMKA 

EIKMFFETNENKDTTYQNLWDAFK 

AVCRGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQEITKI 

RAELKEIETQKTLQKINESRSWFFER 

INKIDRPLARLIKKKREKNQIDTIKN 

DKGDITTDPTEIQTTIREYYKHLYA 

NKLENLDEMDKFLHTYTLPRLNQE 

EVESLNGPITGAEIVAIIDSLPTKKSP 

GPDGFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIIL1PKLGRDT 

TKKENFRPLSLMNIDAKILNK1LAK 

RIQQHIKKLIHHDQVGFIPGMQGWF 

NIRKSINVIQHINRGKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKAQNLLKLISNFRKVSVY 

KINVQKSQAFLYTNNRQTESQIMRE 

LPFTIASKRIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPCSWI 

GR1NIVKMAILPKVIYRFNAIPIKLPT 

TFFTELEKTILKFIWNQKRAHIAKTI 

LSQKNKAGGIMLPDFKLYYKATVT 

KTAWYWYQKRDIDQWNRIELSEIIP 

HIYNHLIFDKPDKNKKWGKDSVFN 

KRCWENWLAICRKLKLDTFLTPYT 

KINSRWIKDLHVRPKAIKTLEENLGI 

TIQDIGMGKDFTSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETTIRVNRQP 

TKWEKIFAIYSSDKGLISRIYKELKQ 

IYKKKTNNPIKKWAKDMNRHFSKE 

DIYAANRHMKKCSSSLAIREMQIKT 

TMRYHLTPVRKAIIKKSGNNRCWR 

GCGEIGTLLHCWWDCKLVQP\LWK 

TVWQFLRDLELEIPFYPAIPLLGIYP 

KDYKSCCYKDTCTRMFIAALFTIAK 

TWNQPKCPTMIDWIKKMWHIYTM 

EYYAAIKNDEFMSFVGTWMKLEIII 

LSKLSQEQKTKHGIFSLIGGN 


3991 


9488 


4275 


959 


2955 


3992 


9489 


4276 


2870 


MKAEIKMFFDTSENKDTTYWNLW 

DAFKAVCRGKFIALNAHKRKQERS 

K1DTLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIETQKTLQKINESRS 

WFFERINKIDRPLARLIKKKREKNQI 

DAIKNDKGDITTDPTEIQTTIREYYK 

HLYANKLENLEEMDKFLDTYTLPR 

LNQEEVESLNRPITGSEIVAIINSLPT 

KKSPGPDGFTAEFYQSWAETQPKK 

ENFRPISLMNIDAKILNKILAKRIQQ 

HIKKLIHHDQVGFIPGMQGWFNIRK 

SINVTQHINRAKDKNHMIISIDAEKA 

FDKIQQPFMLKTLNKLGIDGTYFKII 

RAIYDNPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADNMIVY 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SH^DNO: 

inUSSN 
09^770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acidsequ£^( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 


LENPIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMSQLP 

FTI ASKRIKYLG IQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSG\EG 

RINIVKMAILPKNWKKTTLKFIWNQ 

KRARIAKSILSQKNKAGGITLPDFKL 

YYKATATKTAWYWYQNRDLDQW 

NRTEPSEITPHIYNYLIFDKPDKNKQ 

WGKDSLFNKWCWENWLAICRKLK 

LDPFLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKDFMSKTP 

KAMATKAKIDKWDLIKQESFCTAK 

ETTIRVNRQPTKWEKIFATYSSDKG 

LISRIYSELKQIYKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKKCPSS 

LAIREMQIKTTMRYHLTPVRMAIIK. 

KSGNNRCWRGCGEIGTLLHCWWD 

CKLVQPLWKSVWRFLRDLELEIPFD 

PAIPLLGIHPKDYKSCCYNDTCTRM 

FIAALFTIAKTWNQPKCPTIIDWIKK 

MWHIYTMEYYAAIKNDEFVSFVGT 

WMKLEIIILSKLSQEQKTTHRIFSLIG 

GN 


3993 


9490 


4277 


2982 


3994 


9491 


4278 


1614 


4577 


TEPKTKTT*LSQ*MQKKPLTKFSNPS 

C*KLSIN/IVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDM1VYLENPIV 

SAQNLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTTAS 

KRIKYLGIQLTRDVKDLFKENYKQL 

LKE1KEDTSKWKN1PCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPFFTE 

LEKTTLKFIWNQKRACIAKSILSQK 

NKAGGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRTEPSEITPHIYN 

YLIFDKPEKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLTPYTKINS 

RWIKDLNVRPKTIKTLEENLGIIIQDI 

GMGKDFMSKTPKAMATKAKIDKW 

DLIKLKSFCTAKETTIRVNRQPRKW 

EKIFATYSSDKGLISRIYNELKQIYK 

KKTNNPIKKWAKDMNRHFSKEDIY 

AAKKHMKKCSPSLAIREMQIKTTM 

RYHLTPVRMAIIKKSGNNRCWRGC 

GEIGTLLHCWWDCKLVQPLWNSV 

WRFLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMTITSVEEKSQSE 

KLSYIFLKEKICLMYVGLLNILVSLS 

GKVPFWLYLGSRLATPPTSSQLFFIG 

GKERSPDEQGVDILIVLIFRYPSTDS 

AEQIKKKIEKALYQSLKTKQLSLTIN 

KPSFRLTRCGIRMTSSNMPLPASSST 

QRIVQGRETAMEGEWPWQASLQLI 

GSGHQCGASLISNTWLLTAAHCFW 

KNKDPTQWIATFGATITPPAVKRNV 

RKIILHENYHRETNENDIALVQLSTG 

VEFSNIVQRVCLPDSSIKLPPKTSVF 

VTGFGSIVDDGPIQNTLRQARVETIS 


WO 01/79449 



PCT7US01/08656 


MISSING AT THE TIME OF PUBLICATION 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
a 

SE9*DNO: 

in USSN 

AO/T7A KA 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence?. X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







LPCLMIPSQMLLENFSAAIPGHRCW 

THMLDNGSAVSTNMTPKALLTISIP 

PGPNQGPHQCRRFRQPQWQLLDPN 

ATATSWSEADTEPCVDGWVYDRSV 

FTSTIVAKWDLVCSSQGLKPLSQSIF 

MSGILVGSFIWGLLSYRFGRKPMLS 

WCCLQLAVAGTSTIFAPTFVIYCGL 

RFVAAFGMAGIFLSSLTLMVEWTTT 

SRRAVTMTWGCAFSAGQAALGGL 

AFALRDWRTLQLAASVPFFAISLIS 

WWLPESARWLIIKGKPDQALQELR 

KVARINGHKEAKNLTIETPPPPPPIPI 

PSPTAPPLSTPTITFTAITPSPPAPPIPS 

LTPQPPSLQNISTTFTTWTIGNSTlilN 

STHTVTSITHHLHLHVARTHLMGVL 

DVSGETECVYLKVLMSSVKEEVAS 

AKEPRSVLDLFCVPVLRWRSCAML 

VVKYAVLGRDLTSSLARSFSLLISY 

YGLVFDLQSLGRDIFLLQALFGAVD 

FLGRATTALLLSFLGRRTIQAGSQA 

MAGLAILANMLVPQDLQTLRWFA 

VLGKGCFGISLTCLTIYKAELFPTPV 

RMTADGILHTVGRLGAMMGPLILM 

SRQALPLLPPLLYGVISIASSLVVLFF 

LPETAQGLPLPDTIQDLESQKSTAAQ 

GNRQEAVTVESTSL 

4009 

9506 

A 

4293 

3672 

3967 

LQPPPHGRRGLLHHLSPGHGPHHPP 
VTPQTRSPAQP/PGQMGPRAPLGCC 
LPPPPRPPTCRREK*TTETRFSPCWR 
TRPWGPGPPRPLSRGGPLPCAPA 

4010 

* 

9507 

A 

4294 

1773 

2213 

AH WLHLPRLPHHRAQ WA AALQPG 

PAGWGWSWQPQLCSAGRLLCHGAI 

GRP/LSIFCWTWDLGASSCGHPAAR 

SMMASGVTWTSRGMGEKRVSSTPF 

P1FFPAASPPPPSRLPNCPFCHRTLAE 

RAQHLASVRPGLHLSSPTCCMKCSC , 

4011 

9508 

A 

4295 

1 

616 


4012 

9509 

A 

4296 

93 

502 

EERKRPHLGAWWENRKCFFSFQPD 
FKAAECRETVARPSLSIPQDCLSVSL 
ADTNQLCLEVRLARGVCRRRAHLS 
PPVCIQSPLSQGH*LLCSK*SASnGA 
GLANFQGTDSLVAEHPVSWIIHNSN 
FVFHPGYFRL 

4013 

9510 

A 

4297 

1537 

2360 

TCCTNVVWGAPPHRDSRVSDRVHS 

QKSRRACYGQRNKRPGG*G*ILISA 

KKQLLSPRR*LKVWPMRSASLQSM 

PLASPSPVCPPGLLFLWP*QALL\PS 

DCG/PLSLTRLSR*GG\PPRPHWCSR 

FRWLCARVLL 

4014 

9511 

A 

4298 

1 

493 

MEAPAELLAALPALATALALLLAW 

LLVRRGAAASPEPARAPPEPAPPAE 

ATGAPAPSRPCAPEPAASPAGPEEP 

GEPAGLGELGEPAGPGEPEGPGDPA 

AAPAEAEE/PGGGGEAGTHRGPRGP 

LPTPGAPAAAAVPRRARERGRGLQ 

PRLPPGSAEPAARRKCR 

4015 

9512 

A 

4299 

2 

418 


4016 

9513 

A 

4300 

8808 

9100 

RKVLFFFFFEMKSRSVAXRLGCSGTI 


WO 01/79449 PCT/US01/08656 


SEQ 10 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SV^m NO: 

in USSN 
09/770,160 

Nucleotide 
location of 

first corf ft n 

for peptide 
sequence 

Nucleotide 
location of last 

rncfnn fnr Inct 

amino acid of 

peptide 

sequence 

Amino aciu scque^^ x=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 

iiukicu tiuc iiibCrlioni 







SAHCNLCLPGSSDSPASASRVAGMT 

GAHNHIQLIFVFLVGMGFHHVGQA 

GLELLT\*VIHPPQSPKVLGLQV 

4017 

9514 

A 

4301 

3 

101 


4018 

9515 

C 

4302 

5673 

5894 

MWQLTPAILALGEIEAGGLFEPRRV 
KLAWPAQEELVSTKNTKISWVWW 
RAPWPATQEAEVGGSLELERSRLQ 

4019 

9516 

A 

4303 

1 

241 


4020 

9517 

A 

4304 

58 

180 


4021 

9518 

A 

4305 

2 

325 

FFFFFFFFFFETESLSVTQAGEPGHD 

LGSLEPPPPRFKQFSCLSLPSS\WIYR 

HVPPCPANFFFFLVETGFHHVGQAG 

LKLLTSNDPPASASQSSGIRGVSHLT 

RLVS 


9519 

A 

4306 

206 

386 


4023 

9520 

A 

4307 

2 

260 


4024 

9521 

A 

4308 

5 

227 


4025 

9522 

A 

4309 

676 

1076 

FLLCFPPCLSPKFFLFLLGKIYSQSN 

WCVIVNWRIELGWMFNKICDSKIIF 

SLGSFLCKIKAHWGLWKSPTTSFQE 

RSPFFSSLFRAMRAKPSRSMD/RLFF 

ELLVKSLPVASPVEPLSVIAEQSSQI 

CPCHGI 

WZO 


A 

A 1 1 f\ 

4310 

3 

205 


4UZ/ 


A 

A *5 1 1 

4311 

3 

345 


4Uzo 


A 

A *> 1 1 

4312 

118 

7473 


4029 

9526 

A 

4313 

1 

297 


4030 

9527 

A 

4314 

366 

504 


4031 

9528 

A 

4315 

1 

2899 

MDAPKAGYAFEYL1ETLNDSSHKKF 

FDVSKLGTKYDVLPYSIRVLLEAAV 

RNCDGFLMKKEDVMNILDWKTKQ 

SNVEVPFFPARVLLQDFTGIPAMVD 

FAAMREAVKTLGGDPEKVHPACPT 

DLTVDHSLQIDFSKCAIQNAPNPGG 

GDLQKAGKLSPLKVQPKKLPCRGQ 

TTCRGSCDSGELGRNSGTFSSQIENT 

PILCPFHLQPVPEPETVLKNQEVEFG 

RNRERLQFFKWSSRVLKNVAVIPPG 

TGMAHQINLEYLSRWFEEKDLLFP 

DSVVGTDSHITMVNGLGILGWGVG 

GIETEAVMLGLPVSLTLPEWGCEL 

TGSSNPFVTSIDWLGITKHLRQVG 

VAGKFVEFFGSGVSQLSIVDRTTIA 

NMCPEYGAILSFFPVDNVTLKHLEH 

TGFSKAKLESMETYLKAVKLFRND 

QNSSGEPEYSQVIQINLNSIVPSVSG 

PKRPQDRVAVTDMKSDFQACLNEK 

VGFKGFQIAAEKQKDIVSIHYEGSE 

YKLSHGSVVIAAVISCTNNCNPSVM 

LAAGLLAKKAVEAGLRVKPYIRTSL 

SPGSGMVTHYLSSSGVLPYLSKLGF 

EIVGYGCSTCVGNTAPLSDAVLNA 

VKQGDLVTCGNFIWK\KNFEGRLC 

D.CVRANYLASPPLVVAYAIAGTVNI 

DFQTEPLGTDPTGKNIYLHDIWPSR 

EEVHRVEEEHVILSMFKALKDKIEM 


WO 01/79449 PCT/USO 1/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tbo 
d 

&>MPU> NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqi^We ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







GNKRWNSLEAPDSVLFPWDLKSTY 

IRCPSFFDKLTKEPIALQAIENAHVL 

LYLGDSVTTDHISPAGSIARNSAAA 

KYLTNRGLTPREFNSYGARRGNDA 

VMTRGTFANIKLFNKFIGKPAPKTIH 

FPSGQTLDVFEAAELYQKEGIPLIIL 

AGKKYGSGNSRI>W\AAKGPYLLGV 

KAVLAESYEKIHKDHLIGIGIAPLQF 

LPGENADSLG\LSGRETFSLTFPEELS 

PG\ITLNIQTSTGKVFSVIASFEDDV\ 

EITL\YKHG\GLLNFV\ARBCFS 

4032 

9529 

A 

4316 

1 

178 


4033 

9530 

A 

4317 

165 

403 

PSSRSRAPSPTPTLCGASCCPTCPAC 
FPAPSRRAGAAGGAG*RPRGGPTST 
TCYGPTETWLYQLQTVGSRNTTRT 
PKST 

4034 

9531 

A 

4318 

3 

404 


4035 

9532 

A 

4319 

3 

217 


4036 

9533 

A 

4320 

3 

423 

SFFIHRTKGKGPLMSSSFKKLYFSLT 

TEALSFAKTPS/CQGQGCDKTRSRV 

TLQEWNDPLDHDLEAQL1YRHLLG 

VEAMLWERHRELSGGAEAGTMPTS 

PGKVPEDSLARLLRVLQDLREAHSS 

SPAGSPPSEPNCLLELQ 

4037 

9534 

A 

4321 

2 

3040 

DPGVWLPPSRDPAMAKRSSLYIRIV 

EGKNLPAKDITGSSDPYCIVKVDNE 

PIIRTATVWKTLCPFWGEEYQVHLP 

PTFHAVAFYVMDEDALSRDDVIGK 

VCLTRDTIASHPKGFSGWAHLTEVD 

PDEEVQGEIHLRLEVWPGARACRL 

RCSVLEARDLAPKDRNGTSDPFVR 

VRYKGRTRETSIVKKSCYPRWNETF 

EFELQEGAMEALCVEAWDWDLVS 

RNDFLGKVVIDVQRLRVVQQEEGW 

FRLQPDQSKSRRHDEGNLGSLQLEV 

RLRDETVLPSSYYQPLVHLLCHEVK 

LGMQGPGQLIPLIEETTSTECRQDV 

ATNLLKLFLGQGLAKDFLDLLFQLE 

LSRTSETNTLFRSNSLASKSMESFLK 

VAGMQYLHGVLGPIINKVFEEKKY 

VELDPSKVEVKDVGCSGLHRPQTE 

AEVLEQSAQTLRAHLGALLSALSRS 

VRACPAVVRATFRQLFRRVRERFPG 

AQHENVPFIAVTSFLCLRFFSPAIMS 

PKLFHLRERHADARTSRTLLLLAKA 

VQNVGNMDTPASRAKEAWMEPLQ 

PTVRQGVAQLKDFITKLVDIEEKDE 

LDLQRTLSL*APPVKEGPLFIHRTKG 

KGPLMSSSFKKLYFSLTTEALSFAK 

MPSSKKSALIKLANIRAAEKVEEKS 

FGGSHVMQV1YTDDAGRPQTAYLQ 

C/KG VPFCVRVQSHWEK* * YQGHQI 

YLAGSGIPTSVAKGPAAAEIQPTPAS 

WAPTIPVPSVGTSGAAATKKTRQC 

VNELNQWLSALRKVSINNTGLLGS 

YHPU VFRGDK WSCCHQKEKTDTDF 

RSVPQTGVQWRDLGSLQSPPPRVK 

QFSCLNLPSSWDDRHSPPSLANFFV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^TD NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequ^R ( X^Unknown; *=Stop 
codon; A=possibIe nucleotide deletion; V=possible 
nucleotide in^rHnn^ 







F*LEMGFHHVSQAALVLLLLLLLLL 

FDTESRSIIQAGVQWCNLGSLQSPFP 

RLG*FSCLSLPSTTGASHCTQLSQGC 

DKTRSRVTLQEWNDPLDHDLEAQL 

IYRHLLGVEAMLWERHRELSGGTE 

AGTVPTSPGKVPEDSLARLLRVLQD 

LREAHSSSPAGSPPSEPNCLLELQT 

4038 

9535 

A 

4322 

308 

658 


4039 

9536 

A 

4323 

I 

2662 

MAKRSSLYERTVEGKNLPAKDITGSS 

DPYCIVKVDNEPIIRYRPHPQDRGA 

LSLSSARALPAKGTATVWKTLCPF 

WGEEYQVHLPPTFHAVAFYVMDE 

DALSRDDVJGKVCLTRDTIASHPKG 

FSGWAHLTEVDPDEEVQGEIHLRLE 

VWPGARACRLRCSVLEARDLAPKD 

RNGTSDPFVRVRYKGRTRETSIVKK 

SCYPRWNETFEFELQEGAMEALCV 

EAWDWDLVSRNDFLGKWIDVQR 

LRVVQQEEGWFRLQPDQSKSRRHD 

EGNLGSLQLEVRLRDETVLPSSYYQ • 

PLVHLLCHEVKLGMQGPGQLIPLIE 

ETTSTECRQDVATNLLKLFLGQGLA 

KDFLDLLFQLELSRTSETNTLFRSNS 

LASKSMESFLKFALHVYLAPSWAD 

TAGKRCKGGCREKVGSWSGTGGD 

RINVTCGGPQVAGMQYLHGVLGPII 

NKVFEEKKYVELDPSKVEVKDVGC 

SGLHRPQTEAEVLEQSAQTLRAHLG 

ALLSALSRSVRACPAVVRATFRQLF 

RRVRERFPGAQHENVPFIAVTSFLC ■ 

LRFFSPAIMSPKLFHLRERHADARTS 

RTLLLLAKAVQNVGNMDTPASRAK 

EAWMEPLQPTVRQGVAQLKDFITK 

LVDIEEKDELDLQRTLSLQAPPVKE 

GPLFIHRTKGKGPLMSSSFKKLYFSL 

TTEALSFAKTPSSKKSALIKLANIRA 

AEKVEEKSFGGSHVMQVIYTDDAG 

RPQTAYLQCKCVNELNQWLSALRK 

VS1NNTGLLGSYHPGVFRGDKWSC 

CHQI*I\TGQG\CDKTRVTG*PCREW 

NDLLDRDLEXSQLIYRHLLGVEAML 

WERHRELSGGAEAGTVPTKPLAKV 

PEDSLARLAPGCLQDLREAH\SSSPA 

GSPPSEPNLASLEAADVRPALRSPC 

4040 

9537 

A 

4324 

69 

194 


4041 

9538 

A 

4325 

1350 

2203 

TWRLDPQIISSPKPQPGGTYTLEVV 

KSSKSKKVLSPHP*WPPLRLWQR\G 

GSPEGGTQAPDGSLPPPPPRPKSERV 

GSPKLSGGKR/EGSHPGGPPHITHP/ 

DGEEKAKSSWFGLREAKDPTQKPS 

PHPVKPLSAAPVEGSPDRKQSRSSL 

SIALSSGLEKLKTVTSGSIQPVTQAP 

QAGQMVDTKRLKDSAVLDQSAKY 

YHLTHDELISLLLQRERELSQRDEH 

VQELESYIDRLLVRIMETSPTLLQIPP 
nppv' 

4042 

9539 

A 

4326 

2 

761 


4043 

9540 

A 

4327 

2 

410 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

tipntirfp 

sequence 

Me 
tho 

SE^JB NO: 

inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequclR^ X=Unknowi; *=$top 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

4044 

9541 

A 

4328 

295 

780 


4045 

9542 

A 

4329 

1 

2203 


4046 

9543 

A 

4330 

1 

190 

RFIMLVRLVFNS*PQ/CDPPASASQS 
AG1TGMSHRARPELSVLTQGFRNW 
AFRLLLQCHSPDFF 

4047 

9544 

A 

4331 

2 

269 


4048 

9545 

A 

4332 

3 

223 

DFEPSLQHCSSKLCRNILRASSCHSS 
WGRM*FPGSV*PTWKI*REESCEWS 
RTAINPKYKILLHGFVVRTVWR 

4049 

9546 

A 

4333 

2 

366 

PCSEPPTRRSGATPSPHPGGCGAKL 

CRNILRASSCHSSWGRM*FPGSV*P 

TWK1*REESCEWSCTAINPSTRSCCT 

VCGTNCLEETPTTCPSTRGLQCGRG 

LTRATGNCPRNDGLTLLSLN 

4050 

9547 

A 

4334 

3 

131 


4051 

9548 

A 

4335 

923 

1442 

GGPCLCRPSWPAVLQVRSGLPTSIPS 

PWPLFCLPQSILLGPLEMPG*RPLLQ 

RPFYRMSLRTCQRRVRCWTWSVRC 

RTAWHTRVFLKLPDTFTNDSSTTGF 

*AKPSALLLSTGWS*WATA/CGGGA 

AALLATMLRAAYPAGQVLRLLPSP 

PAPGAKLCRNILRASSCHSSWGRM 

4052 

9549 

A 

4336 

1 

137 


4053 

9550 

A 

4337 

876 

1012 


4054 

9551 

A 

4338 

148 

278 


4055 

9552 

B 

4339 

7 

673 

MVEVTILMIMGLYRIYGFAVAVVS 

MILSYNVCSEGEWSVMFSFVVTSS 

SCGMHRSTLLSSVYSHLIFDSAYVIN 

NVADALSRGFSMHCMHCDNLKTC 

HTSHGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHVAKY 

AEIFGLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPWFIKX 

* 

4056 

9553 

A 

4340 

786 

1088 


4057 

9554 

A 

4342 

1 

66 


4058 

9555 

A 

4343 

2 

80 


4059 

9556 

A 

4344 

8 

258 


4060 

9557 

A 

4345 

5 

383 


4061 

9558 

A 

4346 

99 

634 

TTTMSSKRTKTKTTKKRPQRATSN 

VFAMFDQSQ1QEFKEAFNMIDQNR 

DGFIDKEDLHDMLASLGK\NPTDAY 

LDAMMNEAPGPINFTMFLTMFGEK 

LNGTDPEDVIRNAFACFDEEAXTGTI 

QEDYLRE\LLTTMGDRFTDEE\VDEL 

YREAPY*QKGGISNYIEFTRILTGRP 

PKHKDD 

4062 

9559 

A 

4347 

1 

966 


4063 

9560 

A 

4348 

3 

215 


4064 

9561 

A 

4349 

1 

1416 

NSGGSGGGTSGSGSSSGQGKMGQS 

QSGGHGPGGGKKDDEDKKKKYEPP 

VPTRVGKKKKKTKGPDAASKLPLV 

TPHTQCRLKLLKLERIKDYLLMEEE 

FIRNQEQMKPLEEKQEEERSKVDDL 

RGTPMSVGTLEEIIDDNHA1VSTSVG 

SEHYVSILSFVDKDLLEPGCSVLLN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

StW NO: 
in USSN 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent ( X=OJnknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







HKVHAVIGVLMDDTDPLVTVMKV 

EKAPQETYADIGGLDNQIQEIKESV 

ELPLTHPEYYEEMGIKPPKGVHPFG 

PTWPRVKTLLAKAVANQTSXASFLR 

WVG YEL1QKYLGDG PKLVRELFRV 

A\EEHAPSIVFIDEIDAIGTVKRY\DSN 

SGGE\REFHRTNVGN*LEPVGMGFD 

SRG\DV\KVFPWATNRI\ETL\DPALI\ 

RPGRI\DR\KNEFPLPDEKTKKRIFQI 

HTSRMTLADDVTL\DDLIHGLKIDLS 

GA\DI\KAIC\TEAGL\MGL*GERRMK 

VTNEDFKKSKENVLYKKQEGTPEG 

LYL 

4065 

9562 

A 

4350 

2 

70 


4066 

9563 

A 

4351 

1 

1605 

— — 

4067 

9564 

A 

4352 

3 

193 


4068 

9565 

A 

4353 

3 

127 

LFHPCQDSQQHH*CVCCRLTGHGA 
A*VHGPCQAVQTYRASH 

4069 

9566 

A 

4354 

2 

323 


4070 

956? 

A 

4355 

3 

85 


4071 

9568 

A 

4356 

49 

413 


4072 

9569 

A 

4357 

3 

338 


4073 

9570 

A 

4358 

1 

3735 


4074 

9571 

A 

4359 

2 

317 


4075 

9572 

B 

4360 

2576 

2685 

MDGKNSSGSKRYNRKRELSYPKNE 

SFNNQSRRSSSQKSKTFNKMPPQRG 

GGSSKLFSSSFNGGRRDEVAEAQRA 

EFSPAQFSGPKKINLNHLLNFTFEPR 

GQTGHFEGSGHGSWGKRNKWGHK 

PFNKELFLQANCQFVVSEDQDYTA 

HFADPDTLVNWDFVEQVRICSHEV 

PSCPICLYPPTAAKITRCGHIFCWAC 

ILHYLSLSEKTWSKCPICYSSVHKK 

DLKSWATESHQYVVGDTITMQLM 

KREKGVLVALPKSKWMNVDHPIHL 

GDEQHSQYSKLLLASKEQVLHRVV 

LEEKVALEQQLAEEKHTPESCFIEA 

AIQELKTREEALSGLAGSRREVTG V 

VAALEQLVLMAPLAKESVFQPRKG 

VLEYLSAFDEETTEVCSLDTPSRPLA 

LPLVEEEEAVSEPEPEGLPEACDDLE 

LADDNLKEGTICTESSQQEPITKSGF 

TRLSSSPCYYFYQAEDGQHMFLHP 

VNVRCLVREYGSLERSPEKISATW 

EIAGYSMSEDVRQRHRYLSHLPLTC 

EFSICELALQPPVVSKETLEMFSDDI 

EKRKRQRQKKAREERRRERRIEIEE 

NKKQGKCPEVHIPLENLQQFPAFKF 

LYLLLFEKPRKETGKNVAMKAENR 

CRRRPPPALNAMSLGPRRARSAPTA 

VAAEAPVDAAELPQRRRHRLRHGQ 

EQRLQQLLRLFGQQQRATAAPLRL 

GGASRRV* 

4076 

9573 

A 

4361 

3 

93 


4077 

9574 

A 

4362 

1 

289 

VGNPQQEVQNIFKAKHPMDTEVTK 
AKIIGFGSALLEEVDPNPANFVGAGI 
IHTKTTQIGCLVRLEPNLQAQMYRL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

11 u LI ClTll U C 

sequence 

SEQ ID 
NO: of 

nnnh/1 a 

pcpiiuc 
sequence 

Me 
tho 

SElPWNO: 

in USSN 

Nucleotide 
location of 
iirsi couun 
for peptide 
sequence 

Nucleotide 
location of last 
looun lur Ida 1 
amino acid of 
peptide 
sequence 

Amino acia sequen^^x=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







T/LRTSKEAVSQRLCELLSAQF 

4078 

9575 

A 

4363 

1 

275 


4079 

9576 

A 

4364 

2 

2803 

RGLAVFISDIRNCKSKEAEIKRINKE 

LANIRSKFKGDKALDGYSKKKYVC 

KLLFIFLLGHDIDFGHMEAVNLLSS 

NRYTEKQIGYLFISVLVNSNSELIRLI 

NNAIKNDLASRNPTFMGLALHCIAS 

VGSREMAEAFAGEIPKVLVAGDTM 

DSVKQSAALCLLRLYRTSPDLVPM 

GDWTSRVVHLLNDQHLGVVTAAT 

SLITTLAQKNPEEFKTSVSLAVSRLS 

RIVTSASTDLQDYTYYFVPAPWLSV 

KLLRLLQCYPPPDPAVRGRLTECLE 

TILNKAQEPPKSKKVQHSNAKNAV 

LFEAISLIIHHDSEPNLLVRACNQLG 

QFLQHRETNLRYLALESMCTLASSE 

FSHEAVKTHIETVINALKTERDVSV 

RQRAVDLLYAMCDRSNAPQIVAEM 

LSYLETADYSIREEIVLKVAILAEKY 

AVDYTWYVDTILNLIRIAGDYVSEE 

VWYRVIQrVINRDDVQGYAAKTVF 

EALQAPACHENLVKVGGYILGEFG 

NLIAGDPRSSPLIQFHLLHSKFHLCS 

VPTRALLLSTYIKFVNLFPEVKPT1Q 

DVLRSDSQLRNADVELQQRAVEYL 

RLSTVASTDDLATVLEEMPPFPERES 

SILAKLKKKKGPSTVTDLEDTKRDR 

SVDVNGGPEPAPASTSAVSTPSPSA 

DLLGLGAAPPAPAGPPPSSGGSGLL 

VDVFSDSASVVAPLAPGSEDNFARF 

VCKNNGVLFENQLLQIGLKSEFRQN 

LGRMFIFYGNKTSTQFLNFTPTLICS 

DDLQPNLNLQTKPVDPTVEGGAQV 

QQ WNIECVSDFTEAPVLNIQVHGS 

GGT\FQN\VSLQLPITLNKFFQPT\EK 

FCQDFFQRWKQTSNPQQEVHNIFK 

AKHPMDTEFTK\AKIIG\FGSELLAE 

VDPNPANFVGAG\II\HTKTTQ1\GCP 

LRL*PNLQAQMY\RLTLRTSKEAVS\ 

Q\RLCELLSAQF 

4080 

9577 

A 

4365 

2 

231 


4081 

9578 . 

A 

4366 

1 

224 


4082 

9579 

A 

4373 

131 

381 


4083 

9580 

A 

4374 

93 

449 


4084 

9581 

A 

4375 

11 

594 


4085 

9582 

A 

4376 

1 

1410 


4086 

9583 

A 

4377 

1 

66 


4087 

9584 

A 

4378 

1 

553 

RRGPLSQNGSFGPSPVSGGECSPPLT 

VEPPVRPLSATLNRRDMPRSEFGSV 

DGPLPHPRWSAEASGKPSPSDPGSG 

TATMMNS\SS*GSSPTRVLDEGMQT 

VLQEPEVPSVPSITSLAERPVAVNM 

APKGPPPFPGVPLMSTPMGGPVPPPI 

RYGPPPQLCGPFGPRALPPPFGPGM 

RPPLCLRE 

4088 

9585 

A 

4379 

I 

3589 

AFLSKVEEDDYPSEELLEDENAINA 
KRSKEKNPGNQGRQFDVNLQVPDR 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SET5HTNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/US01/08656 


Amino acid sequeHI^X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


AVLGTIHPDPE1EESKQETSMILDSE 

KTSETAAKGVNTGGREPNTMVEKE 

RPLADKKAQRPFERSDFSDSIKIQTP 

ELGEVFQNKDSDYLKNDNPEEHLK 

TSGLAGEPEGELSKEDHGNTEKYM 

GTESQGSAAAEPEDDSFHWTPHTSV 

EPGHSDKREDLLIISSFFKEQQSLQR 

FQKYFNVHELEALLQEMSSKLKSA 

QQESLPYNMEKVLDKVFRASESQIL 

SIAEKMLDTRVAENRDLGMNENNI 

FEEAAVLDDIQDLIYFVRYKHSTAE 

ETATLVMAPPLEEGLGGAMEEMQP 

LHEDNFSREKTAELNVQVPEEPTHL 

DQRVIGDTHASEVSQKPNTEKDLDP 

GPVTTEDTPMDAIDANKQPETAAEE 

PASVTPLENAILLIYSFMFYLTKSLV 

ATLPDDVQPGPDFYGLPWKPVFITA 

FLGIASFAIFLWRTVLWKDRVYQV 

TEQQISEKLKTIMKENTELVQKLSN 

YEQICIKESKKHVQETRKQNMILSDE 

AIKYKDKIKTLEKNQEILDDTAKNL 

RVMLESEREQNVKNQDLISENKKSI 

EKLKDVISMNASEFSEVQIALNEAK 

LSEEKVKSECHRVQEENARLKKKK 

EQLQQEIEDWSKLHAELSEQIKSFE 

KSQKDLEVALTHKDDNINALTNCIT 

QLNLLECESESEGQNKGGNDSDEL 

ANGEVGGDRNEKMKNQIKQMMDV 

SRTQTAISVVEEDLKLLQLKLRASV 

STKCNLEDQVKKLEDDRNSLQAAK 

AGLEDECKTLRQKVEILNELYQQKE 

MALQKKLSQEEYERQEREHRLSAA 

DEKAVSAAEEVKTYKRRIEEMEDE 

LQKTERSFKNQIATHEKKAHENWL 

KARAAERAIAEEKREAANLRHKLL 

ELTQKMAMLQEEPVIVKPMPGKPN 

TQNPPRRGPLSQNGSFGPSPVSGGE 

CSPPLTVEPPVRPLSATLNRRDMPR 

SEFGSVDGPLPHPRWSAEASGKPSP 

SDPGSGTATMMNSSSRGSSPTxRVL 

DEGK\VNMGPK\GAPSFPKEFPL\MS 

TPMGGPV\PPPIRYGPPPQLCGPFGP 

RHLPPPFGPGMRPPLGLREFAPGVP 

PGRRDLPLHPRGFLPGHAPFRPLGS 

LGPREYFIPGTRLPPPTHGPQEYPPP 

PAVRDLLPSGSRDEPPPASQSTSQD 

CSQALKQSP 


4089 


9586 


4380 


148 


4090 


9587 


4381 


1885 


2826 


CLQEA1MDGTEIAVSPRSLHSELMC 

PICLDMLKNTIGSA*ASVPLTDHSGL 

PFSYPRNKECPTCRKKLVSKRSLRP 

DPNFDALISKIYPSREEYEAHQDRV 

LIRLSRLDRGGTLGGGTLGPPSPPGA 

PSPPEPGGDPYLQSSSEALWL*ACPP 

SHSRYVKTTGNATVDHLSKYLALRI 

ALERRQQQEAGEPGGPGGGASDTG 

GPDGCGGEGGGAGGGDGPEEPALP 

SLFHLLQLSSLFSPLSLLPPPQTLNGS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nitrlpfv-tidp 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
d 

inUSSN 
09/770 1 fiO 

Nucleotide 
location of 

ft ret f*nffs>n 

for peptide 
sequence 

Nucleotide 
location of last 

pfitinn f/ii* loci 1 
LUUUH lUi fad I 

amino acid of 

peptide 

sequence 

Amino acio sequenW^X^Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 

flUlfCUtfUC lUSClllOH/ 







LTLELVNSPRRPLPRQGLTLRALSLP 
GSPQHPGKLLTGGCALGFSTPATLH 
TGKQPYVCAT 

4091 

9588 

A 

4382 

2 

456 

DRGGTLGGGTLGPPSPPGAPSPPEP 

GGDPYLQSSSEALWL*ACPPSHSRY 

VKTTGNATVDHLSKYLALRIALERR 

QQQEAGEPGGPGGGASDTGGPDGC 

GGEGGGAGGGDGPEEPALPSLFHLL 

QLSSLFSPLSLLPPPQTLNGSLTLEL 

V 

4092 

9589 

A 

4383 

58 

1262 

CLQEAIMDGTEIAVSPRSLHSELMC 

PICLDMLKNTMTTKECLHRFCSDCI 

VTALRSGNKECPTCRKKLVSKRSLR 

PDPNFDALISKIYPSREEYEAHQDRV 

LIRLSRLHNQQALSSSIEEGLRMQA 

MHRAQRVRRPIPGSDQTTTMSGGE 

GEPGEGEGDGEDVSSDSAPDSAPGP 

APKRPRGGGAGGSSVGTGGGGTGG 

VGGGAGSEDSGDRGGTLGGGTLGP 

PSPPGAPSPPEPGGEIELVFRPHPLLV 

EKGEYCQTRYVKTTGNATVDHLSK 

YLALRIALERRQQQEAGEPGGPGG 

GAS\NTEELNVCGGEGGGAGGGDG\ 

PKEPA\LPSLEGVSEKQYTIYIAPGG 

GAFTTL\NGSLT\LELVNE\KFWKVS 

RP\LELCYAPHPRIQSDPHPGDKPEE 

RGPLG 

4093 

9590 

A 

4384 

3 

221 


4094 

9591 

A 

4386 

2 

271 


4095 

9592 

A 

4387 

54 

990 

HSIMMKIPWGSIPVLMLLLLLGL1DI 

SQAQLSCTGPPAIPGIPGIPGTPGPDG 

QPGTPGIKGEKGLPGLAGDHGEFGE 

KGDPWIPGNPGKVGPKGPMGPKGG 

PGAPG\APGPKG\DSGDYKATQKIAF 

SATRTINVP/LLRRSQTMRFRPRCITN 

MNTVNYE\PRSGKFTLQGCPGLY*FN 

LSTPSSRG\NLCVN\LMRGRERAQE/ 

VWVTFODYCLTNTFPGSPQGGNGP 

QLKKAPKGGGGGEKKTVLPAGPPN 

KNFTYWGMGGCPTAIFSGFLAFFQI 

WEGLTCGLASHPTPAPPAQQRSLYP 

QQQPYDQAKCTQ 

4096 

9593 

A 

4388 

3 

493 


4097 

9594 

B 

4389 

272 

2158 

MGPLMVLFCLLFLYPGLADSAPSCP 

QNVNISGGTFTLSHGWAPGSLLTYS 

CPQGLYPSPASRLCKSSGQWQTPGA 

TRSLSKAVCKPVRCPAPVSFENGIY 

TPRLGSYPVGGNVSFECEDGFILRG 

SPVRQCRPNGMWDGETAVCDNGA 

GHCPNPGISLGAVRTGFRFGHGDKV 

RYRCSSNLVLTGSSERECQGNGVW 

SGTEPICRQPYSYDFPEDVAPALGTS 

FSHMLGATNPTQKTKESLGRKIQIQ 

RSGHLNLYLLLDCSQSVSENDFLIF 

KESASLMVDR1FSFEINVSVAIITFAS 

EPKVLMSVLNDNSRDMTEVISSLEN 

ANYKDHENGTGTNTYAALNSVYL 

MMNNQMRLLGMETMAWQEIRHAI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

mipf PO-fiffp 

sequence 

SEQ ID 
NO: of 

peptide 
sequence 

Me 
tho 
d 

Sfc^VB NO: 

inUSSN 
09/770 ten 

Nucleotide 
location of 

htm luuuii 
for peptide 
sequence 

Nucleotide 
location of Inst 

<*nr1nn 4W>* f o C t 

luuuii iui 

amino acid of 

peptide 

sequence 

Amino acio seque^^X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 

iiuhcuhuc ■nacriioni 







ILLTDGKSNMGGSPKTAVDHIREIL 

NINQKRNDYLDIYAIGVGKLDVDW 

RELNELGSKKDGERHAFILQDTKAL 

HQVFEHMLDVSKLTDTICGVGNMS 

ANASDQERTPWHVTIKPKSQETCR 

GALISDQWVLTAAHCFRDGNDHSL 

WRVNVGDPKSQWGKEFLIEKAAIS 

PGFDVFAKKNQGILEFYGDDIALLK 

LAQKVKMSTHARPICLPCTMEANL 

ALRRPQGSTCRDHENELLNKQSVL 

CTFWSPLNGSKPKI* 

4098 

9595 

A 

A 1 A A 

4390 

2 

201 


4099 

9596 

A 

y|*> At 

4391 

1 

130 


A 1 AA 

4100 

9597 

A 

v1*> A***. 

4392 

2 

215 


A 1 A 1 

4101 

9598 

A 

A *> A*> 

4393 

3 

300 


4102 

9599 

A 

4394 

3 

310 


4103 

9600 

A 

4395 

2 

228 


4104 

9601 

A 

4396 

2 

448 

PRVRKDAVRDGLRAVKNAIDDGCV 

V/PGAGAVEVAMAEALNKYKLSVK 

GKAQLGVQAFADALLVIPKVLAQN 

SGFDLQETLVKI*AEHSESGQLVGV 

DLNTGEPWAAEAGI\WDNDCVKK 

QLLHSCTVIATNILLVDEIMRAGMS 

SLKG 

4105 

9602 

A 

4397 

2 

100 


A 1 A/ 

4106 

9603 

A 

4398 

3 

174 


4107 

9604 

A 

4399 

1 

147 


4108 

9605 

A 

4400 

1 

104 


4109 

9606 

A 

4401 

153 

480 

TTLKQQFSFMSYKAVKLKVFLIMSC 
YPRNPSHFP*CGA/WVMCPLRVGSE 
RRLCPFMATSNQSLSNKFHNRKIFMS 
REIKFRRNLLKKNETQLMYLQIFRW 
YTKQRLFLF 

41 10 

9607 

A 

4402 

1 

186 


4111 

9608 

A 

4403 

3 

478 


4112 

9609 

B 

4404 

56 

390 

XAAYVQPFLDKSGLEKYLYPASAA 

APFPLLYPGIPAAAAAFPCLSSVLSP 

PPEKAGAAAATLLPHEVAPLGAPHP 

QHPHGRTHLPFAGPREPGNPESSAQ 

EDPSQPGKEAP* 

4113 

9610 

A 

4405 

2 

485 


4114 

9611 

A 

4406 

105 

183 


4115 

9612 

A 

4407 

1 

1560 

MLRKKEKANYRLLAERTRKRPRKA 

SAELQRKHYLPMLRGHLRLFLPGRL 

RPLPSNPRLAFPAAERGGGHCGPMR 

HFPVSTQERGTADPVHPASPLPPNQ 

APNAGHSPPTPRSPPNTSSPRRRRRR 

PESGWGRPGGGFTSILRPDSPLPTRV 

QYGTERKRRGQSSRDAFSARRQSV 

GGGANWEGGGAKRARRGTGPAG 

WRAEGGGAACRGSARASPAFRGRG 

PLPPFASGRVPGRQCGLRQWLQEK 

LLGPSDHLSCFQMPGTSVCDCAACL 

RACTEKPCDSNMWDSQAPWTGLK 

TRLTYRJFTTNDLRQDWWRDYFEK 

YGKIETIEVMEDRQSGKKRGFAFVT 

FDDHDTVDKIVGRGGGSGNFMGRG 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucfeo~tide 
sequence 

SEQID 
NO: of 

npntiiip 

sequence 

Me 
tho 
el 

SW^lD NO: 

inUSSN 
09/770 Itffl 

Nucleotide 
location of 

fii*ct t*f\ t\ f\ fi 

lirbi tuuon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequero ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







GNFGGGGGNFGRGGNFGGRGGYG 

GGGGGSRGSYGGGDGGYNGFGGD 

GGNYGGGPGYSSRGGYGGGGPGY 

GNQGGGYGG/G/GGGYDGYNEGGN 

FGGGNYGGGGNYNDF\GNYSG\QQ 

QS\NYGPMKGGSLGG\RSSGSPYGG 

GYGSG\G\GSGGYGSRRF 

A 1 1 /C 

41 10 

9613 

A 

A 

4408 

2 

370 


41 17 

9614 

A 

4409 

1 

159 


411o 

9615 

A 

A A 1 /\ 

4410 

3 

261 


yi i in 

41 19 

9616 

A 

4411 

1 

8748 


4120 

9617 

A 

4412 

1 

2176 


4121 

9618 

A 

4413 

37 

441 


4122 

9619 

A 

4414 

1 

1940 

PVLRHAVWLKSEGKSSFGLCAPLR 

KGSFLQKSWIFFRPVMADKLTRIAI 

VNHDKCKPKKCRQECKKSCPVVR 

MGKLCIEVTPQSKIAWISETLCIGCG 

ICIKKCPFGALSIVNLPSNLEKETTH 

RYCANAFKLHRLPIPRPGEVLGLVG 

TNGIGKSAALKILAGKQKPNLGKY 

DDPPDWQEILTYFRGSELQNYFTKI 

LEDDLKAIIKPQYVDQIPKAUKGTV 

GSILDRKDETKTQAIVCQQLDLTHL 

KERNVEDLSGGELQRFACAVVCIQ 

KADIFMFDEPSSYLDVKQRLKAAITI 

RSLINPDRYIIVVEHDLSVLDYLSDFI 

CCLYGVPSAYGWTMPFSVREGINI 

FLDGYVPTENLRFRDASLVFKVAET 

ANEEEVKKMCMYKYPGMKKKMG 

EFELAIVAGEFTDSEIMVMMLGENG 

MGKTTFIRMLAGRLEPDEEGEVPVL 

NVSYKLQKISPKSTGSVRQLLREKIR 

DAYTHPQFVTNVMKPLQIENIIDQE 

VQTLSGGELQRVT\LAL*LGQNLPD 

VYLI\DEPPA\YLDS\EQRLMAARW 

KRFIPHAKKTA\FVVGTWTFIM\ATY 

L\ADRVIVFD\GVPSTKNTVANSPQT\ 

LLAGMNKFLSQLEITFRRDPNNYRP 

RINKLNSIKDVEQKKSGN\YFFLDD 

4123 

9620 

A 

4415 

1 

122 


4124 

9621 

A 

4416 

2 

1382 


41zD 

9622 

A 

4417 

135 

282 


4126 

9623 

A 

4418 

2 

1652 


A 1 0T 

412/ 

9624 

A 

4419 

3 

279 


/i no 

9625 

A 

4420 

8 

353 



9626 

A 

4421 

1 

1542 


4130 

9627 

A 

4422 

1 

496 


/i 1 1 1 
4131 

9628 

A 

4423 

70 

365 


4132 

9629 

A 

4424 

1 

3771 


4133 

9630 

A 

4425 

2 

285 


4134 

9631 

A 

4426 

1 

724 


41^5 

9632 

A 

4427 

58 

197 


4136 

9633 

A 

4428 

640 

813 


4137 

9634 

A 

4429 

3 

268 


4HR 


A 
J\ 


1 

1512 


4139 

9636 

A 

4431 

3 

1625 


4140 

9637 

A 

4432 

1 

330 

GKTITLEVEPSDTIENVKAKIQDKEG 


WO 01/79449 PC1YUS01/08656 


SEQ ID 
NO: of 
nucleo-lide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

d 

SE^lD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequel ( X-Unknown; *=?Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







IPPDQQRLIFAGKQLEDGRTLSDYNI 
QKESTLHLVLRLRGGI\KYNCDKMI 
CRKCYARLHPRAVNCRKKKCGHT 
NNLRPKKKVK 

4141 

9638 

A 

4433 

2 

544 

DPRLQFFFFFLSSLLQRGDRAGWW 

RRFFGTQTCRVFVKTLYTGKNLHPL 

RYETQ*HPLKNVQKPKISRTKEGIP\ 

PDQAAS**FAGK\QLE\DGRT\LSDY\ 

NIQKESTRAPWLLRLR\GGIIEPFSPP 

GLPKKYN\CDKM1\CRKCYAR/LFHP 

RCLSTCRKMCKCGSHQTTLRPQRRR 

SNKGGFFP 

4142 

9639 

A 

4434 

385 

499 


4143 

9640 

A 

4435 

2 

127 


4144 

964 \ 

A 

4436 

3 

424 


4145 

9642 

A 

4437 

1 

110 


4146 

9643 

A 

4438 

1 

110 


4147 

9644 

A 

4439 

1 

110 


4148 

9645 

A 

4440 

1 

110 


4149 

9646 

A 

4441 

1 

.108 


4150 

9647 

A 

4442 

3429 

. 7466 


4151 

9648 

A 

4443 

4048 

4181 


4152 

9649 

A 

4444 

682 

829 


4153 

9650 

A 

4445 

163 

320 

EFEGFNPLKLGEAGWARWLTPV1PA 
L*ETEAGGSRGQEIETILANTVKPHL 
Y 

4154 

9651 

A 

4446 

1122 

1446 


4155 

9652 

B 

4447 

124 

27844 

XRSTVPPR1SAYERPVPWPGEWNDP 

RGPGRRASAWSPREGNWGVLRDP 

RLQARKPRMVRSRQMCNTNMSVP 

TDGAVTTSQIPASEQETLVRPKPLLL 

KLLKSVGAQKDTYTMKEVLFYLGQ 

YIMTKRLYDEKQQHIVYCSNDLLG 

DLFGVPSFSVKEHRKIYTMIYRNLV 

VVNQQESSDSGTSVSENRCHLEGGS 

DQKDLVQELQEEKPSSSHLVSRPST 

SSRRRAISETEENSDELSGERQRKRH 

KSDSISLSFDESLALCVIREICCERSS 

SSESTGTPSNPDLDAGVSEHSGDWL 

DQDSVSDQFSVEFEVESLDSEDYSL 

SEEGQELSDEDDEVYQVTVYQAGE 

SDTDSFEEDPEISLADYWKCTSCNE 

MNPPLPSHCNRCWALRENWLPEDK 

GKDKGEISEKAKLENSTQAEEGFDV 

PDCKKTIVNDSRESCVEENDDKITQ 

ASQSQESEDYSQPSTSSSIIYSSQEDV 

KEFEREETQDKEESVESSLPLNAIEP 

CVICQGRPKNGCIVHGKTGHLMAC 

FTCAKKLKKRNKPCPVLTGHIRTEQ 

PIIILPKKHKKKKERKSLPEEDVAVS 

SNVFDFTLTKKKVYLNNKLKERSV 

FKGFQGMGQHWTGFINLDKPSNPS 

SHEVVAWIRRILRVEKTGHSGTLDP 

KVTGCLIVCIERATRLVKSQQSAGK 

EYVGIVRLHNAIEGGTQLSRALETL 

TGALFQRPPLIAAVKRQLRVRTIYES 

KMIEYDPERRLGIFWVSCEADTYSR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQTDNO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







TLCVHLGLLLGVGGQMQELRRVRS 

GVMSEKDHMVTMHDVLDAQWLY 

DNHKDESYLRRWYPLEKLLTSHK 

RLVMKDSAVNAICYGAKIMLPGV1 

RYEDGIEVNQEIVVITTKGEAICMV 

EHDKEFFHPRYHHREFRFDLSKIPE 

GEAVTAAEFRIYKDY1RERFDNETF 

RISVYQGIG SLPARQPYLWASEEG W 

LVFDITATSNHWWNPRHNLGLQL 

SVETLDGQTINPKLAGLIGRHGPQN 

KQPFMVAFFKATEVHFRSIRSTGSK 

QRSQNRSKTPKNQEALGWPTMCTD 

ELSFGDLIVTLQSLFEKRTAAGTRG 

RPCKKHELYVSFRDLGWQDWIIAPE 

GYARYYCEGECAFPLNSYMNATNH 

AIVQTLVHFINPETVPKPCCAPTQLN 

A1SVLYFDDSSNVILKKYRNMVVRA 

CGCH* 

4156 

9653 

A 

4448 

2 

129 


4157 

9654 

B 

4449 

1 

462 

MSQQYYVRLCQIQPSPSRSVGRENL 

VLVGDFPDPTELKRVKGRGCAHCG 

LTDLPEPTAQVLVEQGQDEALWFH 

NVISEEFGVGVNIFWKHLPSECYDK 

TDTYGNKDPTAASRAAQILDRALK 

TLAELPEEYRDFYARRMVLHIQDK 

AYSKNSE* 

4158 

9655 

A 

4450 

3 

366 


4159 

9656 

A 

4451 

1 

167 


4160 

9657 

A 

4452 

2 

382 

TMVLSPADKTNVKAA/WGMFLSFP 

TTKTYFPHFDLSHGSAQVKGHGKK 

VADALTNAVAHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHASLDKFLASVS 

TVLTSKYR 

4161 

9658 

A 

4453 

2 

252 


4162 

9659 

B 

4454 

31 

449 

MVLSPADKTNVKAAWGKTYFPHF 

DLSPGSAQVKGHGKKVADALTNA 

VAHVDDNAQRAVRPKRPCTRTSFG 

WTRSNFKLLSHCLLVTLAAHLPAEF 

NPCGARLPGQVPGFCYAPC* 

4163 

9660 

A 

4455 

2 

81 


4164 

9661 

A 

4456 

2 

81 


4165 

9662 

A 

4457 

3 

452 


4166 

9663 

A 

4458 

1 

493 

RPRIRHEHRLRENPPWFLFPAAKTN 

VKAGLG*G*GSHPPSNVAKTLER\M 

FLSFPTT\KTYFPQLRTLSHGF\SQV* 

GPRSRRLPDALTKRPWRHVDDHAQ 

TRCPALSDLH\AHKL\RVDPVNFKLL 

SHCLLVTLAAHLPAEFYTPAVHAYL 

DKFLASVSTVLTSKYR 

4167 

9664 

B 

4459 

208 

420 

MGNPKVKAHGKKVLTSLGDAIKHL 

DDLKGTFAQLSELHCDKLHVDPEN 

FKLLGNVLVTSLAIHFGIEFTPE* 

4168 

9665 

A 

4460 

40 

534 

SRRHGSVSHREAKATIASLWGKVN 
VEDAGGET\MIRL\LWYPWPQRSF 
ASF\SSLFSASAIMGNPKVKA\HGKK 
VLTSLGDAIKHLDDLKGTFAQLSEL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETJtonO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequencT( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







HCDKLHVDPENFKLLGNV\LVTVLA 

IHF\GKEFTPEVQA\SWQKM\VT\GV 

ANA\LSSTYHLNSLPMMQNF 

4169 

9666 

A 

4461 

2 

171 


4170 

9667 

B 

4462 

10 

351 

MAPRTLVLLLSGALALTQTWAGSH 

SMRYFYTSVSRPGRGEPRFIAVGYV 

DDTQFVRFDSDAASQRMEPRAPWI 

EQEGPEYWDRNTRNVKAHSQTDR 

VDLGTLRGYYRCVSHSL* 

4171 

9668 

A 

4463 

1 

986 


4172 

9669 

A 

4464 

3 

1282 


4173 

9670 

A 

4465 

1 

1004 

MAVMAPRTLLLLLLGALALTQTWA 

GSHSMRYFTTSVSRPGRGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWIEQEGPEYWDRNTRNVKAHSQI 

DRVDLGTLRGYYNQSEAGSHTIQM 

MYGCDVGSDGRFLRGYQQDAYDG 

KDYIALNEDLRSWTAADMAAQITQ 

RKWEAARVAEQLRAYLEGTCVEW 

LRRHLENGKETLQRTDPPRTHMTH 

HAVSDHEATLRCWALSFYPAEITLT 

WQRDGEDQTVHTCHVQHEGLPKPL 

TLRWEPSSQPTIPIVGIIAGLVLFGAV 

ITGAVVAAVMWRRKSSDRKGGSYS 

QAASSDSAQGSDVSLTACKV 

4174 

9671 

A 

4466 

1090 

2175 


4175 

9672 

A 

4467 

1 

780 


4176 

9673 

A 

4468 

59 

169 


4177 

9674 

A 

4469 

89 

134 


4178 

9675 

A 

4470 

864 

1885 


4179 

9676 

A 

4471 

89 

176 


4180 

9677 

A 

4472 

1 

1127 


4181 

9678 

A 

4473 

1 

405 


4182 

9679 

A 

4474 

3 

199 


4183 

9680 

A 

4475 

3 

607 


4184 

9681 

A 

4476 

1017 

2029 


4185 

9682 

A 

4477 

844 

1572 


4186 

9683 

A 

4478 

1 

846 


4187 

9684 

A 

4479 

452 

1220 


4188 

9685 

A 

4480 

1 

1254 


4189 

9686 

A 

4481 

1 

1383 


4190 

9687 

A 

4482 

1 

1290 


4191 

9688 

A 

4483 

666 

1606 


4192 

9689 

A 

4484 

1 

1236 


4193 

9690 

A 

4485 

1 

1269 


4194 

9691 

A 

4486 

719 

1175 


4195 

9692 

A 

4487 

1 

1182 


4196 

9693 

A 

4488 

1 

1377 


4197 

9694 

A 

4489 

1 

1335 


4198 

9695 

A 

4490 

1 

2456 


4199 

9696 

A 

4491 

1 

1827 


4200 

9697 

A 

4492 

1 

1011 


4201 

9698 

A 

4493 

452 

950 


4202 

9699 

A 

4494 

1 

1433 


4203 

9700 

A 

4495 

1 

1933 


4204 

9701 

A 

4496 

641 

2107 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
the 

' S^ID NO: 
inUSSN 

0O/770 USA 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequeffie ( X=Unkno»vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

4205 

9702 

A 

4497 

1 

2582 


4206 

9703 

A 

4498 

1 

1095 


420/ 

9704 

A 

4499 

1544 

525 


4208 

9705 

A 

4500 

2 

161 


4209 

9706 

A 

4501 

3 

452 


4210 

9707 

A 

4502 

25 

622 

EFHRLRENPPWFLFPAAKTNVRAVA 

WG*RSGAHAG\EYGAEALER\MVLF 

PPPTPKPYFPELRT*AHGFCPKVKGP 

TAKKV\AERA*PNAVA\HVDGHAPN 

GAVPP*ADLQRRTSFRVDPVNFQAP 

*ATCLLVTL\AAH\LPAEFTP\AV\HA 

SLGQVPGLSVSTVLTSKIPVKLEPSV 

GHAFLPLWAFPPAPPPLSCTRTPVG 

L 

4211 

9708 

A 

4505 

2 

213 


4212 

9709 

A 

4506 

2 

382 

TMVLSPADKTNVKAA/WGMFLSFP 

TTKTYFPHFDLSHGSAQVKGHGKK 

VADALTNAVAHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHASLDKFLASVS 

TVLTSKYR 

4213 

9710 

A 

4507 

2 

252 


4214 

9711 

A 

4508 

1 

466 

WSPQTQREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALGRUFLSFP 

P\TKTYFPHFDLSPGSAQVKGHG\KK 

VADALTNAGAHVDD\MPNALSSPE 

ATLHAHKLRVDPINNFKLLSHCLLVT 

LAAHLPAEF\TPAVHASLDKFLASV 

STVLTSKYR 

4215 

9712 

A 

4509 

256 

391 

NELHAENLKNEDDVDTGLLGFWTL 
LIISLTAGFSCCSFSWTVTYFDSFEP 
GMFPPTPLSPARFKK*R*CRHWTIRI 
LDSTYNIPNCWILLLQLFLDSDLL 

4216 

r 9713 

A 

4510 

2 

490 


4217 

9714 

A 

4511 

1 

160 


4218 

9715 

A 

4512 

1 

150 


4219 

9716 

A 

4513 

1 

73 


4220 

9717 

A 

4514 

2 

213 

ISPFYHLCQMLKTADVLRRMALWR 
CRDALLS*GGSSIEIPLFLLYGSRELG 
LGFCFTGMNHCAQSIYNRF 

4221 

9718 

C 

4515 

186 

365 

MFQLLYDSLXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXIYNRF* 

4222 

9719 

A 

4516 

251 

454 

GGSSIEIPLFLLYGSRARTWILF*EM 

AAGRVQWLTSVIPALWEAEAGGSR 

GQEFKTSLAKRVKPHLY 

4223 

9720 

A 

4517 

3 

192 


4224 

9721 

A 

4518 

1 

129 


4225 

9722 

A 

4519 

23 

115 


4226 

9723 

A 

4520 

1 

1582 

GRGWRAVLGWSRRRSGLEPATVGS 

SMALLFLLPLVMHGVSRAEMGTAD 

LGPSSVPTPTNVTIESYNMNPIVYW 

EYQIMPQVPVFTVEVKNYGVKNSE 

WIDACINISHHYCNISDHVGDPSNSL 

WVRVKARVGQKESAYAKSEEFAV 

CRDGKIGPPKLDIRKEEKQIMIDIFH 

PSVFVNGDEQEVDYDPETTCYIRVY 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: or 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 

0 

SCTTTDNO: 

in USSN 

VJV/ /U,10U 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequenrc ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







NVYVRMNGSEIQYKILTQKEDDCD 

EIQCQLAIPVSSLNSQYCVSAEGVL 

HVWGVTTEKSKEVCITIFNSSIKGSL 

WIPWAALLLFLVLSLVFICFYIKKI 

NPLKEKSIILPKSLISVVRSATLETKP . 

ESKYVSLITSYQPFSLEKEWCEEPL 

SPATVPGMHTEDNPGKVEHTEELSS 

ITEVVTTEENIPDVVPGS\HLTPIERE 

SSSPLSSNQSEPGSIALNSYHSRNCS 

ESDHSRNGFDTDSSCLESHSSLSDSE 

FPPNNKGEIKTEGQELITVIKSPPPSF 

C\YDKP\HVLVDLLV\DDSGKESL\IG 

YRPTVEDSQRNFHEISLSCTQL 

4227 

9724 

A 

4521 

1 

408 


4228 

9725 

A 

4522 

2 

377 


4229 

9726 

A 

4523 

50 

326 


4230 

9727 

A 

4524 

3 

1948 

AAAAAAAVPASFGLCSRDPAPPQP 

ASMSGIKKQKTENQQKSTNVVYQA 

HHVSRNKRGQVVGTRGGFRGCTV 

WLTGLSGAGKTTISFALEEYLVSHA 

IPCYSLDGDNVRHGLNRNLGFSPGD 

REENIRRIAEVAKLFADAGLVCITSF 

ISPFAKDRENARKIHESAGLPFFEIFV 

DAPLNICESRDVKGLYKRARAGEIK 

GFTGIDSDYEKPETPERVLKTNLST 

VSDCVHQVVELLQEQNIVPYTIIKDI 

HELFVPENKLDHVRAEAETLPSLSIT 

KLDLQWVQVLSEGWATPLI^GFMR 

EKEYLQVMHFDTLLDGMALPDGVI 

NMS1PIVLPVSAEDKTRLEGCSKFVL 

AVHGGRRVAYLTETAEF/HTEHRKE 

ERCS/RVFWGTTCTKHPHIK\MVME 

SGDWLVGGDLQVLEKIRWNDGLD 

QYRLTPLELKQKCKEMNADAVFAF 

QLRNPVHNGHALLMQDTRRRLLER 

GYKHPVLLLHPLGGWTKDDDVPLD 

WRMKQHAAVLEEGVLDPKSTIVAI 

FPSPMLYAGPTEVQWHCRSRM1AG 

ANFYIVGRDPAGMPHPETKKDLYE 

PTHGGKVLSMAPGLTSVEIIPFRVA 

AYNKAKKAMDFYDLARHNEFDFIS 

GTRMRKLAREGENPPDGFMAPKA 

WKVLTDYYRSLEKN 

4231 

9728 

A 

4525 

1 

626 


4232 

9729 

A 

4526 

66 

409 

LGLLQVTTTNPPSPPNTYLLKMLFK 

LRTPPFISHHSFILKNYDIQYFSMRDI 

DRLGIQKVMERTFDLLIGKRQRPIH 

LSFDIDAFDPTL\APATG\TPVVGGLT 

YREGMYIAEEIH 

4233 

9730 

A 

4527 

1 

1257 


4234 

9731 

A 

4528 

3 

1086 

FSVLRIMSLRGSLSRLLQTRVHSILK 

KSVHSVAVIGAPFSQGQKRKGVEH 

GPAAIREAGLMKRLSSLGCHLKDFG 

DLSFTPVPKDDLYNNLIVNPRSVGL 

ANQELAEVVSRAVSDGYSCVTLGG 

DHSLAIGTISGHARHCPDLCVVWV 

DAHADINTPLTTSSGNLHGQPVSFL 

LRELQDKVPQLPGFSWIKPCISSAS1 


WO 01/79449 PC T/U SO 1/08656 


SEQ ID 
NO: of 

IlUUCU'llUc 

sequence 

SEQ 10 
NO: of 

pepuue 
sequence 

Me 
tho 

A 
U 

SE^fD NO: 

in USSN 

flO/TTfl flCfl 
U// f /UflOU 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequel? ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







VYIGLRDVDPPEHFILKNYDIQYYFP 

MKDIDRLGIQKVMERTFDLLIGKRQ 

RPIHLSFDIDAFDPTLAPATGTPVVG 

GLTYREGMYIAEEIH\NTGLLSALDL 

VEVNTQLATSNEEAKTTADLAVDV 

IASSFGQTREGGHIVYDQLPTPSSPD 

ESENQARVRI 

4235 

9732 

A 

4529 

1 

128 


4236 

9733 

A 

4530 

3 

126 


4237 

9734 

A 

4531 

1 

79 


4238 

9735 

B 

4532 

214 

268 

XELEKLVQVVRQLEAEPGLPPVQPV 

FITVDPERDDVEAMARYVQDFHPR 

LLGLTGSTKQDEDQDYIVDHSIAIY 

LLNSDGLFTDYYGRSRSAEQISDSV 

RRHMAAFRSVLS* 

4239 

9736 

A 

4533 

23 

257 

AYL1DDTEAQSRGSQAKATPLEGLR 
TQPSSRPLGGIKLV*YEVLCLLMTA 
LKAI/TQIQLPATSHSAARLRGVLPR 
AIR 

4240 

9737 

A 

4534 

3 

229 


4241 

9738 

A 

4535 

1 

297 


4242 

9739 

A 

4536 

67 

552 

GPWRFCFSEAVSEPTTVAFDVRPGG 

WHSFSHNVGPGDKYTCMFTYASQ 

GGTNEQWQMSLGTS\EDHQHFT\CT 

IWRPPRGKSYL\YFT\QFKAEVAGRL 

RFEYRHGLTFKARILKGESDVPLEN 

LRNFEVXTKTAVGSQGPGAFPKLTC 

PKLV\IVAKAS\RTEL 

4243 

9740 

A 

4537 

2 

232 

RDGTVHARAAKNRVISVLLPSDLV 
H*L WEP*PDED*DA* SETGDIDHRV 
TEESHE*PAFHNFMQESMAQYWKR 
NNK 

4244 

9741 

A 

4538 

2 

1094 

RHPVCLLVLGMAGSGKTTFVQRLT 

GHLHAQGTPPYVINLDPAVHEVPFP 

ANIDIRDTVKYKEVMKQYGLGPNG 

GIVTSLNLFATRFDQVMKFIEKAQN 

MSKYVLIDTPGQIEVFTWSASGTIIT 

EALASSFPTVVIYVMDTSRSTNPVT 

FMSNMLYACSILYKTKLPFIVVMNK 

TDIIDHSFAVEWMQDFEAFQDALN 

QETTYVSNLTRSMSLVLDEFYSSLR 

VVGVSAVLGTGLDELFVQVTSAAE 

EYEREYRPEYERLKKSLANAESNQQ 

EREQLERLRKDMGSVALDAGTAKG 

VFTVDSLSPVLHPSDLILTRGTLDEE 

DEEADSDTDDIDHRVTEESHEEPAF 

QNFMQESMAQYWKRNNK 

4245 

9742 

A 

4539 

710 

1053 


4246 

9743 

A 

4540 

3 

281 


4247 

9744 

A 

4541 

30 

320 


4248 

9745 

A 

4542 

3 

115 


4249 

9746 

A 

4543 

1 

137 

- 

4250 

9747 

A 

4544 

3 

32 


4251 

9748 

A 

4545 

1 

135 


/too 


A 

A 

4546 

1 

2694 


4253 

9750 

A 

4547 

3 

544 


4254 

9751 

A 

4548 

2 

323 



WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
Tor peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ju^je^J 


PCT/US01/08656 


Amino acid'sttjuewfx^Unknown; *=Stop 
codon; /=possiblc nucleotide deletion; ^possible 
nucleotide insertion) 


4255 


9752 


4549 


1 


384 


4256 


9753 


4550 


1299 


MASPVAAQAGKLLRALALRPRFLA 

AGSQAVQLTSRRWLNLQEYQSKKL 

MSDNGVRVQRFFVADTANEALEAA 

KRLNAKEIVLKAQILAGGRGKGVF 

NSGLKGGVHLTKDPNVVGQLAKQ 

MIGYNLATKQTPKEGVKVNKVMV 

AEALDISRETYLAILMDRSCNGPVL 

VGQPQGGVDIEEVAASNPELIFKEQI 

DIFEGIKDSQAQRMAENLGFVGPLK 

SQAADQITKLYNLFLKIDATQVEVN 

PFGETPEGQVVCFDAKINFDDNAEF 

RQKDIFAMDDKSENEPIENEAAKYD 

LKYIGLDGNIACFVNGAGLAMATC 

DIIFLNG GKPANFLDLGGG VKEAQV 

YQAFKLLTADPKVEAILVNIFGGIV 

NCAIIANGITKACRELELKVPLWRL 

EGANVQEAQKILNNS\GLPITSAIDL 

EDAAKKAVASVAMK 


4257 


9754 


4551 


590 


RVRTKDPNVVGQLAKQMIGYNLAT 

KQTPKEGVKVNKVMVAEALDISRE 

TYLAILMDRSCNGPVLVGSPQGGV 

DIEEVAASNPELIFKEQIDIFEGIKDS 

QAQRMAENLGFVGPLKSQVEAILV 

NIFGGIVNCAIIAVNGIPKACRELELK 

VPLVVRLEGTNVQEAQKILNNSGLP 

ITSA\IDLEDA\AKKAVA\SVAKK 


4258 


9755 


4552 


168 


4259 


9756 


4553 


95 


4260 


9757 


4554 


354 


4261 


9758 


4556 


95 


4262 


9759 


4557 


156 


364 


GPVE*KPVEEESRGLLD*GLPGMD 

WGWVFGKGGDPPLAQSLNCPSFTV 

SEIIGRDLSGFPAPPGEEPPA 


4263 


9760 


4558 


2523 


4264 


9761 


4559 


469 


4265 


9762 


4560 


132 


4266 


9763 


4561 


2961 


MGAASCEDEELEFKLVFGEEKEAPP 

LGAGGLGEELDSEDAPPCCRLALGE 

PPPYGAAPIGIPRPPPPRPGMHSPPPR 

PAPSPGTWESQPARSVRLGGPGGG 

AGGAGGGRVLECPSIRITSISPTPEPP 

AALEDNPDAWGDGSPRDYPPPEGF 

GGYREAGAQGGGAFFSPSPGSSSLS 

SWSFFSDASDEAALYAACDEVESEL 

NEAASRFGLGSPLPSPRASPRPWTPE 

DPWSLYGPSPGGRGPEDSWLLLSAP 

GPTPASPRPASPCGKRRYSSSGTPSS 

ASPALSRRGSLGEEGSEPPPPPPLPL 

ARDPGSPGPFDYVGAPPAESIPQKT 

RRTSSEQAVALPRSEEPASCNGKLP 

LGAEESVAPPGGSRKEVAGMDYLA 

VPSPLAWSKARIGGHSPIFRTSALPP 

LDWPLPSQYEQLELRIEVQPRAHHR 

AHYETEGSRGAVKAAPGGHPVVKL 

LGYSEKPLTLQMFIGTADERNLRPH 

AFYQVHRITGKMVATASYEAVVSG 


WO 01/79449 £^ PCT7US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETJTONO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=*top 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







TKVLEMTLLPENNMAANIDCAGIL 

KLRNSDIELRKGETDIGRKNTRVRL 

VFRVHVPQGGGKWSVQAASVPIE 

CSQRSAQELPQVEAYSPSACSVRGG 

EELVLTGSNFLPDSKVVFIERGPDG 

KLQWEEEATVNRLQSNEVTLTLTV 

PEYSNKRVSRPVQVYFYVSNGRRK 

RSPTQSFRFLPVICKEEPLPDSSLRGF 

PSASATPFGTDMDFSPPRPPYPSYPH 

EDPACETPYLSEGFGYGMPPLYPQT 

GPPPSYRPGLRMFPETRGTTGCAQP 

PAVSFLPRPFPSDPYGGRGSSFPLGVL 

PFSPPAPFRPPPLPASPPLEGPFPSQS 

DVHPLPAEGYYNKVGPGYGPGEGAP 

EQEKSRGGYSSGFRDSVPIQGITLEE 

VSEIIGRDL\SGFPETSLEKKPPALKP 

RETVITLATPAPASALPPFPPFLELV 

ATEAWGQPLAPLSPSFCLSHCLPLPS 

PSLGCGPQAWLAALEGLGGKECVE 

EGGG 

4267 

9764 

A 

4562 

19 

387 


4268 

9765 

A 

4563 

I 

373 


4269 ; 

9766 

A 

4564 

2 

343 


4270 

9767 

B 

4565 

19 

507 

MEANGLGPQGFPELKNDTFLRAAW 

GEETDYTPV WCMRQAGRYLPEFRE 

TRAAQDFFSTCRSPEACCELTLQPL 

RRFPLDAAIIFSDILWPQALGMEVT 

MVPSKGPSFPEPLREEQDLEALRDP 

EVEASKLGYGFQAITPYPTTTGWDV 

CRLIGFCWCPHGP* 

4271 

9768 

A 

4566 

3 

339 


4272 

9769 

A 

4567 

3 

679 


4273 

9770 

A 

4568 

1 

139 


4274 

9771 

A 

4569 

1 

526 

HERFETTYFKKFPXGYYVTGDGCQR 

DQDGYYWITGRIDDMLNVSGHLLS 

TAEVESALVEH*RLLQEA\AWGHP 

HPCEGVNASYCFVTLCDGHTFSPKL 

TEELKKAWMRKRLAPFATPDYIQN 

APGLPKT\RSGKIMRRVLRKICS/VT 

DHDLGDMSTVADPSVVISHLFSHRC 

LTIQ 

4275 

9772 

A 

4570 

537 

2357 

GVCHQRRLAPQAWPGAGTDSLLLA 

TRWATGAPGHCCWHLPARHTCGSP 

GLSPVPQPASAGPPGGLLWERHSRE 

YIKTWRPR/YFLLKSDGSFIGYKERP/ 

EAPDQTLPPLNNFSVAGCLGMSNEC 

QLMKTERPRPNT/FVIRCLQWTTVIE 

RTFH/VDSPDE/REEWMRAIQMVAN 

SLKQ/RAPGEDPMDYKCGSPSD/SST 

TEEMEVAVSKARA/KVGTFGKVILV 

REKAT/GRYYAMKILRKEVI1A/KVR 

APG1ALASLCGGCVCLQDEVAHTV/ 

TESRVLQNTRHPFLTALKYAFQTHD 

RL/CFVMEYANGAVFHLSRERVFTE 

ERAR/FYGAE1VSALEYLHSRD/VVY 

RDIKLCAQEKGDTHSP*KVSPSLSSR 

ITLAPTGTTQVSTVRGTSDP/AVECS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqS^( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possibIe 
nucleotide in^ertinnt 







HSGTPHSSWNELQLHTTVWTRLIG 

YVEGKPHRGAVPRYMGVGQRVLE 

DN/DYGRAVDWWGLGVVMYE/MM 

CGRLPFYNQDHERLF/ELILMEEIRF 

PRTLSP/EAKSLLAGLLKKDPKQ/RL 

LP/PFKPQVTSEVDTRYFDD/EFTAQ 

SITITPPDRCECWGPRAESRCLPHAE 

PSSAAVPDGFPAGPLSPQDAWRGR 

RGWRRRERAGAAGRTRVRRGHLPE 

VMPAFLAS 

4276 

9773 

A 

4571 

64 

1537 

VTAYHAATMNEVSVIKEGWLHKR 

GEY1KTWRPRYFLLKSDGSFIGYKE 

RPEAPDQTLPPLNNFSVAECQLMKT 

ERPRPNTFVIRCLQWTTVIERTFHV 

DSPDEREEWMRAIQMVANSLKQRA 

PGEDPMDYKCGSPSDSSTTEEMEV 

AVSKARAKVTMNDFDYLKLLGKG 

TFGKVILVREKATGRYYAMKILRKE 

VIIAKDEVAHTVTESRVLQNTRHPF 

LTALKYAFQTHDRLCFVMEYANGG 

ELFFHLSRERVFTEERARFYGAEIVS 

ALEYLHSRDVVYRDIKLENLMLDK 

DGHIKITDFGLCKEGISDGATMKTF 

CGTPEYLAPEVLEDNDYGRAVDW 

WGLGVVMYEMMCGRLPFYNQDHE 

RLFELILMEEIRFPRTLSPEAKSLLA 

GLL\KKDPKQRLG\GGPSDAKEVME 

HRFFLSINWQDVVQKKLLPPFKPQV 

TSEVDTRYFDDEFTAQSITITPPDRY 

DSLGLLE\LDQRT\HFP\QFSYSASIRE 

Aon 


A 

45 12. 

2 

423 



yl /5 

A 

A 

A CT3 

1 

106 



yl 10 

A 

A 

45/4 

3 

58 


4ZoU 

yiii 

A 

A 

/I C1C 

4575 

i 

191 


4281 

9778 

A 

4576 

3 

325 


4282 

9779 

A 

4577 

3 

277 


4283 

9780 

C 

4578 

77 

292 

MVDFCPPCSICFXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXHWSIC 
IS* 

AOQA 

yl ol 

A 

4579 

645 

849 


4285 

9782 

A 

4580 

3 

140 

EANKENREAQMAAKLERJLPEKD*A 
/HLEEVRKNK\ESKDPADETEAD 

4286 

9783 

A 

4581 

49 

605 

NSARGLSLSQLIVQNTLPVACLLFT 

MASSDIQVKELEKRASGQAFELILSP 

RSKESVPEFPLSPPKEEGFFPGGKFR 

EN*EAAEERRQSP*SCSS*RQLAEKR 

E\HGKEVL\QKAIEENNNFQ*NGQK 

RKLTPHKMEA * *RDPREATNGLPKL 

EPFAEEKDKAH*KKCRKN\KESQRP 

CPRRDLKPD 

4287 

9784 

A 

4582 

1 

567 

VVREPAFSLA/EAQFTARYFSTSSIP 

NV\NKAPV\RIRRSKHM*QGVTLPVI 

E\HYHEGTDSL*TALV*ARVGNQLA 

KLKRxNYAKAVELLVQLASLQTSFV 
TLDEAIKITNRRVNAIEHVIIPRIERT 
LAYHTELDEREREEFYRLKKJQEKK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 

SE^TD NO: 

in USSN 

110/7*70 lAft 

\3jl I /UfJOU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequeWe ( X^Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







KILKEKSEKDLEQRRAAGEVLEPAN 
LLAEEKDEDLLFE 

4288 

9785 

A 

4583 

1 

748 

MSGKDRIEIFPSRMAQTIMKARLKG 
AQTGRNLLKKKSDALTLRFRQILKK 
IIETKMLMGEVMREAAFSLAEAKFT 
. AGDFSTTVIQNVNKAQVKIRAKKD 
NVAGVTLPVFEHYHEGTDSYELTG 
LARGGE\QLAKLKRNYAKAVELLV 
ELASLQTSFVTLDEAIKITVNRRVNAI 
EHVIIPRIERTLAYIITELDERV\REEF 
YRLKKIQEKKKILKEKSEKDLEQRR 
AAGEVLEP\ANLL\AEEKDEDLLFE 

4289 

9786 

A 

4584 

166 

238 


4290 

9787 

A 

4585 

53 

203 


4291 

9788 

A 

4586 

357 

498 


4292 

9789 

A 

4587 

262 

397 


4293 

9790 

A 

4588 

68 

422 


4294 

9791 

A 

4589 

70 

361 


4295 

9792 

A 

4590 

259 

2603 


4296 

9793 

A 

4591 

246 

667 


4297 

9794 

A 

4592 

25 

471 


4298 

9795 

A 

4593 

2 

3788 


4299 

9796 

A 

4594 

1 

700 


4300 

9797 

A 

4595 

604 

1047 . 

SNNRTDNPTSVAYLSKETDVVAKG 

WPHCLWVVVAVAILVLEAIKIIQGK 

DFTVWTSHDVNGILGAKGNSWLSD 

KRLLRYQALLLEGPVLQIHTCVALN 

PAIFLPEDGEPIKHDYQQIVAQTYVT 

* EDLLEVPLANPDLNLYTNGSSFV 

4301 

9798 

A 

4596 

1 

1410 


4302 

9799 

A 

4597 

510 

755 


4303 

9800 

A 

4598 

59 

411 

SWPSDKQTLVVQRGQKMEQANHP 

DPTDHMSQLMWT/VLPQGFRDSPH 

LFGQALAQDLGHFSSPGTLVLQYV 

DDLLLATSSEASCQQATLALLNFLA 

NQGYK/LSRSKAQLCLQQVKYLCL 

4304 

9801 

A 

4599 

1 

565 


4305 

9802 

A 

4600 

126 

492 

CNNSMTSLQVRLKVCPRPCRTSM/L 

PIRII*KLPQVCLDLL*IREGEWDMY 

PCWAKFPCPYSLKGT*PIAWGILWS 

FGDFFAY/IPLMQQQKH*FSSQNTRR 

NEEGQI*WPLLMHSQKPAPLPW 

4306 

9803 

A 

4601 

1 

342 


4307 

9804 

A 

4602 

55 

219 

LGNKHLLGSIDPRGSWVTGEYIFLR 

PPIAA*GRQ*DFLPFPELWWTSLNNS 

WAFS 

4308 

9805 

A 

4603 

339 

1371 

ASHPLRGLLCGPSLPNEPCPLLHGT 

QSHRPLKG*GVRAHSTGLAGSSTCR 

PLRDPLGEAS WAPESAQGL* IHQSA 

LCI*LKLKPAGQRAKLGDRLDIPDR 

RKSSTILGRAGDLQPAMPEPPTLSV 

GSCAAQASPMNPAPCSTAPSPIDHS 

RAEECGRIARDWQAAPPAGPCGIH 

WVKPAGLLSLLRDCKYTNRHSVSS 

SRFANTNQHPASSSGFVNAPIDTLY 

LANLVGTWRTFVASSGIVNAPISTL 

SKQTTWLYQSAGCGKESTQASGAQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

nitrlpft-tiflf* 
u ukicvr^iiuc 

sequence 

SEQ ID 
NO: or 

npntirfp 

sequence 

Me 
tho 

S^Id NO: 

in USSN 
09/770 Ififl 

Nucleotide 
location of 
iirsi cutiun 

for peptide 
sequence 

Nucleotide 
location of last 

j»/wff\n ftw" last 

cvuon lor laM 

amino acid of 

peptide 

sequence 

Ammo acid sequ^R( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucieoiiae insertion) 







TGGTSFKSLETTGSISEASSAKHCTE 

LFSRFTTFNPDSVPSDGWGDTAGT 

VWPGVLKGEPCHLGTCYRCVLDPH 

PTPSESDTIQGIHVQVCYMSTLHDA 

DVCDTNDPVTHNTKKYIYSTEIFTS 

NNPELRSEDETVFRALEKWKTSEQT 

IGEMDFYICNDPHPDSALYQNGLSK 

MQDTVSLSVFSPSVAA 

4309 

9806 

A 

4604 

749 

1002 

QLKKGTNSLLVSKPSPVWIPTGTLT 
QIMGTGVANIC* PVF*KD* GELGKM 
NYAMMSTITQGKEENPAFLKWLWE 
ALRKYTPLSP 

4310 

9807 

A 

4605 

1 

1632 


4311 

9808 

A 

4606 

307 

543 


4312 

9809 

A 

4607 

1 

1149 


43.13 

9810 

A 

4608 

119 

409 

GDICHHLGLTPVGSHSLLSCSR*QV 
A*VGAVTAATIGTGILLQQLAFLVC 
NWLLLSGSSENFPRSALICFKSEREK 
GTCIQVGPNSPPPTACKGHN 

4314 

9811 

A 

4609 

1 

2433 


4315 

9812 

B 

4610 

97 

1065 

MH AVHTSLLVERTILTTTKERG STL 

QYPLRPGAHKGLQDIVKRFKAQALI 

RKCSSPCNTPILGVQKPNGQWRLV 

QDLRLINEAVIPLYPVVPNPYNLLSQ 

IPEEAEWFTVLDLKDAFFCIPLHSDS 

QFLFAFEDPTDHTSQLTWTVLPPGF 

RDSPPLFGQALAQDLGHFSSPGTLV 

LQYVDDLLLATSSEASCQQATLDLL 

NFLANQGYKTHSRDSDAPVGFTDR 

HLVATEKIPRGREPLSSLAVYTRGR 

PTRTGARRTIVSRIRRDFRFFYRYLA 

QREPPLYQQSLLIHLQLDSQPALSV 

VIGKVPNVVELTPNFGTAAQV* 

4316 

9813 

A 

4611 

1 

2403 


4317 

9814 

A 

4612 

1 

2838 


4318 

9815 

A 

4613 

1908 

4698 

SNDRTEDDCGKHPFMSSPPYTEPWV 

CLIIEGQEIDFLLDTGTTFS VLIPCLG 

RLSSRSVT1QGILGQPVTRYFSHLLS 

CNWETLLFSHAFLVMPESPTPLLGR 

DILAKAGAIISMKTGNKLPICCPLLE 

GINPEVWALEGQFGRAKNAHPLQIR 

LKDPISFPYQRQYPLRPEAHKGLQDI 

VKHLKAQDSVRKCSSPCNTPILGVQ 

KLNSQWRLVQDLRLINEAVIPLYPV 

VRNPYTLLSQVPEEAEWFTVLDLK 

DAFFCIPLHSDSQFLFAFEDPTDHTS 

QLMWMVLPQRFRDSPHLFGQAQA 

QDLGHFSSPGTLVLQYSEIAKTLYT 

LIKEMERANTHLVEWEPEAETAFET 

LKQALVQAPALSLPTGQNFALYVIE 

RAGIALGVLTQTHRTTPQPVAYLSK 

EIDVVAKGWPHCLRTWAVAVLVS 

EAIKIIQGKDFTVWTTHDVNGILGA 

KGGLWPSDNCLLRYQALLLEEPVL 

QIHMCIAINPATFLPEDGEP1KHDCQ 

QIIVQTYATQDDLLEVPLANPDFNL 

YNSGSSFVENGIQRAGYAIVSDVTV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^PDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqiMr( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







LGSKPLSPGTSTQLAELVALTRALE 

LGKGKRINVYTDSKYAYLILHAHA 

AIWKEREFLTSGGTPIKYHKEIMELL 

HTVQKPKEVAVLHCQSHQKGSARR 

IFCLTRIPGTRVCKNPHVSLSGISEW 

PLRDHTPLCFRPKALLAWVHEEICS 

MGCKDPGWNSLKVSEEDRKMQES 

LETSRDLLNGFDQNVDNDMDSKVQ 

AEGASDGDEELIGKWRKGLSMLW 

KILSIENMMNVWKDGTIKDAIIVIEK 

AVKAIKPETINSCQRNLCPDVVHDF 

TRFTTEPIKDIKEIGDLAIKLGIFESS 

NSTQFLNQFVPDDRLSPHNKLLKFY 

KPEFYSSYPLVSCLDHYVDQVGARI 

bMbrCVTTVTEASGSGSWTCGVSQ 

4319 


A 

4/514 

HO 1*t 

1 ^90 



4320 

9817 

A 

HOI J 

'i 
j 



4321 

9818 

A 

4617 

3 

112 


4322 

9819 

A 

4618 

359 

465 


4323 

9820 

A 

4619 

3 

381 

MR1LMVGLDAAGKTTILYKLKLGEI 
VTTIPTIG\FIFWDSNDRERIQEVAD 
ELQKMLLVDELRDAVLLLFANKQD 
LPNAMAISEMTDKLGLQSLRNRTW 
YVQATCATQGTGLYEGLDWLSNEL 
SKR 

4324 

9821 

A 

4620 

395 

552 


4325 

9822 

B 

4621 

1289 

1603 

MVVTISPNFSLYRMVVLPAASNPTI 
KMRICFLPNSREKREEIVRPMAVVA 
LVMGRSRRGLGRPRAFSFQAPRQT 
KREGRERAEEERGRQKRLSGPCAD 

4326 

9823 

A 

4622 

2 

116 


4327 

9824 

A 

4623 

156 

403 


4328 

9825 

A 

4624 

8 

2648 

WIQYSSTTLPNDWNKRKKKEKKA 

MLSARAKTPRKPTV/KKGSQTNLKD 

PVG\YCRVRLGFPDQECCIEVINNTT 

VQLHTPEGYRLNRNGDYKETQYSF 

KQVFGTHTTQKELFDVVANPLVND 

LIHGKNGLLFTYGVTGSGKTHTMT 

GSPGEGGLLPRCLDMIFNSIGSFQAK 

RYVFKSNDRNSMDIQCEVDALLER 

QKREAMPNPKTSSSKRQVDPEFAD 

MITVQEFCKAEEVDEDSVYGVFVS 

YIEIYNNYIYDLLEEVPFDP/IKPKPP 

QSKLLRED\KNHNMYVAGCTEVEV 

KSTEEAFEVFWRGQKKRRIANTHL 

NRESSRSHSVFNIKLVQAPLDADGD 

NVLQEKEQIHSQLSLVDLAGSERTN 

RTRAEGNRLREAGNINQSLMTLRTC 

MDVLRENQMYGTNKMVPYRDSKL 

THLFKNYFDGEGKVRMIVCVNPKA 

EDYEENLQVMRFAEVTQEVEVARP 

VDKAICGLTPGRRYRNQPRGPVGN 

PPT VTHWl AQT7DDI Dor^ciT r\r\Trvc 

QTLPRLIEALEKRHNLRQMMIDEFN 
KQSNAFKALLQEFDNAVLSKENHM 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo*tidc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

A 
IJ 

SEt^D NO: 

inUSSN 

UV/V/Utlol/ 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequent X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







QGKLNEKEKMISGQKLEIERLEKKN 

KTLEYK.IEILEKTTTIYEEDKKNLQQ 

ELETQNQKLQRQFSEKRRLEARLQ 

G M VTETTMK WEKECERRV AAKQL 

EMQNKLWVKDEKLKQLKAIVTEPK 

TEKPERPSRERDREKVTQRSVSPSP 

VPLLFQPDQNAPPIRLRHRRSRSAG 

DRWVDHKPASNMQTETVMQPHVP 

HAITVSVANEKALAKCEKYMLTHQ 

ELASDGEIETKLIKGDIYKTRGGGQS 

VQFTDIETLKQESPNGSRKRRSSTV 

APAQPDGAES\EW\TDV\ETRCSVGC 

GR*GAGSQLGPGYQHH\AQPKRKK 

P 

4329 

9826 

A 

4625 

1 

331 


4330 

9827 

A 

4626 

142 

461 


4331 

9828 

- 

B 

4627 

136 

906 

XPELKPVDKESEVVMKFPDGFEKFS 

PPILQLDEVDFYYDLKHVIFSRLSVS 

ADLESRICVVGENGAGKSTMLKLL 

LGDLAPVRGIRHAHRNLKIGYFSQH 

HVEQLDLNVSACGTAGHASFLGRP 

EEEYXGWCDSGVPRMKRFIKAGVP 

GSCGYAKEGGVTRVERKDFDQYRA 

LLQGTVSAAKAFL* 

4332 

9829 

A 

4628 

1 

233 


4333 

9830 

A. 

4629 

1 

312 


4334 

9831 

A 

4630 

2 

119 


4335 

9832 

A 

4631 

1 

145 


4336 

9833 

B 

4632 

78 

236 

MSYIPGQPVTAWQRVEIHKLRQGE 

NLILGFSIGGGIDQDPSQNPFSEDKT 

DK* 

4337 

9834 

A 

4633 

102 

583 

IRVEMSYIPGQPGTAVVQRGEIHKL 

RQGENLILGFSIGGGIDQDPSQNPFS 

EDKTDKGIYVTRVSEGGPAEIAGLQ 

IGDKIMQVNGWDMTMVTHDQ\AR 

KRLHQALRRRLVRLLWTRQSVLQKX 

AVQQSMPVLAATTILRLLPAASLYS 

NATSTLWSPSGFC 

4338 

9835 

A 

4634 

1 

373 


4339 

9836 

A 

4635 

3 

86 


4340 

9837 

A 

4636 

1 

204 


4341 

9838 

A 

4637 

1 

767 


4342 

9839 

A 

4638 

20 

515 


4343 

9840 

A 

4639 

3 

391 

HEESRSVSQAGVQWRYLGSLQRPP 

PRFKRFSCLSPPSSWDHRCTTS*LAN 

F\* YLVETGFHHVELLTSSDLPTSAS 

QSAGITGVSHHAWPWFALNVFKDG 

CESPWPHNKLEFYTAYYNFFNTGTT 

LRPPL 

4344 

9841 

C 

4640 

201 

368 

MGKSKXAFRXKSXGIVFIQGTFPXE 
YNXXPRGIKVSQEXNXXXXXCXKI 
GGEDVX* 

4345 

9842 

A 

4641 

1 

307 

RLFFFFETVSHSVTQARVHLSHLGS 
LQPLLPTFKQFSCLSLPGS*DYRRLL 
LHPANF\*FSVETGFHHVGQAGLEL 
LTSGDPPTSASQSAGITGVSHRAWP 
ST 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-lide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SIPINO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqtiHHT( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide inrertinn) 

w**** v IllgWI Ill/Iff 

4346 

9843 

A 

4642 

1 

310 


4347 

9844 

A 

4643 

49 

360 

DRVSVTQAGVQWCNLGSLQPLPPR 
FR*FSCLSLLSSWDYRRPPPRPANF\* 
FLVETGFHHVGQAGLKLLTSSDPPT 
SASQSAEITGVSHRAWPVLSSPQPFF 
FF 

4348 

9845 

A 

4644 

2 

119 


4349 

9846 

A 

4645 

1 

276 

FFFFFFFFLTQSLTHSVT\RLECSGVI 
SAHCNLCLLGSSS*LASAS*VAGTT 
GANHYAQLIFVFLVEMGFHHVGRA 
GLKL/HDLK* SKVLGLQA 

4350 

9847 

A 

4646 

2 

273 

LRQFSLLLPRVECSGAISAHCNLCLL 
GSSDSPASASRVSGITGTHHQTWLT 
FFVFLVEMGFHHVGQAGLQLLT\*V 
IRPPRPPKVLGLQA 

4351 

9848 

A 

4647 

1 

106 


4352 

9849 

A 

4648 

I 

485 

SSIDTLGRRVGQPAPGSPGASNHLC 

CESYPWQLLQPCPVQAGARAELVP 

VPAHHPGDPVKTEP*RGGQASSGSC 

TCWGCPTAQAQAQXPSSPAAPMRK 

EGPPSL* SERTGRPSRGVTSAGSDG 

AQPGSA*HSPWPGIVLLSVRYLQETI 

NHRPGGRPTGFSS 

4353 

9850 

A 

4649 

1 

623 

CDLNSQPRSTDGTFDLTVLSNDGVH 

STVTSN1RVFFAGFSNATVDNSILLR 

LGVPTVKDFLTNHYLHFLRIASSQL 

TGLGTAVQLYSAYE/GEQ*NVSFGQ 

L* SENHNQ Y VNPSGRSHLLLERHSK 

RSF/FRQSGVKVESVDHDSCVHGPC 

QNGGSCLRRLAVSSVLKSRESLPVII 

VANEPLQPFLCKCLPGYAGSWCEID 

IDECLPSP 

4354 

9851 

A 

4650 

I 

446 

LMLRPRLKLQEPVPHHHLGFQCPSS 

PLLPP\GPPPHKW*PLGFQEGGQHS 

SSLNFVAHSTPAKP/PPGCVCPSLPA 

SHAHCLSRVIGGVGLRNCTVVPTRG 

GGSQLPAWLLPSLIVPLIVHQSPVSS 

LQP1RHDLQPAPGDGTHSSAYC 

4355 

9852 

A 

4651 

2 

388 

SHGSYVMIYHDQVEF1SGMKHW/FN 

TKIQTIIY*KNEEKNKMIISTNAENG 

HDKILLPFMIKTHITLGI*GNVLILIT 

GIHKQFFWQGQGWGGACGGGRVL 

LFPQAGVQWWDHSSLQPQPSLNSF 

SNSSL 

4356 

9853 

A 

4652 

115 

413 

LHIYSQPKFRKGTKKIHW*KDSVFH 

SSSSSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSPMQLIQENTG/IMLQDI 

GFGKDYLSKTSKAQATKQK*TRKH 

WEMLQDIGFGKDYLSKTSKAQATK 

QK 

4357 

9854 

A 

4653 

3 

129 

NTLLKKTVSFHQCCWKNWISICRK1 

KLDSYLSPYTKIKSKLIKNLKVRPET 

MQLIQENTG/IMLQDIGFGKDYLSK 

TSKAQATKPK*TRLLSLTIYKNQVK 

vu 

4358 

9855 

A 

4654 

1 

405 

LTLKPNSGFRFPFQVATR*IKYPGIH 
PAKEVKDLYRKT*KTLLKG1TDGPN 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 

nnrlptfwtiHi* 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
d 

SB^tD NO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid or 
peptide 
sequence 

Amino acid scquW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







Q*KTTRGSWIGRJNITEMAILPKAIYR 
FNTTPIKLPMAFMTQLEKTIQKF1WN 
QKGAQIAKRILSKKTNSQTSHITVL 
QTIRI 

4359 

9856 

A 

4655 

3 

448 

FFFFFAFLLLGLLHQIPDVSPTGKYT 

TLLPLMIILMISGIKEVIY1INDMADK 

IVKEHKTVMTRNLWDTFKWKEVKC 

GLNTVKALEMGELPSLQDTSPDVFI 

*QHSNPG*RDKCKTRQGFDREQLLY 

QCRDILPPRQQAFKLQSLRAQP 

4360 

9857 

A 

4656 

2 

502 

KKKKERKRKRTPMKKWAKDDRHF 

TGDKIKMVNKNIKICSISLVIS*MQI 

KAITIHPTRLAKVKCLPRMGR\KGIL 

FYCWWARKLEQ/SFRKIFIP*NPGVR 

LLSTNPRKICAPFAKNTRASETWTK 

LLLAALCVVTPN*KQTNCPSTAGMS 

NLLASMDHTGRTVSGHA 

4361 

9858 

A 

4657 

61 

364 

KTVWFCARVEGQGQNLG*WKPRLP 

GLKHFPGLSSQ/WNRKLPDGPTNPG 

*FWNFKKKGGFPLWPKRI*IFGPGD 

PPSRASKRAGITGITHGAGPRFNFKK 

WR 

4362 

9859 

A 

4658 

2 

436 

KLIIFLYTSNEQREFEIKNTIPFTLAPP 

KIK*LGTNLTK\WIQELYEKIYKSVM 

KNIKELNKWRSSYGKGKSSSSSSSS 

SSSLDIACSWLRRLKIVKISGLHNLI 

YRFNIVPIEIPETYLVDVNKL1PQFIW 

RGKRHRIVNKIVE 

4363 

9860 

A 

4659 

3 

480 

GSHDFFDKLILKFIW\NSRPRIAKTIL 

KKKNKVGGLTLCDFKTYYRATV*I 

KTVWYWD/QIRHI/DQWSRITSPEIN 

PYIYCQLIFNRYTKTIQ/YGNNRLFN 

K*C*DMRRVKSDPFLTY/PYIIIN* K 

MIIDVKAMIMKL/LEGNTGMSLSDF 

GLRKALDVTTKV 

4364 

9861 

A 

4660 

362 

408 

CQVISVLWFYSSVLGWLVWIFCFSL 

KF*/WKSKRSRQANPILKNKTRVLIL 

PDIKTYPK\AGVIKPVW*QCS*KVW 

GEKVWYWQKMTQIVQWDRTESPQ 

IDN*SLTKEIQWRKDSLFNKW*GNN 

WTAPFSS/RSLNLNKDLTAVTKIKSK 

WVTDLNVKHKTINLL 

4365 

9862 

A 

4661 

93 

367 

KVWGEKVWYWQKMTQIVQWDRT 
ESPQ1DN*SLTKEIQWRKDSLFNKR* 
GNNWTAPFSS/RSLNLNKDLTAVTK 
IKSKWVTDLNVKHKTIKLL 

4366 

9863 

A 

4662 

123 

397 

KVWGEKVWYWQKMTQIVQRDRA 
ESPQIGH* SLAKEIQWRKNSLFNK W 
*GDHWAAAFSSSSSI*TKTLQP/CTKI 
KSKWVTDLNVKRKTIQLL 

4367 

9864 

A 

4663 

2 

433 

ETADFGPLVLDS/DDDSVDRDIAEA1 
REYLKAKSGAAQTGAGRGQPGAA 
QPSRAAGSGSRCKPELSHGSAPTSV 
CPPK\LVPGSGGGPGSQVRSSED*GS 
Ar P VKASSNDSFEQSIKAEIEQLLNE 
KR* HATPKCDG\SIDKKPDP 

4368 

9865 

A 

4664 

94 

445 

HHQLTLESLGKSKNSPRLSPSLGAC 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SBPIDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequWr( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LSCIIWQPAKGQG\SGDGGNWQRG 
KTAETE/SAAIGGETEWTAKCP*YSC 
L/GVGPTALTSQPPT/PEAEHPQA/GG 
TYRDLHPDPTWKTGWCHFVFC 

4369 

9866 

A 

4665 

52 

119 


4370 

9867 

A 

4666 

987 

1324 

VSNTPSARNQGRASSPGNSSPE/SSS 

ESAPAATANGCDEAHLIPGGKFREP 

LKGQRGPELGPRPRALGGPRGSI/PvP 

GSGGSFRG*LGGQMLLEPAASPGTQ 

PSGHLPALCGLSN 

4371 

9868 

B 

4667 

3888 

8771 

MRLWSWVLHLGLLSAALGCGLAE 

RPRRARRDPRAGRPPRPAAGPATCA 

TRG PRPPRL AAAA AA AGRA WEA VR 

VPRRRQQREARGATEEPSPPSRALY 

FSGRGEQLRVLRADLELPRDAFTLQ 

VWLRAEGGQRSPAVITGLYDKCSYI 

SRDRGWVVGIHTISDQDNKDPRYFF 

SLKTDRARQVTTINAHRSYLPGQW 

VYLAATYDGQFMKLYVNGAQVAT 

SGEQVGGIFSPLTQKCKVLMLGGSA 

LNHNYRGYIEHFSLWKVARTQREIL 

SDMETHGAHTALPQLLLQENWDN 

VKHAWSPMKDGSSPKVEFSNAHGF 

LLDTSLEPPLCGQTLCDNTEVIASY 

NQLSSFRQPKWRYRVVNLYEDDH 

KNPTVTREQVDFQHHQLAEAFKQY 

NISWELDVLEVSNSSLRRRLILANC 

DISKIGDENCDPECNHTLTGHDGGD 

CRHLRHPAFVKKQHNGVCDMDCN 

YERFNFDGGECCDPEITNVTQTCFD 

PDSPHRAYLDVNELKNILKLDGSTH 

LNIFFAKSSEEELAGVATWPWDKE 

ALMHLGGIVLNPSFYGMPGHTHTM 

IHEIGHSLGLYHVFRGISEIQSCSDPC 

METEPSFETGDLCNDTNPAPKHKSC 

GDPGPGNDTCGFHSFFNTPYNNFMS 

YADDDCTDSFTPNQVARMHCYLDL 

VYQGWQPSRKPAPVALAPQVLGHT 

TDSVTLEWFPPIDGHFFERELGSAC 

HLCLEGRILVQYASNASSPMPCSPS 

GHWSPREAEGHPDVEQPCKSSVRT 

WSPNSAVNPHTVPPACPEPQGCYLE 

LEFLYPLVPESLTIWVTFVSTDWDS 

SGAVNDIKLLAVSGKNISLGPQNVF 

CDVPLTIRLWDVGEEVYGIQIYTLD 

EHLEIDAAMLTSTADTPLCLQCKPL 

KYKVVRDPPLQMDVASILHLNRKF 

VDMDLNLGSVYQYWVITISGTEESE 

PSPAVTYIHGRGYCGDGIIQKDQGE 

QCDDMNKINGDGCSLFCRQEVSFN 

CIDEPSRCYFHDGDGVCEEFEQKTSI 

KDCGVYTPQGFLDQWASNASVSHQ 

DQQCPG WVIIGQPAASQVCRTKVID 

LSEGISQHAWYPCTISYPYSQLAQT 

TFWLRA YFSQPM VAAAVIVHL VTD 

u i i i uu^KAjb 1 IS VQLLDTKDQSH 

DLGLHVLSCRNNPLIIPVVHDLSQPF 

YHSQAVRVSFSSPLVAISGVALRSF 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


MelSE^^^C 


tho 
d 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ulfj^< 


PCT/US01/08656 


Amino acid slqueM^X-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


DNFDPVTLSSCQRGETYSPAEQSCV 

HFACEKTDCPELAVENASLNCSSSD 

RYHGAQCTVSCRTGYVLQIRRDDE 

LIKSQTGPSVTVTCTEGKWNKQVA 

CEPVDCSIPDHHQVYAASFSCPEGT 

TFGSQCSFQCRHPAQLKGNNSLLTC 

MEDGLWSFPEALCELMCLAPPPVP 

NADLQTARCRENKHKVGSFCKYKC 

KPGYHVPGSSRKSKKRAFKTQCTQ 

DGSWQEGACVPVTCDPPPPKFHGL 

YQCTNGFQFNSECRIKCEDSDASQG 

LGSNVIHCRKDGTWNGSFHVCQEM 

QGQCSVPNELNSNLKLQCPDGYAIG 

SECATSCLDHNSESIILPMNVTVRDI 

PHWLNPTRVERVVCTAGLKWYPHP 

ALIHCVKGCEPFMGDNYCDAINNR 

AFCNYDGGDCCTSTVKTKKVTPFP 

MSCDLQGDCACRDPQAQEHSRKDL 

RGYSHG* 


4372 


9869 


4668 


183 


GRDGVLPCCPGWP*SPELKQSA/CL 

GLPKCWDY/RARATAPGLLFFSYAK 

ICPCLTSCQYSKC 


4373 


9870 


4669 


462 


TYQSFSPSHMPLRGYDVW*TTLFQN 

P*HG*PGLQRFPLANMLCGPSGSHL 

VLLKL*RSVTLNHREALICLPPE*YV 

EPSGTK\CIAGWGETKGTGNDTVLN 

VSLLNDISNQE*NNQHRGHVR*S*M 

STDGLQASVGAL***YGGPHSWFIH 

HRG 


4374 


9871 


4670 


360 


ARGPQRSERSSRRPAPPSRSSGS*RC 
SCIPWPTLLLRGPR*RPL*NARYMKI 
LASPFQLSHPRKGPRRWH/AGVLSP 
PPAAPPPSSSSVPEAGGPPIKKQKAD 
VTLSALNDSDAHSDWDM 


4375 


9872 


4671 


70 


631 


RQRPQRSERYYWRAAPPS*GDKVG 

PQMASQQPSASLYPYPSTSHITAGS 

RLGEFHELGWLEWRWFWDPLAC 

RENCETGVWAMGLSVFLSVIHSLT 

QRSFINTDSVLCHAQRETNVCPCAR 

EGPCL*PSPSARSQRPRPSPGSRTPQ 

EKSRPRDAAASSAPRAS*RRRRPPII 

PLRPLWTLTSWPRAPPHGDAAAAA 

TREPEFHL 


4376 


9873 


4672 


93 


338 


4377 


9874 


4673 


660 


FRRFRWRRRLH*AGPASSAGGSPGE 

ASGTMSGELPPNINIKEPRWDQSTFI 

GRANHFFTVTDPRNILLTNEQLESA 

RKIVHDYRQGIVPPG\LTENELWRA 

KYIYDSAFHPDTGENKMILIGKNGQ 

AQGFPWNM\TI\TGCMDGRFTGTTP 

AVLFWQW1NQSFNAVVNYTNRSGD 

APLTVNELGTAYVSATTGAVATAL 

GLNALTKHVSPLIGPFGPFACVA 


4378 


9875 


4674 


387 


FFF*RWVSHSVAQAAVRWRNHGSL 
*PKTLGPK*SSH/CQSP*RAWDS*AH 
AHYHPA*FLNFFL*RQGPHLSM\FPK 
MVLNS\RPQAVPPT*ASQSDGITGVS 
HHTLALKV/CLFKMKYFE* *TEKGI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

IJUIICVUUC 

sequence 

SEQ ID 
NO: of 

sequence 

Me 

tho 
(j 

inUSSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
CDUon iur i«im 
amino acid of 
peptide 
sequence 

Amino aciti sequenwf X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucicoii tie insertion) 







HFKRTK 

4379 

9876 

A 

4675 

3 

383 

GQLQARPPAPAAADCPPWTLRGSA 

LVPWLVPWRKASPQLSPGSPECP*A 

PSARPQDPPRPAGQIQDRASEHAAR 

GGPCGVLRADGALPALPPDRARPQ 

VCGRGEVAARARW*RSSGRRGTKR 

RNGE 

4380 

9877 

A 

4676 

490 

1013 

WASCSSSREYQCCFQTVPPGFSRVM 

KFFTFFPGSCKHFPAPLVPAPQACTSF 

GLAGLPPNALPLILVPAPPA/SSLAN 

PQLVQPPV\PGLVPRPSRSRCSAA/RP 

SA/RLARPPETPAR\PRAPSSAPRTRT 

PS*GRARSGGSAGNAPSARRTPQGP 

TRAACSLARILDLASGSWRVLRP 

4381 

9878 

A 

4677 

1 

447 

KKFVIPDFEEFTGHVDRIFEDVKELT 
GGKVAAYIPQLAKSNPDLWGVSLC 
TVDGQRHSEGHTKIPFCLQSCVKPL 
TYAISISTLG/DYVHKFVGKEPSGLR 
YNKLSLNEEGIPHNPMVNAGAIVVS 
SL1KMDCNKA*KFDFVLQYLNKMA 

4382 

9879 

A 

4678 

3 

284 

QLGQYGETPSLLK/IKIRIQKVAGHG 
GRHL*SQLLRSLRQKNLLNP\GGRS 
CSEPRLRHCTPAWVTERDSVSKKK 
KKKKEKERKKKKAGCGGSRL 

4383 

9880 

A 

4679 

122 

196 

CWFENVNSKSGFWVLF*FKAKLVN 

4384 

9881 

A 

4680 

2575 

2786 

ADTESITL*FYHFFFFFLRL/DSVAQA 

GVQWCDLGLLQV/LPPGFTPFSCLS 

LPSSWDYR/RPVITPS*FFVFLVEM\G 

FTALARMVLIS*PCDPPVSASQSAGI 

TGVSHCAQPTF1PK 

4385 

9882 

A 

4681 

3 

512 

YNQKVDLFSLGIIFFEMSYHPMVTA 

SERJFVLNQLRDPTSPKFPEDFDDGE 

HAKQKSFISWLLNHDPAKRPTATEL 

1KSEL\LPPPQM\EESEL\HEVL\HHTL\ 

ANV\DGEGPYRTIDGPRSFRQRISPAI 

DYTYDQRHS*KGTSSIRA\AKLLHL 

VRETMIRICTRHGACQT 

4386 

9883 

A 

4682 

1 

382 

EESILGEVGEALTSAGEELKIDRFF*I 

VEGLRHNSSQLNVTSMQLINALDTS 

PDDLDFRLHIINEFMRCGLKEILPHL 

♦GIKNDGLDMQLKDFDEHNEEDLL 

ECI\HRLEDIRAELDESYDVHNMLW 

S 

4387 

9884 

A 

4683 

1 

472 

GIMLPDLK\LYDIAMVAKSAWYWH 

KNGHKVLWNKMAQN/HIYGQLVF 

VKVPKYTQWGKGSLFNEWNQE/N/ 

WISACRRMKLDPYV\STKINSKWIK 

AYTIR/PETVKLLEENIGKKLIDI/GP 

G**FLALAPQTQATKA*IDKWDFIK 

VKTFCTARETVNTEKRH 

4388 

9885 

A 

4684 

182 

345 

RFPLCSFPPTLPCEGICFPFA\FCHDC 
KFPEAFPTRLPVEPAEL*VNSTSSLH 
KL 

4389 

9886 

A 

4685 

205 

395 

VNLGIFGKNGAPPG/PEGRGGILGHR 
NPPPRGLNK*PPLTFQGTGTPGSSSS 
S*VNLG1FGKNGAPPGGQGGPKTPG 
PKEWAGLAPQKGGTTGLDPLGPPK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 

J 
U 

Sl^b NO: 

inUSSN 

U5V77U,loU 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequ™c ( X=Unknoivn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KGFNNHPGGIREFPGN 

4390 

9887 

A 

4686 

35 

389 

NLFYKVLQSAGFFSMDHEDDVDFL 

ARFSQLVTGKRQSLIVSWTT*IQNG 

DIKNAQEALEAAETRMALTLR*LAP 

DDGTSSKI/LGFCCDYVQILKHL\DQ 

QKAGAAAIMSVATKELMMKT 

4391 

9888 

A 

4687 

3 

547 

GGAGRRAWAGVGGAPGAGGGPAE 

AGAAAEEGAEHRGDGAVRAGAGG 

GRRYRPRRVQDPGGPAE/G*TWPPS 

PSSRCSSPCVPGRG*/PSEPQDPAAV 

SLPTSSVPETRGPAPAGPIRG\PAPGL 

RCQP*EARPGCVYWLISGGWCSPLF 

PWKLPGPRRPKQL*APRAGPCRPSL 

PCRLATGHDF 

4392 

9889 

A 

4688 

65 

414 

WKCADTNVAQGPRVQQVLQLRGT 
PIPNHCALCLLREKQRQLCPRGSNG 
PNAERSKPRRIQPEDATPAQALPRLP 
KGGGPGKSPTRGKHLGWGRDLFAS 
LSPAKATCLPPSIDNKPF 

4393 

9890 

A 

4689 

75 

787 

HVAFASGQRCNKSLPTPKWPRVG 

LFPRPRPPWAALVALGLAWHPLAGI 

PRGCCVPHRHNAPPEGKRLPFVSPS 

GHRARSTWAETRPQGPRGSLASLCP 

AHMDLSIWKTARGATFSFQQGPPG 

SWRGQT/RGPVSPLRPARPPP*RPDK 

DGGGGS\PDQRAGRTRKAEVGGCL 

ASMRPPPAPLT*TRRGR*RRPAPAP 

ARTAPSPRCSAPSSAAAPASAGPPP 

APGAPPTP\PRPRPYALRR 

4394 

9891 

A 

4690 

8 

382 

QEYWE*LYAYTF*NRDELDEFFDRH 

ILPNFTQEEYTT*NNPVSVKEIEFVI/ 

NNISTPKKNPK*TSDPDDFTSKFC*T 

FKEELIPVLYKHFQKIVEEEVLPHLF 

CELSITFLLKLDRRCEVRRLHR 

4395 

9892 

A 

4691 

2 

389 

NRKRIELTRKVLFELKHMRDVQNE 
HLTRFVGACTDPPNICILTEYCPRGS 
LQDILENESITLDWMFRNSLSSDIC* 
GMLFIHNAA/IC*HGNLNSFNSVLIR 
DLSRFN*FSFSSESPVNCIQIIVII1SP 

4396 

9893 

A 

4692 

2 

544 

TKAPKYIKQTLIDPKGEVDYNMIIV 

G/DANTPLSKTDRSSIQ*INKETVEL 

N\HILDLIGLTAIYRTFHPTATE/YFFS 

SAHGTLSRINYTLGPKPGCEKTVKH 

RNYIKYPFLNTIELE1NNKRN\SENT 

NTWKLNNMFLKD*WINEEIKKEI*K 

LLETNENGNTM*QNLWDMTKAVL 

RMKFIT 

4397 

9894 

A 

4693 

1 

373 

MPHSVPG\LMSPGIIPPTGLTAAAAA ' 
AAAATNAAIAEAMKVKNIKLQAMS 
NYHASNNQHGANSQHGDMISRVAL 
DLPLSILPNLYTMPLVLQHSHPTYN 
HLTYS*LHNLQTIP* INLDQRAPSLP 

4398 

9895 

A 

4694 

185 

417 

NSELNGKEAALQ/IMILEREIGVEKA 
LNVQKGRVSESLKLLANRPGMVAH 
ACNPSTLGGQGGWVWIRSGVRDQP 
*PHG 

4399 

9896 

A 

4695 

88 

432 

TDLFLFVCLRLSVLLSVAQAGVQWF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino arid sequlnV ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







DLSSPQPPPPRFKRFSCLSLLSSWNH 
RCTPPRLV/N/FFVFLVEMGFTMLAR 
MVSIS*PCDLPTSASQSAGIT\GINCR 
TQLTY*F*KFSVDSL 

4400 

9897 

A 

4696 

3 

390 

YRIPYYVSTDCENLLKRFLELNPVK 

RLTLKQIMNDRW1NARHEEDELKPF 

AEP*L\DILDQKGIYIIGGMGYSQEEI 

WESLTKMKYDEITATYLLLGRKSS 

HLDASDSTSSTNLSLAKGRPSTDFN 

NSTG 

4401 

9898 

A 

4697 

289 

365 

SPRLGLPKCWDYRHEPPHPAAFH*G 

CVLFIFYFIFLKQEL/NSLTQAGVQW 

RDLSSLQPPPPG\FK*FSRLSLQSS*D 

YSCVPPRLAFCIFFW*KRGLTMLTR 

LVSNS*PQ/CDPPALASQSAGITGMS 

HHTQPHSIVL 

4402 

9899 

A 

4698 

33 

397 

NAYNQLKVCASSSPWLFFCANFSSY 
YFYDSHNVIQG*NMTYCT/VM*YLL 
ITGSLSAHLKNMSLKRIMKSYRSGA 
ESATEEPFTILYESQFSVGGNELDFQ 
VKTLSLPEVVIVHGSQDNNATA 

4403 

9900 

A 

4699 

2 

371 

LNTVIANGVAMASRPYQPTHVNVH 

IHQESTLTHLLKAGGTLKKTLFHPG 

DTVSSTATIGYEQLALWVTQILLGR 

♦E/CVILECVLILGPWTALSASRCAF 

WAESVEIVPRAGAIVHDKQPVKLA 

4404 

9901 

A 

4700 

3 

441 

GFEDKVFYVWFDATIGYLSITANYT 

DQWERWWKNPEQ/ALGAEDNYTL 

VSHLIATEYLNYEDGKFSKSRGVGV 

FGDMAQDTGIPADIWRFYLLYIRPE 

GQDSAFSWTDLLLKNNSELLNNLG 

NFINRAGMFVSKFFGGYVPEMVLTP 

4405 

9902 

A 

4701 

2 

375 

CITRDLKWGTPVPLEGFEDKVFYV 

WFDATIG\YLSITANYTDQWERWW 

KNPEQVDLYQFMAKDNVPFHSLVF 

PCSALGAEDNYTLAKLLDLKKQLA 

VAEGNPLKPLKARRKSKRPWLIESH 

FNR 

4406 

9903 

A 

4702 

1 

3093 


4407 

9904 

A 

4703 

2 

2717 

GEMRLFVSDGVPGCLPVLAAAGRA 

RGRAEVLISTVGPEDCWPFLTRPK 

VPVLQVDSGNYLFSTSAICRYFFLLS 

GWEQDDLTNQWLEWEATELQPAL 

SAPLYYLV VQGKKGEDVLG SVRRA 

LTHIDHSLSRQNCPFLAGETESLADI 

VLWGAQYPLLQDPAYLPEELSALH 

SWFQTLSTQEPCQRAAETVLKQQG 

VLALRPYLQKQPQPSPAEGRAVTNE 

PEEEELATLSEEEIAMAVTAWEKGL 

ESLPPLRPQQNPVLPVAGERNVLITS 

ALPYVNNVPHLGNIIGCVLSADVFA 

RYSRLRQWNTLYLCGTDEYGTATE 

TKALEEGLTPQEICDKYHIIHADIYR 

WFNISFDIFGRTTTPQQTKITQDIFQ 

QLLKRGFVLQDTVEQLRCEHCARF 

LADRFVEGVCPFCGYEEARGDQCD 

KCGKLINAVELKKPQCKVCRSCPV 

VQSSQHLFLDLPKLEKRLEEWLGRT 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: or 
peptide 
sequence 


tho 
d 


MelS^i^jo" 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeTl^X=llnkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


LPGSDWTPNAQFITRSWLRDGLKPR 

CITRDLKWGTPV\PLEGFEDK\VFYV 

WFDATIGCLS\ITANYTDQWERWW\ 

KNPEQVDLYQFM\AKDNVPFHSLVF 

PCSAL\GAEDNYTLVSHLIATEYLN 

YEDGK\FSKSRRVGVFGDM\AHDTG 

IPPDISRFYLNLYIRPEGQDSAFSWTD 

LLLKNNSELLNNLGNFINRAGMFVS 

KFFGGYVPEMVLTPDDQRLLGHVT 

LELQHYHQLLEKVRIRDALRSILTIS 

RHGNQYIQVNEPWKRIKGSEADRQ 

RAGTVTGLAVNIAALLSVMLQPYM 

PTVSATIQAQLQLPPPACSILLTNFL 

CTLPAGHQIGTVSPLFQKLENDQIES 

LRQRFGGGQAKTSPKPAVVETVTT 

AKPQQ1QALMDEVTKQGNIVRELK 

AQKADKNEVAAEVAKLLDLKKQL 

AVAEGKPPEAPKGKKKK 


4408 


9905 


4704 


180 


490 


VENGNNSLTIMNRRARQKINKEXTA 

DL*NTMNQMDLTDIDGTFYPKAEY 

TFFSSKCGTF*RTDHMLGHKTS\LD 

KFKKIKVIQNYLFNHNGVKLEINNS 

KKMRKF 


4409 


9906 


4705 


405 


KNLNNRLFIFP*IKEEIKRQIRK*FEW 

NEKEKTIYQNLWDAPKAKLKEKCI 

VLYWKEETSQITDLSFHLKTPEKEE 

HVKPKVNRRMEIIRIRAEIIAVKYRK 

PTETNETKSWSFENFSKIDTPLIKMI 

RKKKVD 


4410 


9907 


4706 


217 


486 


mddprghaspvtrtqkpqasrl.lv 
glragglswghkwgrgkpprgrv 
paaalgaavvaamaspdpwapgp 
kqpgrwadlaalllcglrpa* 


4411 


9908 


4707 


13 


216 


MLYWDCKRYKVKDKTQAWDFAG 

NISVKGAELSQTRAASGPRRQAQVT 

FSVWRGGLQVMAEEGRVDVC* 


4412 


9909 


4708 


132 


1424 


VKHGPQGGPRRQAQGDIQVFGVGV 

LPGEWPEEGTQKGGPPLKTLGTXGD 

GDKIGEPPTRAP\RFRTGQPGPRDGL 

VGPGGELAKPWGPPRGLGPASCPP 

GNTPLPARPEY* HLG WVGCP* RMG 

QGNLGVPSK/PVFGSSGPNVGSTNC 

DNFGSFGLSVPMFPNGPIQRALFEG 

DLWDLGRTGHGTTPGGQCKPLSPG 

PKKLQGL*TC*SSLALQG/RLSLGAQ 

SGGRGKPQESESPCPNP*APPVVGC 

YG1TRPVGFRGPSQPG/LMGRPGSSS 

ALWA*NPPELPNCPGL\PQPCPQEVP 

QSFGPPGVRGRGLKGGQDCHRGRG 

EGSSKCAQGGHPAPA*WNPLVYTP 

ASPFPFRPASGKPRS/RPSCGLRAPS* 

HLRRPCLTPPFRPQGLLGSSPCPQKP 

APDSGLLHSPLTSPRGLSGQCNPRR 

LHPQLNQSNRDR 


4413 


9910 


4709 


340 


RHEERTTGILTSVGLASDTSLICVIE 
DFFDTALIISRSSSEGKIQMLDSFLLS 
L*LLVTEETVNHLLQQEDRPCMDTL 
DCG/LQVAISEALRRLTTSKSRDDLV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SB^FnO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequW^X^Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 







HIWYDDESIV 

4414 

99! I 

A 

4710 

12 

398 

TYLDLPLPGFCIYDF/VPPFSSSECFIF 
VFMVCFFLAFILSFSSSSSPNSFFDLF 

T7T AT Df^T T>TT O/^T rut A T T7/~\TT niinni 

rLALf^Lr 1 LKULr V'ALrQlLSW VV 
FPVKFSLGCVFYLFFQFIFKQLAFFH 
H V*ETFSPVFLICKYWDD* TYFS 

4415 

9912 

A 

4711 

111 

453 

YPFH1TFNTLG VAGNCL/KLTYTI* * 

MPTANIILKKLKAFSLR*RTR/H/GCP 

\^&l'AKJul T Ulv;lAN.bDVKJLYLFTDD 

MILYVENPEESTQKDLLVNKVNKVS 

GYNINMIIRCISM 

4416 

yy id 

A 
A. 

4719 

i 
i 

1 94 

bbKJJiLLC 1 D1ASRGLDSTG VELVVN 
YDFPPTLQD\ELAARRRRSLPGLASS 
VKEPLPQAT 

4417 

9914 

A 

4713 

i 

1630 

MALTRPVRLFSLVTRLLLAPRRGLT 

VRSPDEPLPVVRIPVALQRQLEQRQ 

SRRRNLPRPVLVRPGPLLVSARRPE 

LNQPARLTLGRWERAPLASQGWKS 

RRARRDHFSIERAQQEAPAVRKJLSS 

KGSFADLGLEPRVLHALQEAAPEV 

VQPTTVQSSTIPSLLRGRHVVCAAE 

TGSGKTLSYLLPLLQRLLGQPSLDS 

LP1PAPRGLVLVPSRELAQQVRAVA 

QPLGRSLGLLVRDLEGGHGMRRIRL 

QLSRQPSADVLVATPGALWKALKS 

RLISLEQLSFLVLDEADTLLDESFLE 

LVDY1LEKSHIAEGPADLEDPFNPK 

AQLVLVGATFPEXGVGQLLNKVASP 

DAVTTITSSKLHCIMPHVKQTFLRL 

KGADKVAELVHILKHRDRAERTGP 

SGTVLVFCNSSSTVNWLGYILDDHK 

IQHLRLQGQMPALMRVGIFiQSFQK 

SSRD1LLCTDIAS\RGL\DSTGV\ELV 

VNY\Dr PrTL\QDYIHRAG\RVG\RVG 

SEVPGTVISFVTHPWDVSLVQKIEP 

AARRRRSLPGLASSVKEPLPQAT 

4418 

9915 

A 

4714 

79 

410 

IVYWVEVENRDHYAAYLGWEEAP 
YSDRAYAPQEKDLGPMDIRIGLL*K 
N WlrLl^DDL YPVDMLHTSVG'EMEI 
LNNCRNQGV*RMSKDRRETLETYQ 
QL/L*LLQTSPLYLA 

4419 

9916 

A 

4715 

185 

449 

TTILAWGDYLSLENSRSGPN*L*LLS 
OC1 VySrULDWNGLLK'DSLTRLP 
ALCSLQLGRKWETITIIYDCEGLGL 
KHLWKPAVEAYG 

4420 

9917 
yy l i 

A 


1 ^4 


MWRWrbLrrrr SL AG VELAPPVSRR 
SPRGP/TPYGLPRVPLWPLHSTALYC 
P\PSPRTSAPFTPHPLPKLRG 

4421 

9918 

A 

4717 

9 

1805 

SPATSP*ETAGPVKRSRNGSSPAADP 

EALSPPTARLQRVTVPPI*LNGQLSS 

PLHFAAGGGHAEIVQILLNHPETDR 

HITDQQGRSPLNICEENKQNNWEEA 

AKLLKEAINKP1EDPLAILILFDEAR 

YNLLKGFYTAPDAKLITLASLLLQI 

VYGNYESKKHKQGFLNEENLKSIVP 
vtki k^kaphwtnrtj hpvk"mi qtq 

EGVSKEMHHLQRMFLQNCWEIPTY 
GAAFFTGQIFTKASPSNHKVIPVYV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

SE^TO NO: 

inUSSN 
09/770 1 fift 

Nucleotide 
location of 

fifct" end nn 

III 31 VuUUIl 

for peptide 
sequence 

Nucleotide 
location of last 

rnrtrtn fnr tact 

VUUUH IUI 1491 

amino acid of 

peptide 

sequence 

Amino acio scqu^ff ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 







GVNIKGLHLLNMETKDFQYFQYYV 
D 

4422 

9919 

A 

4718 

200 

529 

EDVSKPVPWTLNGSCTSPLISHSDN 

QKCPPYFPVIPAMGNPENIEDAYVA 

VIRPKNTASLNSREYRAKSYEILLHE 

VPIEGQKKKRERKFYWKRNFKATV 

K*HKAYWIT 

4423 

9920 

A 

4719 

177 

321 

QTCSMDTKWQLYISPHQS**QPEMP 
SIFSSDPSLQCVCLIICKRLLS 

4424 

9921 

A 

4720 

166 

627 

MWRWFSLPPPFSLAGVELAPPVS/S 

KDTERSHPYGLPRVPLWPLHSTKW 

VGQSPGEGGQGPSPLSHSSFPPPRHS 

SPAQLPVAEKPSVAKRKPS*GFPRA 

PTRAPKAQVSGVGDPPAHLLFTVLP 

SPRTSAPFTPHPLPKLRGPRSSKALA 

FHSA 

4425 

9922 

A 

4721 

3 

610 

STFNNEP*PEKQEQNKHK1RRKQIIK 
IRA*INKIE/TKNQCKRTMKQKVAFF 
QKLNKTDKPLARLRKKRQD\KIRNE 
KDITTDTAEIQR1IRGYYEQLYANKL 
ENLEEIDNS*THTTY*DLDQEEIQNL 
NRL1TSNKVEAIIKSLPVKKSLGPDG 
FTAEFYQTFKEELIPILLKLF*KVEEE 
RVLPN*FYEASITLMPKPDKDT 

4426 

9923 

A 

4722 

1 

454 

LAHCNICLLGSSNSASVSQVAGITG 

GCHYTQLIFLFLVEMGFHHVGQVG 

LELPTSGDLPALASQSVG1TAVSPLC 

PTRI1FFEAESCLCWPGWSPNPGLKQ 

SPCLGFP\KCWDYQPDLTMPS*FYL 

LELEIKFGVHVLWKSFLIKIENYYC 

4427 

9924 

A 

4723 

1 

318 

KEECNKEEKESREKK/NEKEKIE*KE 

EEVRKEEKKSLNKDKDKKRRKREK 

GEGRKKEEGILKVKKDGNPSNGHA 

RMPKER*LYDVRGTKPHSSDHGDT 

AIFQTCIL 

4428 

9925 

A 

4724 

42 

200 

LICT*MLIVALLVIARNWKQIRC/SST 

/DEWLNKLW*IPMEYY*AIEKEPTIG 

TC 

4429 

9926 

A 

4725 

50 

403 

VVYHMVMVLLKVVICHHFLTLFFS 

FRSLILYLFFILFMISLYLSCFLYNFL 

FIPSSSIFSI1CFLMIIVLI*FFFYALFIIII 

FNPIILYLN\YLLSLFLIESLFDYYLCL 

ISFVIFY 

4430 

9927 

A 

4726 

3 

282 

VQGQEPLTASMLVAA/PPQEQKQM 
LGERLFPLIQTMHSNLAGKITGMLL 
EIDNSELLHMLESPESLRSKVDEAV 
AVLQAHHAKKEAAQKDSKAK 

4431 

9928 

A 

4727 

780 

1249 

LVVFMSIPLCSSTHPSILQGLKLVPL 

EQGQPPPLLFHIVRCSD1EQALNHH 

QVLSFPQC*PTAFPGSQAPQPAVHV 

QGQEPLTAS\ML\AGAPPQEQKQML 

GERLFPLIQTMHSNLAGKITGMLLEI 

DNSELLHMLESPESLRSKVSWGSDP 

AASVLM 


yy/y 

A 

A 

4728 

510 

2771 

NLEPSHQDRGEVQSRGEGRIVRRAF 
CLRCCGRGSRPPPPVSVPSPSPPTPA 
RPRRAGATCEPARARAPAPKAPLCP 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


MeTSE^^NO 


tho 
d 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


iu^^^> 


PCT/US01/08656 


Amino acid sequelR ( A=Unknown; *=Stop 
codon; Impossible nucleotide deletion; \=possib)e 
nucleotide insertion) 


AAGPIRSPLAGLGVVGGGEMNAAA 

SSYPMASLYVGDLHSDVTEAMLYE 

KFSPAGPVLSIRVCRDMITRRSLGY 

AYVNFQQPADAERALDTMNFDVIK 

GKPIRIMWSQRDPSLRKSGVGNVFI 

KNLDKSIDNKALYDTFSAFGNILSC 

KVVCDENGSKGYAFVHFETQEAAD 

KAIEKMNGMLLNDRKVFVGRFKSR 

KE REAELG AKAKEFTN VYIKNFGEE 

VDDESLKELFSQFGKTLSVKVMRD 

PNGKSKGFGFVSYEKHEDANKAVE 

EMNGKEISGKIIFVGRAQKKVERQA 

ELKRKFEQLKQERISRYQGVNLYIK 

NLDDTIDDEKLRKEFSPFGSITSAKV 

MLEDGRSKGFGFVCFSSPEEATKAV 

TEMNGRIVGSKPLYVALAQRKEER 

KAHLTNQYMQRVAGMRALPANAI 

LNQFQPAAGGYFVPAVPQAQGRPP 

YYTPNQLAQMRPNPRWQQGGRPQ 

GFQGMPSAIRQSGPRPTLRHLAPTG 

SECPDRLAMDFGGAGAAQQGLTDS 

CQSGG VPTA VQNLAPRAAVAA AAP 

RAVAPYKYASSVAAALILPYSLCRH 

PS/PA VHVQGVQEPLTASMLAACNPP 

/QKQKQILGERLFPL\IPTMH\PNLAG 

K\ITGMLLEID\NSELLHMLESPESLR 

SKWDEAVAVLQAVHHAQERSCPEG 

GRCCCCYLLDPRKTDSKAK 


4433 


9930 


4729 


365 


LYTRHPPSPSCIMTACFGSHIRYRSD 

♦VPTPVLRPAVIRSVGGGDCSERLG 

LRPRPI/PELGPHTPTRPPPPPWQNV 

QRADPVAVTPCRSREGSQAEPLPRG 

RGAVSSSTTRPGLPAPNRP 


4434 


9931 


4730 


1520 


AEGACGPRQPNKGAGAPPQGPATH 

LPGPRSGLSSTATMTANGTAEAVQI 

QFGLINCGNKYLTAEAFGFKVNAS 

ASSLKKKQI WTLEQPPDEAGSAAVC 

LRSHLGRYLAADKDGNVTCEREVP 

GPDCRFLIVAHDDGRWSLQSEAHR 

RYFGGTEDRLSCFAQTVSPAEKWS 

VHIAMHPQVNIYSVTRKRYAHLSA 

RPADEIAVDRDVPWGVDSLITLAFQ 

DQRYSVQTADHRFLRHDGRLVARP 

EPATGYTLEFRSGKVAFRDCEGRYL 

APSGPSGTLKAGKATKVGKDELFA 

LEQSCAQVVLQAANERNVSTRQGM 

DLSANQDE\RPTRRPSSWRSTATPKS 

VPSVPTRASTGR*RPPGACSPPPPAR 

MPAATLTSSGVTGASH*GRPMASL* 

PPRRMGSWPPRWRQQGTQSSSS*SS 

STAPSSCSAGSMASSAAARSRAPWT 

PTAPAMTSSSWSSTMAPTTSKTPQA 

NTGRWAVTPRSPAAATLLWTSSSSS 

ATITRWPSRWAGAT 


4435 


9932 


4731 


131 


677 


PSSLS/CDIFLRSPISTPSPSPLPRTPTS 
TPVHVKQGTAGSVINNPYVIMDKQ 
PGQVIGATTPSTGSPTNKISTASQISQ 
GTGSPVPKIHGSSFVTSTVKVIIKQE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

u 

SEI^D NO: 

inUSSN 

flO/TTA iAf\ 

uy/ / /u,iou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid scque?W( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PGEAPHVPATGAASQSPLPQYVTVK 
GGHMIAVSPQKQV1TPGEGIAQSAK 
VQPSKVL/GQIG*CLPTLARADLLYS 
VC 

4436 

9933 

A 

4732 

131 

362 

PSSLS/CDIFLRSPISTPSPSPLPRTPTS 
TPVHVKQGTAGSVINNPYVIMDKQ 
PGQVIGATTPSTGVY*1HICTI*RV 

4437 

9934 

A 

4733 

1 

4461 


4438 . 

9935 

A 

4734 

2 

614 

STTTERENYRPIFLMNTDGRILSI1LP 

SQI* * *MKKII YHDQVGFIPGMQRWL 

NVHKNTMHVIHHINKMKGKNYLIIS 

ADAEKSLGKTYHCFMMKTLNKLGI 

EGTLVNIRKGIYD*STANILLTGKN*K 

AFPLRTGIRQGCPLSPLLFNTVWDIQ 

AKVIRQDKQIKGIENGQEEVKLSHF 

ADDIILYL*TEKPKDSTKKLLKWVN 

4439 

9936 

A 

4735 

164 

613 

NLNMEATGTDEVDKLKTKFISAWN 

NMRYSWVLKTKTYFSRNSPVLLLG 

KCYHFKYEDEDKTLPAESGCTIED\T 

*LREM*KNFRKDSISRIWLTYREEFP 

QIEGSALTTDCGWGCTLRTGQMLL 

AQGLILHFLGRAWTWPDALNIEKLE 

L 

4440 

9937 

A 

4736 

40 

359 


4441 

9938 

A 

4737 

4274 

5256 

HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FK1KKHGVTP*ANTL*KLP* 

QKYFQH*DLEVLL**FFKEWFDTT 

KFYTAKNMIKD1LKFIETGYNLSQK 

FKIDKFFNVFRRYVYMWIIDFVLV 

SNIILPKFNHLCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*LVESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEKKSLLSNLILSILWLDLGT 

LSV 

4442 

9939 

A 

4738 

133 

359 

LLNFMLLFHRYYALKVSYFKSSLDR 

KLLELLWNKYWVNTLSSSSLLTVS/ 

DYTCKECI*ILSKLHSRLISETLFHRK 

4443 

9940 

A 

4739 

1 

353 

NWTL*TLKKIFSLKDA1KRIKIQSVR 

WKK1FAKHTSDKGVESVNIYKELS*! 

NKASSSSSSSSSS/HSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSYHYTSIRVA 

KMKKTDYVTSW 

4444 

9941 

A 

4740 

1 

375 

LVPKRA*YWHKNTSSSSSSSSS/PSS 

HLHIYSQPKFRKGTKKIHW*KDSVF 

HSSSSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSPMQLIQENTG/IMLQD 

IGFGKDYLSKTSKAQATKQK*TRKH 

WEMLQDIGFGKDYLSKTSKAQATK 

QK 

4445 

9942 

A 

4741 

1 

296 

FRRSL/DSVAQAGVQRRHLGSLQAP 
PRGFTPFSCVSLSASWDHRSPLPRPA 
NFFVFLVETGFHVLARMVSIS*PCD 
RPTASGFQSTGNTGVSHRTWPLLL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

Sm>NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequ^R ( X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide incprtinnl 

4446 

9943 

A 

4742 

3 

380 

FLEEYNPPKVSQEEITSSSSSSSSSSS 

SSSSLSSDIES/VIKNTSSNNNKKNPG 

PDGFTAKFYQM*KDEL1STLLKIISK/ 

IFHSNSFCE*QTTR*FAISITWRAKPD 

KDTPQKEPYRLISLINIHSC 

4447 

9944 

A 

4743 

3 

369 

SFTLIKKTKDIIRKANYKTMSLRKIA 
AV1LNKILAN*IEH/RIKRIIHHNQIRF 
I/SGTQVWLNl*K*rNVTHHINRLKK 
KNYMIILIYEEKTFDKIKHPFM/IKA^ 
LSKLGTENFFKLIKHIWRKI 

4448 

9945 

A 

4744 

70 

345 

KVWGEKVWYWQKMTPIVQWDRT 
ESPQIGN*SLTKEIQWRKDSLFNKW 
*GNHWTAPFSS/RSLNLNKDLTAVT 
KIKSKWVTDLNVKHKTIKLL 

4449 

9946 

A 

4745 

3 

345 

KFNNLDEMDKFADRQKLPYLAQEE 

RQNLN/*PYLLKNLNVQNLPISKTSA 

PDEL1CKFYETFKNEIILLLCSLFQK 

MELSQHIHDSNLTLTQ\KI*K*YRTE 

ENYRDISLINTYAK 

4450 . 

9947 

A 

4746 

35 

355 

PHPPWWSLSSSPPSQHSFLPSPAYM 

PSPSGNSM/CYLSPSRGM*APSRQGP 

SSFHQLCPKCLKGCWARHMPSK*G 

WNGNPFPVSLNYPWARNRPSLLTH 

FVMWEAPRP 

4451 

9948 

C 

4747 

27 

416 

MMKRLGMFNIQHCKKLSSWVLLM 

KYLGNAPPSSSCLMRGNYSTWKMN 

SPTISSPSSWENEDRRSASLHLPKLSI 

TGTYDLKSVLGSTGASLKVFQQWG 

AGPLPGFTEGGHPXKVFQGPCIKAV 

LEPFDE* 

4452 

9949 

B 

4748 

5 

763 

MPSSVSWGILLLAGLCCLVPVSLAE 

DPQGDAAQKTDTSHHDQDHPTFNK 

ITPNLAEFAFSLYRQLAHQSNSTNIF 

FSPVSIATAFAMLSLGTKADTHDEIL 

EGLNFNLTEIPEAQIHEGFQELLRTL 

NQPDSQLQLTTGNGLFLSEGLKLVD 

KFLEDVKKLYHSEAFTVNFGDTEE 

AKKQINANGTRPFEVKDTEEEDFPR 

GPGDHREGAYDEAFRHV* 

4453 

9950 

A 

4749 

11 

368 

GLKSLIN*LLAVYPREQTTLEEVMR 

DPWVNS/GSGVAFDN/TE*QILDHLN 

PETTQLLVAMGFQADNLSVAVREQ 

LFSYAMATYLDLEHTLLKKRSTIRS 

QTLPPGDPTWPLYIEVCTFRLS 

4454 

9951 

A 

4750 

175 

349 

PSVAGRPRRKGGGRQPAQTRAVGI 

AGTEPPLYYLGLWGPVGVDQG*QP 

ASFPGPPQPVPKAPSNTXEA\SPSNA 

HSSSLGRLPSSPLPPRPASNTGSLSPR 

QGTMTTL*GATHLPQHSD*EESTRE 

SPPPTLEQPLPPSVQLIRMPCPPLPVT 

Q 

4455 

9952 

A 

4751 

2 

354 

ENCQINN LRFHLRKPKKEE YTKPTA 
SRRK*IVNIRIERNGIEQKNNRTSSSS 
SSSSSSSSSSSSLTFR*MDGRRSSSSS 

DITADLTEIK*LLILQKLNNY 

4456 

9953 

A 

4752 

121 

363 

WRDFKTKTVIRAK* G YLIITG*NHQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in VSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqOWK( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







bUl 1 V1N MYANPKTAPKKYMKQKL 
TDWKRAV/DSKTTAGDLNILLLIMD 
KTKQKINRV 

4457 

9954 

A 

4753 

178 

439 

GPALINALLK WRIPSGEDREP* GRD 
WEKEKE/R*LEEGRERGGKGEGGK. 
RRNKGRKEGREERGKGEREEGYIM 
CIHGIGNRSLAVLGA 

4458 

9955 

A 

4754 

193 

355 

GLFSIEEH*HDSTHLGINTL\LISRLF1 

EK*LLKRVYQVTQACELYAWNNPN 

DQCLPPPLVRPVQHRGAYPGEDWQ 

IDYTQMPPCKGFKY*LVFIDTFTVWI 

EAFPTKIEKAIKV 

44S0 

77JO 

A 

r\ 


3 

227 

NIKlUKliEVKLSLFAGDVYYLEKPKD 
STKKLLELI/NFSKVAAY*INIQKSVA 
FLYANSE*SEKEIRNIIPFTIAT 

4460 

9957 

A 

4756 

115 

487 

CSLCFVAEWSPWCGWTQLIYPW*E/ 

ITHSPVHTQRLGLETHRTAEMRLFS 

FSLFFFLRQSFALVTQPGVQRCDLG 

LLQPPSPGFK*FSCFSLPSSWDYRHA 

PPRLANFVFLVQTGFNSMLATLVSN 

4461 

9958 

A 

4757 

2 

436 

GTEAEQPSYQPGLELPQGDQEEP\G 

LAGKTGLGPRFPRTTGGSQGTLLEV 

EGLSHSPFQSPGIPGEFEKARKIL*A 

GS*HNSC*ATE/GLGERPGGICGVSS 

SVSTQGPMP*CGQQGN*ALESCRGP 

ATAALSEQSPASPSSRAARA 

4462 

9959 

A 

4758 

76 

194 


4463 

9960 

A 

4759 

310 

551 

SSKQSSAKPPFCLPNPGKVCRSGRS 
RT*GCNLQKGSGPEKGRRFGHPPE 
WTIFPSVQRQGQA*FDSDSPPTNGIP 
GEWKG 

4464 

9961 

A 

4760 

1 

1165 

LRWQREEGQKAGVHVGTMTQHLR 

PQPGAAVLPAALAPPPKHQFSLQAS 

SPSRLGRAGLAGGPSRAGLLC* WRR 

LSFLPSSFPPSPRSWGARSRRRARGQ 

VGPREPAGRSAGDRGVGGRFGGPL 

ALSFFATGLLRASCAPAFQEVTVLG 

KAVQWRLEPGEPFTEG*ALAGTLG 

LGKH*QGRQGK*GWG*PSLANARQ 

LGKPLQVLGWLGHVEGRPGRAVK 

VTGVRSWSCLPGSTGVGDRSRATQ 

LPAGP*VSLRVDQGEAVTGWGGRA 

GARGSPGRQ\GEPRHSARG*GPESLP 

LPVTRNSLVGGLSESN*ACPCR*QK 

ERLSIRGVPERRPFSGPEPGRGPASC 

SGLPTTGGTEERRKEGKRAAAISKA 

ALPGWARLPDQPGPAATGSK 

4465 

9962 

A 

4761 

1 

389 

EETLPLFADDMILYIIKKKQKTKKTT 

KESTKRY*N**MVNVFGKVAGYKV 

NTQKSIN*QYTI*KVKLAS\FSSSPQK 

NKIGINLTKEIQNVYSENYKTLKE1K 

DLNK* ESIPCSQIRRFNIVKMTVLLK 

LI 

4466 

9963 

A 

4762 

1 

346 

RACL*FQLLGRLRQGDGLSLGIRGC 

ovjr\j WJriririor7\ WA liUvDr VoK.1 INK 

QNIKH/LRKSPLSRDEKILREKREEE 
KILAYHYLEKSAIYSISFFFLTKHILN 


WO 01/79449 


PCTYUS01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 

nentide 

sequence 

Me 
tho 
d 

sWlD NO: 

inUSSN 
09/770 Ifift 

Nucleotide 
location of 

flrct <*AflAn 
iirx cuuuu 

for peptide 
sequence 

Nucleotide 
location or last 

amino acid of 

peptide 

sequence 

Amino acia sequeme ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
uuvicuiiuc insertion/ 







TPVCWFSSEHIIYF 

4467 

9964 

A 

4763 

2 

468 

FPSLPSFFSRFLFCIITVM\F*VLDPLS 
LSYLTLILIPHLKIEFNFEK/CVNH/CF 
LLMLLLLFLLLXCTY* MCLGPFYFLP 
CLSFSSVFHFLSLCCIIGNLFRYIFKFI 
NFELC\CYVLYT*DLFYF*KFSLVJF* 
IY* FFLSIMLSL* VFFHLKHFIF 

4468 

9965 

A 

4764 

3 

364 

RNLKLISEYCKISG*KVNIENQ\VFL 

YISNGQVEFEIKNTIPL*AHT*KMKY 

LDINVTKYVQDPYEENYKILMKKIK 

EQME/NIPCL*I/GRLNTKTSVLPNLE 

**ITAIPIKIPASYFVDTN 

4469 

9966 

A 

4765 

I 

755 

EESILEEWLEALTSAGEEKKIDRFFC 

IVEGLRHNSVQLQVACMQLNNGLG 

TSSGELEFKLHIKNEFMPCGLKEILP 

NLKCLKNDGLDIQLKGFDEHKKED 

LVELSHRLEDIRAELDEAYYVYNM 

VWSTV*ETRAEGYFISILQHLLLIRN 

DYFIRQQYFKLIDECVSHIVLHRDG 

MDPDFTYRKRLNLDLTQFVDACVD 

QAK\LKEFEEKALELYKKFEKEFT\D 

PQENSR*NCAKKEAQIYGPFNPNSK 

TF 

4470 

9967 

A 

4766 

12 

321 

KSCDWAERLVTLV/WN/PYFKNLSN 
SYYKQLSPMGGYLNSWAHTLTEWI 
IDNILDQLIFPKLQKEVG*ESWETVV 
ITNHRDLFSLWLHYLSAVKTPGINGI 
CQHNY 

4471 

9968 

A 

4767 

2 

375 

MSSPLPSPWSPCLLPGQAPGPTLPVP 

PAETLSVSPACFLRLPINPSPSQ*APA 

WRQLTADWGGHSALGLPGCPGPSIX 

TWPSHSASHLLPQRNQGPPMLGYA 

HLPGHLPTNVLPSGHTPALERPK 

4472 

9969 

A 

4768 

3 

338 

QSLALSPRLECSGAILAHCHFC/LPG 
Ft* FFCLSLPSSWDYRSPPPT/RQLIF 
VFLVEMGFHHLGQAGLELLTL*SA 
HLGLPKCWDYRHEPPRPAQRPKLK 
NLK*LTTVARFTI 

4473 

9970 

A 

4769 

66 

365 

LRDEQQHGGPWTSPLSRPPTGKRA 

RGRSACPQLTH*PGTAARKGASPGR 

SRALALPTRCPGPACGGREPRLQAR 

GVP/R*IPPRRGPHGAPSGLPPGPVG 

C 

4474 

9971 

A 

4770 

3 

345 

KRGTPLAGEMAEGHCLACLPLGTEY 

LTV\NPIVHLFNSEIG*K\RPVA\KVR 

HVYSITASIFFTPLRCLCGEKHISGLR 

ARSGIVLSLELNHGIDSFAHM*SCDL 

ILII\TLLSYYI 

4475 

9972 

A 

4771 

2 

352 

KRGKPLAGEMEEGHCLACLPLGTEY 

LSVKP\TVHLFNSEIGEK\RPVAGG\R 

HVYSNTASLFFTPLRCLGGEKHKSG 

LRARPGIVLSLELNHGIDSFAHM*FV 

DLLLIITLLSYYIPFR 

4476 

9973 

A 

4772 

1 

296 

QRSVKISISENGNSHMEIVSFSLIFCQ 
FLLHVFCSIHIYDCYIFLLI*YPrNRQ 
CLFAY*YSDIKFYSDIN/ISYFLCLLC 
MSFYPLSTCIYMGLVFIF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

M( 
the 
d 

S^R)NO: 

» in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequels ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
n orient! rip inc»rti/\n\ 

4477 

9974 

A 

4773 

2 

859 

GRWPTQPTSLQGGQTLGDVREAFS 

RRP*NGERQGAPPACPLPRSLGLWR 

P\WGPLSVTT*NRSWSCYCWLRLV/ 

GWKGSRAVVKALGSPEAAWHLLG 

PDAALQPCHFSQPQRRCRGRPPFLP 

LSGWAGPWECWPTCQAGRT*IPEG 

GGGSC*GPQVNDLQRHTEENVLRC 

DLPHPALAAWGTVSPG/SHPAPQ*T 

EV*RSAQSSFRPQCPLTSPARGTPGS 

SRRLLCGVPP/CGPLLMLCPLPVPEV 

GLGPFLRELLNTKKLNCFVNKQKV 

PNKPACHLGDGPSLPHQIC 

4478 

9975 

A 

4774 

158 

■ 

517 

RCRSGYVDQVAGLFCFVLRQSLTF 

VTQAGVQWHDLSSLQPLPPRFN*FS 

CIILLSSWDYRCMPPCLANFGIFLR/E 

RGFTMLGMLVLNC*PQ/CDPPTSAS 

QSAGITGMGPPHLGLSCSIKK 


yy/o 

A 

A 

4775 

1 

165 

GSLLPLLFNIILEVLAKAIRQEKSIQN 
EKEKV*LSLLTDHMI7YM*NPTVKK 
. LTT*KLTT 

4480 

9977 

A 

4776 

2 

516 

QNPCISERQYCCEKLPLERSSRPQDS 
AGQPVT/HAHCSLSSTVDLCPPLLAT 
HR1SCWH*QDEVQGGRD\SVDKGD 
LVALSLPAGHGDTDGPISLDVPDGA 
PDPQRTKAAIDHLHQKILKITEQIKI 
EQEARDDNVAEYLKLANNADKQQ 
. VSRIKQVVQKKNPEAAQTIGQLD 

4481 

9978 

A 

4777 

154 

406 

CTDIQGYPGSRSVAQAGVQWHNIA 
CLSLPSSWDYRRPLPRPANFLYF*ER 
RGFTVLARMVSIS*PCDPPASASQG 
AGITGVSHRT 

4482 

9979 

A 

4778 

1 

429 

ARLETNSRSVAHGGVQCHDLSSQQ 

PPPPGFKGFSGLSLPSSWDYRRPPPC 

PR*F*YFY*RRGFTVLARMVSIS*PC 

DPPALASQSAGITGLSHCAR/LERES 

HSIA\RAGGQWFHLGSLQPPPPRFK* 

FSCLSLPSSWDHRCPVD 

4483 

9980 

A 

4779 

1381 

1787 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F* *RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

4484 

9981 

A 

4780 

1147 

1553 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

4485 

9982 

A 

4781 

1456 

1862 

LEYVAHPLHQLLILNNFYSVLNEKY 
LVFFFLNMYMTFKCNLLFFLRPSL/D 
SVTQAGVQW/RDLGSLQAL/PLPGF 
APFSCLSLPISLAYSHLPPHLANFLY 
F* * RQGFTVLARMVSIS* PRDPPTS A 

ov^O/VvjI i UiVlori 

4486 

9983 

A 

4782 

889 

1295 

LEYVAHPLHQLLILNNFYSVLNEKY 
LVFFFLNMYMTFKCNLLFFLRPSL/D 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
the 
d 

s NO: 
► in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequWe ( X=Un known; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 

••uticuiiuc insertion) 







SVTQAGVQW/RDLGSLQAL/PLPGF 
APFSCLSLPISLAYSHLPPHLANFLY 
F**RQGFTVLARMVSIS*PRDPPTSA 
SQSAGITGMSH 

4487 

9984 

A 

4783 

743 

1149 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

4488 

9985 

A 

4784 

2583 

3580 

DRVSLLLPRLECNGAILAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTSYDSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEIIGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFKPFSCLSLPSSWDYRRPPP ' 

HPANFFVFLVETGFATVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK*SSHLILTSNWDYRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 

4489 

9986 

A 

4785 

1966 

2372 

LEYVAHPLHQLLILNNFYSVLNEKY 

LVFFFLNMYMTFKCNLLFFLRPSL/D 

SVTQAGVQW/RDLGSLQAL/PLPGF 

APFSCLSLPISLAYSHLPPHLANFLY 

F**RQGFTVLARMVSIS*PRDPPTSA 

SQSAGITGMSH 

4490 

"9987 

A 

4786 

3 

305 

FFFLRKSL/G S V/TQAG VQ WRGLRSL 
QPPPPRFKRFSCLSLLSSWDYRCVPP 
RPA/NFLYF* *RWGFTTLARM VSIS* 
PCDPPASASQSAGITGISHRAQPIKY 

4491 

9988 

A 

4787 

1172 

1688 

VFFGVFVFVFVFVFFPKLTSGTIPWA 

SPEVMIYPPTHS*VCEAPSFPYVFSH 

LFS\LQSPSHLVCLFLCSF*DGVSLCR 

QAGVQWRSLGSLQPLTPWFKRFSC 

LSLPSGWHH/RRPANFCIF/M*RRGF 

TMLPRMVSISSPRDPPASASQSAGIT 

GMSHRARPQSSVFKQSFLSR 

4492 

9989 

A 

4788 

641 

1074 

VLNLVEFVTRELAFSTNVFFCFFFVF 

FCFFLRRSL/DSVTQAGVHWLDLGS 

LQAPPPRFTPFSCLSLPSSWDYRRPP 

RRPANFLYF* * RRGFTRLARMVSIS* 

PCDPPASASQSAGITGVSHRARPTN 

VNKAITNGLFTYFFFNEE 

4493 

9990 

A 

4789 

7273 

7925 

IVSLFLFILLVFWWWCFFFFFFFETE 

SCSVAVAQAGVQWHNLGSL\QAPP 

PGFTH/LFSCLSLPSSW\DYRRPPPRP 

VNFFFFFHF**RRGFTML\ARMV\LIS 

*PQVICPASASQSAGITG\LSHRVRQ 

GPHNLLTNQVNKFFFFFLETESHSW 

TQAOVQ*HDLGSLQSPPPGLKRPSC 

LSLLSS* D YRLLPPHPTHF/C VFL VE 

NGNSPCWPGWS*TPDLR 


WO 01/79449 PCT/U SO 1/08656 


SEQ ID 
NO: of 
Ducleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
□ 

SCT?TD NO: 

ioUSSN 

AQ/T7n i^n 
UW7 /U,IoU 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequent? ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 

4494 

9991 

A 

4790 

156 

391 

IPHSYIRKFYSFKMAILSP/KLIYSINA 

ISKKIK*AFLKKTDELILTFI*KGKES 

VLDKPILKKKNNIVGLKICDFETYY 

4495 

9992 

A 

4791 

365 

506 

GRHHACLIVDRALVFPS/CQVGRAA 
HFLPLPGPCPAWTPPSRSLRPGP 

4496 

9993 

A 

4792 

2 

503 

LTHPAGARPVLLTTPESFEGPCFGTP 

HGQSLSQSAFSRGHSLGDTVGVTG 

QVGS/LLSGGGVRAG/GAGGGGGA 

GFGSRLALKAAGERGEKPREP VPPP 

*QR\GPHTKAPWT*AGQGQPPGRAC 

SPG/PPAEPASQPLTPGPGRRLPGGK 

RSRRDRARGAARKMGLLFPLD 

4497 

9994 

A 

4793 

3 

389 

FQDLIKR*KATIIKTLWY*HKNRY/D 
IDQQNRIEN/SKHRLSHLIFDKGTRTI 
Q/YGREQLSSSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSSSSP 
IPDIGFHNDFLNMTPKAQATTKK 

449S 

9995 

A 

4794 

27 

285 

VFFFFFFFLRRSLALLPRLECSGTIVF 
LVETGF\TMLARMVSIS»PRDLPALA 
SQSAGITGVSHRARPASFNFLTINILP 
PLLLWTF 

4499 

9996 

A 

4795 

12 

336 

SPVQL*F*LFLVFC*LWSWSAVVYL 

GPLGTPSADAHT/AGLSKTPPHWAA 

RARLDDVFSLRTFSSHSLNMELVQD 

LTASAPMYSSTSRDPP/CLGLPKCW 

DYKREPPRPAH 

4500 

9997 

A 

4796 

74 

463 

HISQHDRSYLQVLLASYKTASFLFFF 

LRQSL/DSVTQAGVQWRDLGSLQA 

PPPGFTPFSCPQSPK*L/SSWDYRRPP 

PRPANFFCIFIVEKECFTLLARMVSIS 

WPRDLPASASQSAGITGMSHRARP 

AQVS 

4501 

9998 

A 

4797 

1 

337 

KKLISGFNVIPIKTPANPCVKIDKLIL 

KFIWHCKARRIGKAMWNKIKYGGL 

1Q*DLKICHKVRIIEIVWY*LQGRQ/I 

DQ/WEQ/IQSPEIDPNIYSHLTYDKSP 

TA1QRRKIYPF 

4502 

9999 

A 

4798 

3 

331 

KNYKTLLREI/KEELN*WKDIPRLW 

LRRLNIVKMSFL/SKFIYRLDSIPIK/ 

MPSRHLFL*KLILKQILKFIWEGKGP 

G1AKTILKKNKFGGFTLLNFNTYNK 

AANSRVLVLG 

4503 

10000 

A 

4799 

3 

340 

INRLNIFTMAIFSTLIYRFNTIPIKIPA 
GFVEMDKLILKLVWKFKAHGIGKT 
TLKKNRVPMPKFSSSSSSSSSYWNE 
DRNINQWN*IDNLKINPCVCGQLIF 
NKDAKTNEER 

4504 

10001 

A 

4800 

46 

195 

SPATLGRPEVGPDS*GPGDRDHAGL 
TMVKPPVFYLKNYWIMRSGDRDHP 
G 

4505 

10002 

C 

4801 

353 

442 

MPLLYVQRLFARTGLCATLFGRMM 
SPLYV* 

4506 

10003 

A 

4802 

1 

273 

FFFFFFGTESRSVAQAGLRTAVARS 
RLTASSASRVHAILLPQPPE*LGLQA 
PATAPG*FFVFLVETGLCKHNEKSP 
LSVQGRIYVLRNQKG 

4507 

10004 

A 

4803 

57 

231 



WO 01/79449 


SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SE(^b NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeBCe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


4508 


10005 


4804 


169 


4509 


10006 


4805 


698 


1231 


4510 


10007 


4806 


58 


2674 


4511 


10008 


4807 


235 


4512 


10009 


4808 


245 


FFFFFFGTESRSVAQAGLRTAVARS 
RLTASSASRVHAILLPQPPE*LGLQA 
PATAPG*FFVFLVETGFHLVSQDGL 
DLLTS 


4513 


10010 


4809 


175 


394 


NFLRYSHFKKCNRRPGAVVTPVIPA 

LWEAEAGGS/CRSGDRDHPG*QGE 

GKRGSFLKFQEVSGAPNKFSWILPL 


4514 


10011 


4810 


65 


2712 


SGSGHCLAEAASMGPWGWKLRWT 

VALLLAAAGTAVGDRCERNEFQCQ 

DGKCISYKWVCDGSAECQDGSDES 

QETCLSVTCKSGDFSCGGRVNRCIP 

QFWRCDGQVDCDNGSDEQGCPPKT 

CSQDEFRCHDGKCISRQFVCDSDRD 

CLDGSNEASCPVLTCGPASFQCNSS 

TCIPQLWACDNDPDCEDGSDEWPQ 

RCRGLYVFQGDSSPCSAFEFHCLSG 

EC1HSSWRCDGGPDCKDKSDEENC 

AVATCRPDEFQCSDGNCIHGSRQCD 

REYDCKDMSDEVGCVNETLCEGPN 

KFKCHSGECITLDKVCNMARDCRD 

WSDEPIKECGTNECLDNNGGCSHV 

CNDLKIGYECLCPDGFQLVAQRRCE 

DIDECQDPDTCSQLCVNLEGGYKC 

QCEEGFQLDPHTKACKAVGSIAYLF 

FTNRHEV\RRMTRTRSGYTSFIPNLR 

NVVALNTEGPSNRIYWSDLSQRMIC 

STQLDRAHGVSSYDTVISRDIQAPD 

GLAVDW1HSNIYWTDSVLGTVSVA 

DTKGVKRKTLFRENGSKPRAIVVDP 

VHGKHRPCT/WPGVLCTCQVTSAT* 

D VRATIRR* ML/WFPQRTLEKAHLV 

SGREKQEESIIRCLRVKVWLTYEMQ 

\DLGGG*TRL*ITQAKMNAENWL*L 

EEDKVFWTDIINEAIFSANRLTGSDV 

NLLAENLLSPEDMVLFHNLTQPRG 

VNWCERTTLSNGGCQYLCLPAPQI 

NPHSPKFTCACPDGMLLARDMRSC 

LTEAEAAVATQETSTVRLKVSSTAV 

RTQHTTTRPVPDTSRLPGATPGLTT 

VEIVTMSHQALGDVAGRGNEKKPS 

SVRALSIVLPIVLLVFLCLGVFLLWK 

NWRLKNINSINFDNPVYQKTTEDEV 

H1CHNQDGYSYPSRQMVSLEDDVA 


4515 


10012 


4811 


49 


361 


STSYP1TGSHAFL*PQNVVDAETNS* 

HINNVNLRLKIIKLLEENTEKNCHD 

LGLSTDYY/SVTPKA*ATTTKI\DKL 

ELIKIKNFCTSKDITYKVKRLLIGNNI 

CK 


4516 


10013 


4812 


346 


EKSSLFNKWCWDKWISTGKRMKL 

VPPYISSSSSSSSSSSSSSSSSSSSSSSS 

SSSTEKNCHDLGLATDYY/SVTPKA 

*ATTTKIDKLELIKIKNFCTSKDIT*K 

VKRQL1GENSCK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQTD NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciosequenTl7x=Unknoivn; *=Stop 
codon; /-possible nucleotide deletion; V=possible 
nucleotide insertion) 

4517 

10014 

A 

4813 

2 

356 

EKSSLFNKWCWDKWISTGKRMKL 
VPPYISSSSSSSSSSSSSSSSSSSSSSSS 
SSSTEKNCHDLGLATDYY/SVTPKA 
* ATTTKIDKLELIKIKNFCTSKDIT* K 
VKRQLIGENSCKSFM 

4518 

10015 

A 

4814 

I 

357 

VRPHHTNKKRVRLR/VRVNIKVRD 

KVSTEVKDKIKNQAAVIVKLGVQIK 

AGPWVRVKDWVRLEVKIKNRDQV 

RGEAEVRRIGQQLRTKTRPKLNVHP 

KRNGSIN*NIHTVECYSTIKKQ 

4519 

10016 

A 

4815 

1 

323 

PVRGTEQSNKSWASGLQPGWGRAE 

QLAWGSFNLSKWPSGGGDPQPILLS 

RVQNMGRLAR*EAPCQPQPQLPSR 

RSSPVPHQHLNPPCHPCGASLSPALA 

WPPPPPSRS 

4520 

10017 

A 

4816 

1908 

2324 

ILASSLRANPGFIRNFHLFFFFFYFLR 

RSL/DSVAQAGVQWHDLGSLQAPPP 

GFTPFSCLSLPNSWDYRRPP/RHHAR 

LISFFLFLVEMGF\TMLARMVSIF*P 

WDLATSASQNAGITGVSHHTHPRP 

VIKYLPSSSPNLAG 

4521 

10018 

A 

4817 

1 

273 

RPRRRYPHSWWFL\QEVA1FTLIEKV 
VFYYSHRLFLHPAFYKKIRK1HHKW 
TAPIGV1SL*AHPIEHAVSNMLPVDP 
VNLRQSIRTVLFHQ 

4522 

10019 

A 

4818 

3 

293 

DHVSPGVQDQAGQYSKTP\SLQKQ 
KQKTNRHGSAYLWSELLGSLRQED 
HLNPGVRGCSELLLGHCSPAWAAK 
*DPVC*KNKTKNLIAGGHPRSFWIQ 

4523 

10020 

A 

4819 

2 

170 

KLGFIKIKDFSSVKDNVKGMRRQAT 
DW/DFIKIKDFSSVKDNVKGMRRQA 
TDWEKIFAKETSDKGLLSKIY*KPF 
KLSKQPN 

4524 

10021 

A 

4820 

52 

228 

WASGHVRPYRVLNNFISNQK\MDF 

KEDLSGIAEMFKTPVKELL1VL*TCL 

IVAFKSDNS 

4525 

10022 

A 

4821 

22 

376 

TGTVIKIAWY*HKDRHMDQ*NRINS 
SETNPNI* SKVQRPFHWRASSSSSSS 
SSSSSSSSSSSS/PSSSSSSSSSSSSSSSS 
SSSSSSSSFIQGNTGINLTDFGLGNVF 
LDMTPKAQAKE 

4526 

10023 

A 

4822 

151 

379 

SIPGIQSWFN1QKSINVFYHIVILNTQ 
HRSSSSSSSSSSSSSSSY*LMIKF/LNK 
LGIEGNFLILIKAIHGKPTVNH 

4527 

10024 

A 

4823 

3 

479 

RDEVSPHCPGWSQTPGLKQSSCLGL 

PKC*AYRHEPLGL\ILFFH*ATQETQ 

ARAGWSYASHFVDERTEAQR/V*G 

TCPRSHANYVLEDLICVLF*DRVCS 

VAQAGVQWHDLSSLQPPPPGFK*FS 

CLSLPSSWDYRRFATTAS*ILAF*VE 

MGVRHFARLV 

4528 

10025 

A 

4824 

1 

57 

GKRYTRSDELQRLRRAHTGXEKKLV 
CPECSQRSMRSDRLTGHIRSHQNKK 
GIH*SDELQRLRRAHTG 

4529 

10026 

A 

4825 

3 

602 

VDKNHTLSLLCQPSHGDCSRFSAST 
CL1RSRFHFNFNTFKIF*KLGDSMLT 
AVSVARDCGMILPQDKVIIAEALPP 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SB^TONO; 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


queWe(. 


PCT/US01/08656 


Amino acid sequeWel X=Unknown; *=Stop 
codon; /=possiblc nucleotide deletion; \=possible 
nucleotide insertion) 


KDGKVAKINWHYADSLTQCSHPSA 

1DPEAIPVRL/CP**LRGSSNDSLSFC 

NEWEIILSDTGGIFK/HLVPKGSNLG 

VCVCSHECIATVF*KNLYYCFQLML 

HGTVFARMAPDQKTQLIEALQNVE 


4530 


10027 


4826 


241 


TSFSCLSLLSSWDYRCPPQAGPANF 
CIF/M*RRGFTALARMVSVS*PRDLP 
ASASQSAGITRVSHRTRPLV*CFN*A 
LFR 


4531 


10028 


4827 


241 


TSFSCLSLLSSWDYRCPPQAGPANF 
CIF/M*RRGFTALARMVSVS*PRDLP 
ASASQSAGITRVSHRTRPLV*CFN*A 
LFR 


4532 


10029 


4828 


321 


KAVLRRKF1ATNT*\KK*TSQIKNLL 

KKLQEKNKFKPKVSRRKTIQRSEQK 

*IQTRKPGEKINKTKGSSSSSSSSSSS 

SSSSSSQREDLNQIGNEREDITTGTT 

EIQ 


4533 


10030 


4829 


132 


290 


LVTSE* * TYQIFFFSPEMESHSVSQA 
G VRWSNL\SSLHPLPPGFKRFSCFSL 


4534 


10031 


4830 


645 


1201 


GGRDLLRTHSVGPSTPQTIPVLTPPG 

♦CACKTQDVPSPHS/PPMKELWPGA 

PQGSPGRLSPQPPH*RPSPHSPCTLW 

PAL/PGLASTEGWGAIALY1LEKNW 

GREGLNLPPA*PFCPPQPSPHGSLVF 

PSKCASREAPTSNPCLQPQIPRLPSR 

PKAQPAPTHLGGAAHTRISAGVAR 

VCAGAFGGQA 


4535 


10032 


4832 


115 


454 


TMMTSWINCFRKG*DDVEHHALHI 

NLRGKKFILFLPIQEGLTRGRKQ*AN 

TVGHFQLGFRLYKISGLEKLKLSKL 

STQWLLKP\LHPDQL*TRAELLG*ES 

LDKYDQDPEALIR 


4536 


10033 


4833 


638 


ERQSVPGFKASQDRLTLLVRAYTN 

Q*LKLRPLLIF\HFENPRALKNCAYS 

TLSVLCQ WNNKA WMSAH\LFTG W 

LTKYFKLTIETYCSE\KTTPFKILLFI 

DNLAGHPRALMEM*KEMNVFMPA 

KTTSIMLPLIVSSFNSYYLRNRIHRTF 

VWAQSWLQCPTTAISDIQIGPVAM 

GLLLIPSAFVLCWLSIQQVSKLKHF 

HSHHSYFLRFWRLTA 


4537 


10034 


A 


4834 


6053 


KEILQEYLEISSLVQDEVVAIHREM 

AAAAARIQPEAEYQGFLRQYGSAP 

DVPPCVTFDESLLEEGEPLEPGELQL 

NELTVESVQHTVQLLGKRQVLQEA 

LQGLQVALCSQAKLQAQQELLQTK 

LEHLGPGEPPPVLLLQDDRHSTSSSE 

QEREGGRTPTLE1LKSHISGIFRPKFS 

LPPPLQLIPEVQKPLHEQLWYHGAIP 

RAEVAELLVHSGDFLVRESQGKQE 

YVLSVLWDGLPRHFIIQSLDGSRPL 

RMEAADPGSPALQNLYRLEGEGFPS 

IPLLIDHLLSTQQPLTKKSGVVLHRA 

VPKDKWVLNHEDLVLGEQIGRVPQ 

RGSNSQRAWVRGPNTGAPHPGVGS 

RMGRKRRRELRDWEGRGRSPRPFQ 

GNFGEVFSGRLRADNTLVAVKSCR 


WO 01/79449 


SEQID 
NO: or 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE^DNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


iu^n^} 


PCTAJS01/08656 


Amino acid sequeW( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


ETLPPDLKAKFLQEARILKQYSHPNI 

VRLIGVCTQKQPIYIVMELVQGGDF 

LTFLRTEGARLRVKTLLQMVGDAA 

AGMEYLESKCCIHRDLAARNCLVT 

EKNVLKISDFGMSREEADGVYAAS 

GGLRQVPVK.WTAPEALNYGRYSSE 

SDVWSFGILLWETFSLGASPYPNLS 

NQQTREFVEKGGRLPCPELCPDAVF 

RLMEQCWAYEPGQRPSFSTIYQELQ 

SIRKRHRPRCSSSAAPAHMLTALHS 

PGLLPPASTLPAGCSAVSSLCPCCCQ 

GFLFRAETIKPLVPTEHSWHVHSSG 

RQVSEGTSAGNIEQARKGKGLEEC 

AVPTGGSTPLPEGRNDRDLRLPGPE 

PASEAGGPARGRRTERSGCPGAQL 

GPRQRPPEQGATGERAPAFACVAA 

CTRAAVPGRVCVEASMKLKKQVT 

VCGAAIFCVAVFSLYLMLDRVQHD 

PTRHQNGGNFPRSQISVLQNRIEQLE 

QLLEENHEIISHIKDSVLELTANAEG 

PPAMLPYYTVNGSWVVPPEPRPSFF 

SISPQDCQFALGGRGQKPELQMLTV 

SEELPFDNVDGGVWRQGFDISYDP 

HDWDAEDLQVFVVPHSHNDPGWI 

KTFDKYYTEQTQHILNSMVSKLQE 

DPRRRFLWAEVSFFAKWLVGNGQL 

EIATGGWVMPDEANSHYFALIDQLI 

EGHQWLERNLGATPRSGWAVDPFG 

YSSTMPYLLRRANLTSMLIQRVHY 

AIKKHFAATHSLEFMWRQTWDSDS 

STDIFCHMMPFYSYDVPHTCGPDPK 

ICCQFDFKRLPGGRINCPWKVPPRAI 

TEANVAERAALLLDQYRKKSQLFR 

SNVLLVPLGDDFRYDKPQEWDAQF 

FNYQRLFDFFNSRPNLHVQAQFGTL 

SDYFDALYKRTGVEPGARPPGFPVL 

SGDFFSYADREDHYWTGYYTSRPF 

YKSLDRVLEAHLRGAEVLYSLAAA 

HARRSGLAGRYPLSDFTLLTEARRT 

LGLFQHHDAITGTAKEAVWDYGV 

RLLRSLVNLKQVIIHAAHYLVLGDK 

ETYHFDPEAPFLQVVGWEEAEPMM 

VLPFRLTEFQDDTRLSHDALPERTVI 

QLDSSPRFWLFNPLEQERFSMVFL 

LVNSPRVRVLSEEGQPLAVQISAHW 

SSATEAVPDVYQVSVPVRLPALGLG 

VLQLQLGLDGHRTLPSSVRIYLHGR 

QLSVSRHEAFPLRVIDSGTSDFALSN 

RYMQVWFSGLTGLLKS1RRVDEEH 

EQQVDMQVLVYGTRTSKDKSGAY 

LFLPDGEA\SPTSPRSPPCCVSLKALS 

SQRWFRTMSTFTRRSGFTICQGWR 

GCLWTYHPWWTSGTTSTRSWPCTS 

IQTSTAR/VIFFTDLNGFQVQPRRYL 

KKLPLQANFYPMPVMAYIQDAQKR 

LTLHTAQALGVSSLKDGQLEVILDR 

RLMQDDNRGLGQGLKDNKRTCNR 

FRLLLERRTVGSEPDFFSKLAAMFR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucteo-tide 
sequence 

SEQ ID 
NO: of 
peptide 1 
sequence 

Me 
tho 

A 
U 

SEQTD NO: 
in USSN 
UV/77lMou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequenfP ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \-possibIe 
nucleotide insertion) 







GLIFHSSRSGNREVQDSHSTSYPSLL 

SHLTSMYLNAPALALPVARMQLPG 

PGLRSFHPLASSLPCDFHLLNLRTLQ 

AEHCLWAEALLHLRSLKALRPLPW 

ALSVIQEDTLPSAETALILHRKGFDC 

GLEAKNLGFNCTTSQGKVALGSLF 

HGLDVVFLQPTSLTLLYPLASPSNST 

DVYLEPMEIATFRLRLG 

4538 

10035 

A 

4835 

1 

6606 

MGFSSELCSPQGHGVLQQMQEAEL 

RLLEGMRKWMAQRVKSDREYAGL 

LHHMSLQDSGGQSRAISPDSPISQS 

WAEITIQTEGLSRLLRQHAEDLNSG 

PLSKLSLLIRERQQLRKTYSEQWQQ 

LQQELTKTHSQDIEKLKSQYRALAR 

DSAQAKRKYQEASKDKDRDKAKD 

KYVRSLWKLFAHHNRYVLGVRAA 

QLHHQHHHQLLLPGLLRSLQDLHE 

EMACILKEILQEYLEISSLVQDEWA 

IHREMAAAAARIQPEAEYQGFLRQ 

YGSAPDVPPCVTFDESLLEEGEPLEP 

GELQLNELTVESVQHTLTSVTDELA 

VATEMVFRRQEMVTQLQQELRNEE 

ENTHPRERVQLLGKRQVLQEALQG 

LQVALCSQAKLQAQQELLQTKLEH 

LGPGEPPPVLLLQDDRHSTSSSEQER 

EGGRTPTLEILKSHISGIFRPKFSLPP 

PLQLIPEVQKPLHEQLWYHGAIPRA 

EVAELLVHSGDFLVRESQGKQEYV 

LSVLWDGLPRHF1IQSLDGSRPLRM 

EAADPGSPALQNLYRLEGEGFPS1PL 

LIDHLLSTQQPLTKKSGWLHRAVP 

KDKWVLNHEDLVLGEQIGRVPQRG 

SNSQRAWVRGPNTGAPHPGVGSRM 

GRKRRRELRDWEGRGRSPRPFQGN 

FGEVFSGRLRADNTLVAVKSCRETL 

PPDLKAKFLQEARJLKQYSHPNIVR 

LIGVCTQKQPIYIVMELVQGGDFLT 

FLRTEGARLRVKTLLQMVGDAAAG 

MEYLESKCCIHRDLAARNCLVTEK 

NVLKISDFGMSREEADGVYAASGG 

LRQVPVKWTAPEALNYGRYSSESD 

VWSFGILLWETFSLGASPYPNLSNQ 

QTREFVEKGGRLPCPELCPDAVFRL 

MEQCWAYEPGQRPSFSTIYQELQSI 

RKRHRKHRAGTERKGTRGMRCTD 

RRQHPFARGAQRQRPKATWAGAG 

FRGWRTRAEPAQRSAPAARGPAGE 

LQQRAEQGATGGRAPAFACVAACT 

RAAVPGRVCVEASMKLKKQVTVC 

GAAIFCVAVFSLYLMLDRVQHDPT 

RHQNGGNFPRSQISVLQNRIEQLEQ 

LLEENHEIISHIKDSVLELTANAEGP 

PAMLPYYTVNGSWVVPPEPRPSFFS 

ISPQDCQFALGGRGQKPELQMLTVS 

EELPFDNVDGGVWRQGFDISYDPH 

DWDAEDLQVFWPHSHNDPGWIKT 

FDKYYTEQTQHILNSMVSKLQEDPR 

RRFLWAEVSFFAKWLVGNGQLEIA 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SH^TONO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


!<U^n^^~ 


PCT7US01/08656 


Amino acid sequfflPe ( A=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; Impossible 
nucleotide insertion) 


TGGWVMPDEANSHYFALIDQLIEG 

HQWLERNLGATPRSGWAVDPFGYS 

STMPYLLRRANLTSMLIQRVHYAIK 

KHFAATHSLEFMWRQTWDSDSSTD 

IFCHMMPFYSYDVPHTCGPDPKICC 

QFDFKRLPGGRINCPWKVPPRAITE 

ANVAERAALLLDQYRKKSRLFRSN 

VLLVPLGDDFRYDKPQEWDAQFFN 

YQRLFDFFNSRPNLHVQAQFGTLSD 

YFDALYKRTGVEPGARPPGFPVLSG 

DFFSYADREDHYWTGYYTSRPFYK 

SLDRVLEAHLRGAEVLYSLAAAHA 

RRSGLAGRYPLSDFTLLTEARRTLG 

LFQHHDAITGTAKEAVWDYGVRL 

LRSLVNLKQVIIHAAHYLVLGDKET 

YHFDPEAPFLQWGWEEAEPMMVL 

PFRLTEFQDDTRLSHDALPERTVIQL 

DSSPRFVVLFNPLEQERFSMVFLLV 

NSPRVRVLSEEGQPLAVQISAHWSS 

ATEAVPDVYQVSVPVRLPALGLGV 

LQLQLGLDGHRTLPSSVR1YLHGRQ 

LSVSRHEAFPLRVIDSGTSDFALSNR 

YMQVWFSGLTGLLKSIRRVDEEHE 

QQVDMQVLVYGTRTSKDKSGAYL 

FLPDGEAXSPTSPRSPPCCVSLKALSS 

QRWLRTMSTFTRRSGFTICQGWRG 

CLWTYHPWWTSGTTSTRSWPCTSI 

QTSTAR/VIFFTDLNGFQVQPRRYLK 

KLPLQANFYPMPVMAYIQDAQKRL 

TLHTAQALGVSSLKDGQLEVILDRR 

LMQDD>fRGLGQGLKDNKRTCNRF 

RLLLERRTVGSEPDFFSKLAAMFRG 

LIFHSSRSGNREVQDSHSTSYPSLLS 

HLTSMYLNAPALALPVARMQLPGP 

GLRSFHPLASSLPCDFHLLNLRTLQ 

AEHCLWAEALLHLRSLKALRPLPW 

ALSVIQEDTLPSAETALILHRKGFDC 

GLEAKNLGFNCTTSQGKVALGSLF 

HGLDVVFLQPTSLTLLYPLASPSNST 

DVYLEPMEIATFRLRLG 


4539 


10036 


B 


4836 


114 


255 


VQPRRYLKKLPLQANFYPMPVMAY 
IQDAQKRLTLHTAQALGVSSLKDX* 


4540 


10037 


4837 


452 


LDGRQLSV/SRHEG/FP/LRCIDS/GTS 

ELALS/N/RYMQVWFSGL/TGLLKSI 

RRVDERHEQQVHMQVLVYGTRTS 

KDKSGAYLFMPDGEAKPYTSPRSPP 

CCVSLKALSSQRWLRTMSTFTRRSG 

FTICQGWRGCLWTYHPWWTSGTTS 

TRSLHFSFN 


4541 


10038 


4838 


3543 


QLGRLGPERRGGRALTVCVEASMK 

LKKQVTVCGAAIFCVAVFSLYLML 

DRVQHDPTRHQNGGNFPRSQISVLQ 

NRIEQLEQLLEENHEIISHIKDSVLEL 

TANAEGPPAMLPYYTVNGSWVVPP 

EPRPSFFSISPQDCQFALGGRGQKPE 

LQMLTVSEELPFDNVDGGVWRQGF 

DISYDPHDWDAEDLQVFVVPHSHN 

DPGWIKTFDKYYTEQTQHILNSMVS 


WO 01/79449 


SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SfflflD NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


qu^^e^ 


PCTAJS01/08656 


Amino acid sequfllfe ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 


KLQEDPRRRFLWAEVSFFAKWWD 
NINVQKRAAVRRLVGNGQLEIATG 
GWVMPDEANSHYFALIDQLIEGHQ 
WLERNLGATPRSGWAVDPFGYSST 
MPYLLRRANLTSMLIQRVHYAIKK 
• HFAATHSLEFMWRQTWDSDSSTDI 
FCHMMPFYSYDVPHTCGPDPKICC 
QFDFKRLPGGRINCPWKVPPRAITE 
ANVAERAALLLDQYRKKSQLFRSN 
VLLVPLGDDFRYDKPQEWDAQFFN 
YQRLFDFFNSRPNLHVQAQFGTLSD 
YFDALYKRTGVEPGARPPGFPVLSG 
DFFSYADREDHYWTGYYTSRPFYK 
SLDRVLEAHLRGAEVLYSLAAAHA 
RRSGLAGRYPLSDFTLLTEARRTLG 
LFQHHDAITGTAKEAVVVDYGVRL 
LRSLVNLKQVIIHAAHYLVLGDKET 
YHFDPEAPFLQVDDTRLSHDALPER 
TVIQLDSSPRFWLFNPLEQERFSMV 
SLLVNSPRVRVLSEEGQPLAVQISA 
HWSSATEAVPDVYQVSVPVRLPAL 
GLGVLQLQLGLDGHRTLPSSVRIYL 
HGRQLSVSRHEAFPLRVIDSGTSDF 
ALSNRYMQVWFSGLTGLLKGSGLC 
FLA\SIRRVDEEHEQQVDMQVLVYG 
TRTSKDKSGAYLFLPDGEA\SPTSPR 
SPPSCVSLKALSSQRWLRTMSTFTR 
RSGFTICQGWRGCLWTYHPWWTS 
GTTSTRSWPCTSIQTSTAR/VIFFTDL 
NGFQVQPRRYLKKLPLQANFYPMP 
VMAYIQDAQKRLTLHTAQALGVSS 
LKDGQLEVILDRRLMQDDNRGLGQ 
GLKDNKRTCNRFRLLLERRTVGSE 
VQDSHSTSYPSLLSHLTSMYLNAPA 
LALPVARMQLPGPGLRSFHPLASSL 
PCDFHLLNLRTLQAEEDTLPSAETA 
LILHRKGFDCGLEAKNLGFNCTTSQ 
GKVALGSLFHGLDVVFLQPTSLTLL 
YPLASPSN STD V Y LEPMEI ATFRLRL 
G 


4542 


10039 


4839 


438 


FVPAKVAGAAEPDEDGGRSRLRDC 

GDYTPSERLGPKGAMLWFQGAIPA 

AIATAKRSGAVFWFVASDDEQSTQ 

MAASWEDDKVTEASSNSFVAIKIDT 

K/QMHLLKSETSVANGSQSESSVST 

PSASFEPNNTCENSQSRNAELCEI 


4543 


10040 


4840 


1608 


4544 


10041 


4841 


3117 


MAPEWRPGTTASLPSGPGARSVCSL 

RSPEAGSASVFVRLCGPRNLGWFGP 

HLRLRTSAHARQRHPKTRASAREN 

TSRHSRNPSVSVPQDLLSLASRCAG 

SIPITLESCLPVGLSKDVWPLTIEPKV 

KVFIFNLKLPDCPSTMKNPASLLFSL 

FEGEWAIAEEVLSDIWCTGVLAINK 

DQVLTIGFDINEFLSCSSSSKKSMSC 

SLTGSLALQPDQQQDHETTDSSPAS 

AYQRIWEAFANQSRAERDAFLQDT 

FPEGFLWGASTGAFNVEGGWAVG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

u 

in USSN 

flq/77n 1(5n 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 

couon ior Mai 
amino acid of 
peptide 
sequence 

Amino acid sequeflwf X=Unkno>vn; *=Stop 
codon; /-possible nucleotide deletion; \- possible 
uuucuiiuc insertion/ 







GRGVQPKHVKEAFRLLNKSIIRVET 

PDVNLDQEEEIQMEVDEGAGGING 

HADSPAPVNGINGYNEDINQESAPK 

ASLRLGFSEYCRISNLIVLHLRKVEE 

EEDESALKRSELVNWYLKEIESEIDS 

EEELINKKRIIEKVIHRLTHYVEYFSS 

LHASQITHYKVFLSWAQLLPAGSTQ 

NPDEKTVQCYRRLLKALKTARLQP 

MVILHHQTLPASTLRRTEAFADLFA 

DYATFAFHSFGDLVGIWFTFSDLEE 

VIKELPHQESRASQLQTLSDAHRKA 

YEIYHESYAFQGWLAFTHMSQTLA 

NKIRVRGMAQESCSHGSSVGYLQH 

PGSEQVQFPRTTSPCSSQQLQGHQC 

TAGPPPPPGGGMVMMQLSVPNNPQ 

SCAHSPPQWKQNKYYCDHQRGQK 

CVEFSSVDNIVQTSLNCTDPVVCVP 

SSFFMGDSGIPLEVIAGSVSADELVT 

RIHKVRQMHLLKSETSVANGSQSES 

SVSTPSASFEPNNTCENSQSRNAELX 

CEIPPTSDTKSDTATGGESAGHATFL 

FREPSGCSDQRPAEDLNIRVERLTK 

KXLEERREEKRKEEEQREIKKEIERR 

KTGKEMLDYKRKQEEELTKRMLEE 

RNREKAEDRAARERIKQQIALDRAE 

RAARFAKTKEEVEAAKAAALLAKQ 

AEMEVKRESYARERSTVARIQFRLP 

DGSSFTNQFPSDAPLEEARQFAAQT 

SVRVTSSEPPNPASSSKSEKREPVRK 

RVLEKRGDDFKKEGKIYRLRTQDD 

GEDENNTWNGNSTQQM 

4545 

10042 

A 

4842 

3 

790 

GARGTPFLSPASVESSVLLCLLVPHP 

VLSRGPPASPPSSYHPSLGPGG/GGQ 

*PLPEYGLESSEQN*GLSPGEDPGNP 

GGPFWGSG\PAGSLMEA*GNKRDA 

PPPPGNDPSCSAPC/GDPPGMQGIQDS 

LPCHTASQKGGAFPFGPMAPGRVL 

HQQGPL*GPSRLSQESPSAGPPMPQ 

LPSWVLCQVRPRAWGCWEPKGPPG 

TQFPPRFPDPSGTPCPPGYLEIFLLDP 

IPPRNWLAPLAAAAQ**/PWGRWE 

MPMALPRGGLPLYT 

4546 

10043 

A 

4843 

1 

1026 


4547 

10044 

A 

4844 

1 

722 

MALEQRLKGGSGAALRSKAFPAEG 

TAGAKALGQESDWSIGGAVSKPVF 

VQSVRELVADPCASNPCHHGNCSSS 

SSSSSDGYLCICNEGYEGPNCEQAL 

PSLPATGWTE/CHGTPTASACSCYS 

GA*Q/QSCLALRQR*HCLPGSRKQG\ 

KSCRNEMGSSGGDPRYCLWECQF* 

QLCGWPPGIL*SATEHLSQDSARCH 

CLTDFALEGHGHRIPTVLPHRWTKC 

DPPSGFRGTGPPGGDARLGE 

4548 

10045 

A 

4845 

2 

2028 

CSPAAPRRPVRSCCPRWPCCCCCSE 
RGPEAAPWPTRCPPRPCL/LPGPCAA 
QPCRNGGVCTSRPEPDPQHPAPAGE 
PGYSCTCPAGISGANCQLVADPCAS 
NPCHHGNCSSSSSSSSDGYLC1CNEG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mc 
tho 
d 

Sfl^PNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequl^P v X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







YEGPNCEQALPSLPATGWT/AIHGT 

PTASACSCYSGA*QNPASLSGNGDT 

AYLAAENRAESCRNEMGSSGGDPR 

YCLWECQF*QLCGWPPGIL*SATEH 

LSQDSARCHCLTDFALEGHGHRIPT 

VLPHRWTKCDPPSGFRGTGPPGGD 

ARLGE*SLY\CFVNDSVTKS/NCGFA 

LNSGGEWSTCVPGESHANDLECSG 

KGKCTTKPSEATFSCTCEEQYVGTF 

CEEYDACQRKPCQNNASCIDANEK 

QDGSNFTCVCLPGYNNGELCQSKID 

YCILDPCRNGATCISSLSGFTCQCPE 

GYFGSACEEKVDPCASSP\CQNNGT 

CYVDGVHFTCNCSPGFTGPTCAQLI 

DFCALSPCAHGTCRSVGTSYKCLCD 

PGYHGLYCEEEYNECLSAPCLNAA 

TCRDLVNGYECVCLAEYKGTHCEL 

YKDPCAVKSACLNGATCDSDGLNG 

TCICAPGFTG\*ECDIDINEC/ATVTP 

CHHGG\SCLGDQPNGY\TCHCPHGW 

V O AN CblHLH W E VPG T W AESLTN M 

PRHFPLTFIHWEPFLRGPFHPYADHP 

DRGDLPHQPH 

4549 

10046 

A 

4846 

1 

703 

TISCPAVRSRRPRRISCLSCPGGGGA 

ASGLQRAAGGTGLSWVPAGLRVCC 

SQRSWRPAKEEQPVQTPRRTGKGG 

EISDMEKPYNKNEGNLENEGKPEDE 

V*PDDEGKSY*EEKPYA*GNTECEG 

KLKADGEPGDEGQLEDNGSQEKQG 

KSECEGKPQGEGKPASQAKPESQPR 

AAbKKi'A^KLCGPGKAKK/NKPDQ 

GDRTIFPQGLSGGLTGKASEQ*GDD 

ERMWRCVKGSRGA 

4550 

10047 

A 

4847 

180 

866 

GAYVHGGRGLCVQSLFQGVSSSDF 

CPPIPTLVPTLRPRAPCLWCTQDPAR 

PPCQSQRRGLGPFQGVAGLKPSPGLL 

PNILLPESPSKRFNHGQLPVPQTVFG 

GGGSRGPPLLVPPSLPLFVFPFCGCF 

LSQPRGHRSPPSSP*EEG*STPLLSVC 

ribH 1 JJLWGLs W A VrAG WTGPSALF 

SPQAVNRLPITRPAPTHPHSFPREAP 

GRW*TPLPTSYQSLLFYGKDLPVK 

4551 

10048 

A 

4848 

112 

679 

KI*NMWCYSDTGQFNVVKLSVLL*I 

IYIFNKILSSFLVKTGKLSLKSVN/NK 

QQSRITKTSKENVKRGGFMR* DIKTF 

YVFAVIKSVLYMQI*ID*WKIIESSET 

DLHISSHLIFDKDNKMEKSLKK\WDI 

VYSSHRKI1NLDL*HIPYVNINMIWN 

lULKlKJKrr *IA 1/ENIr VTFSNVGND 

FLKYQLKSKIKKLKMRMVVYQMV 

P 

4552 

10049 

A 

4849 

33 

394 

GSVWHHPFEGALRGPIPGAAGKPG 
LGTPSHPGLSPHPAACAACPRLPGL 
CSLAPGSAPLPRLRP*/PAPCGSSDS 
VPRTP/GRRGLGSPGPPAPAAPKAE* 
LLOGGEFFSDPOPLAPEPROI R 

4553 

10050 

A 

4850 

2 

269 

LSGVCTVHIRGVCVWAGGNPSGTE 
LPGPLPPRPSASPPHPPPQG*GVALP\ | 


WO 01/79449 ^ PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S1WDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio seqire«r( X-UnknowD,- *=Stop. 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







PVLFCFLVLPPHPTPNL1YPPCTVPFS 
PLPAPFAFFCW 

4554 

10051 

A 

4851 

1 

543 

LLSKWIIITPSGAGSGDPPPAASPRR 

KQRMKIMKTTRSQTPPGRAPAASA 

SSPTL*TPGRDLESRLRP*PTNLPVR 

TPPGTAAVCPLLHRP\PQKAPVLGP 

ARV*ERGE/DANATPKREGLKRA/PP 

JNU 1 LVrL WLu 1 P5STK1K WTRPPA V 

EPLLVLHPTPTLPPLPWPIVTQRVE 

YQGRFF 

4555 

10052 

A 

4852 

831 

1301 

FFVFTFKYKNTILLCVINQGPSSKNL 
FFFQGRDIHQFILSFVFRAGHLVPSQ 
ASPTSKRPKPFSLIPNPYLLS*FPLLIE 
K.LVINrLK.KKFPl 1 KASP*PNQSTSR 
oorrs r fOKKVrrLv f\ooVPELRT PY 
WTGAPPLNGSSGYVSPTLPPPLMH 

4556 

10053 

A 

4853 

1 

1222 


4557 

10054 

' A 

4854 

2 

563 

AHVIIYRFSMH*V1TDVIPMLEVRSV 

YEINDVGTPEGEQVTPPLPTPVGGSN 

PQPIPAQSHPSTSSSSSDGLRDNVPW 

LKVKNSPLKQSPGYQTELVIQLVW 

VGGEPPQQIASLAVNSSYGLVDFGN 

CNGIAMVDYLQKAVLLNLGTIELY 

GSNDPYRREPRSPRKSRQPSGAGLC 

DISEGLVPSKA 

4558 

10055 

A 

4855 

648 

1377 

EYLHGGWEHLQKRSLSPATGGGQG 

QLGAEGGP/GPGGGAAPAHPLLAPN 

QACGVGLIDWRPRWTRGGTAAAG 

ARTPNLNPGAALTP/GRHSCVSVKK 

GSESLELSRRR/TLPVVSPPGGGGCE 

MLRPDPASSP\SSQTP*PVPGAEAQT 

LALSCPPNSCPAKEVGAAGF*APLH 

IXbPbVubGGGASGSTPKVSSFPLPF 

GGPLHSP*Y*PGPENWEGGGDEGPL 

SHPARVPAAQSETECVPTESPFQ 

4559 

10056 

A 

4856 

3 

394 

SQAPS/GVAAHTPPLS*AWTQPWNS 

IHMALASTRPNMPLRSGPAXCMPQL 

QLQELFTRSLVESELRIAPSEYPDES 

rlEQLEERRQLLEQPISLDVMLEPYI 

LRRSKLDLLYTDSDSDLQLYKEQGE 

GQGDR 

4560 

10057 

A 

4857 

3 

666 

SLLPKIFIGCLRRASSGPGAGNMLGS 

PSPQPLVSILGIAESWSTLPQGQPPA 

NPEAWAGPAGAKTDKSKT*GHFTP 

ETLPNVPKKDPLQLGA*KPGGSKPS 

EE/VWSQ/SPGPWLRNSGFFPPSLNP 

RWGPFPSTLWERF*NCSQPFRALRN 

PPVPL'GVLRASNPWPPPHPHTHPA 

NMPPAPPRVRLRSSSTSAPPPWGCT 

QGPRGARAGA*AGAASS*SRGR 

4561 

10058 

A 

4858 

3 

361 

FFFFRKWVN1FANYM*KKLILKIYQ 
QL*KLNHKVQ*LDL*MNKQNFHQK 

1 1 yM/AKKHLTGCTKLLICREMKK 
KTQ*QRNHLTPIRMATIYFLKNAN/C 
W**CNKNETHVGCWWKTK:iVf*Sr F 

4562 

10059 

A 

4859 

3 

397 

DQPTDIILDEQ*LELFHLRTGIRRGC 
PVSSLPFN/IRAIRQEK*IKGIQLGKEI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuclco-tide 
sequence 

SCQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta sequeiBfx=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







KLALFADMILYLENPEDS/AQKL/LR 
LlJNNrbyvSOYKJNAQKLGAFLYTN 
NVQAE/SQIKNPIPFTVAIKKLKYLKI 
HLAKE 

4563 

10060 

A 

4860 

2 

328 

AHIDAVNEAMRLLEHGFHAPTMSW 
PVSGTLMVEPIETEDHA*LDRFWDA 
LIN LLv^uI ADlbDORICPRVNPLKMS 
PHSLTCVTSSHWDRAVYSEKGAAFP 
LPFVKPENK 

4564 

10061 

A 

4861 

13 

410 

NKMRRQATDRDKMLAKDTFDK\GT 

LEIYNQFLKFNNKKMSIPIK*WAKN 

L/NSHLTREDIQVANKPMKRCSTSY 

r IrvbMvJIKAMTRSRCADIKMAKIQT 

TDDIKC*RTCTRSTNFPFPALHLFYQ 

LTFRKSISH 

4565 

10062 

A 

4862 

3 

293 

DKGLKGFRGFPTFTSFGQPTWLGLG 
LDLPfcPuN'GPuFGCGP/NSRVGPTL 
SNLGPGPERGPPGPPGLGV*ALKGK 
RADKKGGASFFPGF*KFPVGLP 

4566 

10063 

A 

4863 

125 

366 

GIPGERRLEPPG/PKGPPGLSPQIKGN 
N GPGPQN * VFFGGFKTKVPFG AQ G 
GS/GNPGPKPIFPPGPPKGRKYRVGP 
MAPPLQ 

4567 

10064 

A 

4864 

79 

336 

HIATFNALSYVQASKRDKKFFACAP 

NYSYAVLCECLSSSIHLSSACSHVH 

C*RHDDDALLWQPHGS1RDDMR*HI 

ATFNALSYVQASKRDKKFFACAPN 

YSYAVLCECNHRRVFIYRQPAPMST 

VFYNRKDCLQ/TVDRMLIHKVASLK 

TNDPILSIQAPK 

4568 

10065 

A 

4865 

2 

512 

KIQIASIRNEIGH/LLTDATYIQRRLR 

E*CGQLQANKFDNLNGRDKFPGRH 

KLPKLIQKEMEAGRSGLPLSPRVLG 

LQA*ATVSGLTGKFYKTCKEEIIPIL 

TILFQKTEKGTLQ\SS*EETSTILIPNQ 

EGKKNFQNGCLSMDPGTGKVPLTK 

ILVNQIQQSVIHKDNISI 

4569 

10066 

A 

4866 

466 

1451 

EVCGLKKARISLFFF*DGVSLCCPG 
WSAVAQSRLTATSASRV\K*FSCLSL 
LSS WDYKRPPPRPANFLHF* *RQGF 
TMLARLVSIS/WIS*SVPPWPPKVLE 
L*AKAGDSLEPGSSRLQ 

4570 

10067 

A 

4867 

3 

379 

NKSCQGPRTSFASAGWALKNPRWQ 

EQKEGLGKAGRPSGMNSSASSPTPG 

RKRELGMGSPSLSRSPP*CE\GRSDR 

LG*PP*uGQGGGGHGAPSTPGPGG\ 

GPGDFHSKPPDPSLVPRPTEARGSP 

GP 

4571 

10068 

A 

4868 

2 

1718 

SEGAPPRRGAWGGPPARSHTLAPTP 

PLPP/GPLSLCFACLKWLGVD/HRDG 

AG*LGSQKAGGRGHPGMGQGKGT 

PPAHAW*PTGWCTGKP*KLGFLCPF 

HIPPVSLACFLLSCAASDFSVLTWQ 

LWGP*EPPTEGGHSPFPSCRC/HRQE 

cnni PVwncDD ad dd dhc addct 
DUrl-.Jr v Wv^orKVJKj'KivlKrJLJoAJrro 1 

SARASKVGPGRGLPLLNFG/QRPNL 
TPYGPAPALALS*PPQRWEELAEGA 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SHlVNO: 

in USSN 
OSV770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequeHfx=Unknown; *»Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







pgpqpp\askgpfss*pkvlrepave 

tsscasaplavfvrgvhtcigg*ap 

glsgghpltvsf*iggiegldclspq 

♦awgpglglevccgshqasppgpg 

vlgapcppppcppqgg/paqpvgps/p 

shhggere*rgrphsklplppgvwg 

gc*rihsrgppglsqplfcf*prrls\ 

paqpa*skggsrvlgsfcfpllpgs* 

gtrasgrghspslkpgpgragrq\g 

etrgs\gspge*gcwsqnwdrgpa 

gqpwatsrvsivrgwrvpgvagag 

flavlpwappsearwqeadqnpsa 

fgpkeweaaflpnlpcqgqqrgpsp 

ppppgcrngdpsqglgagaeyslgp 

LPYT 

4572 

10069 

A 

4869 

253 

451 

RWKAWFGREIKGNNPRCKRGGGK 

HGTG/EEIKGNNPRWKRGGGKHGT 

GGKA'KGNNPRWKRGGGKHGTGG 

K/YKGNNPRWKRGGGKHGTGGKL 

K/SNNPRW* REGGKHG SGGK/YKGN 

NPRCKRGGGKHGTGGKLK/SNNPR 

WKRAGGKHGSGGKFKEIIPDGSVK 

VESMER 

4573 

10070 

A 

4870 

2 

269 

EGGLGLNRFPPPPGPPRRPAAACMS 
AP*PQR/HWPP/SPREEKASLNEPGG 
PGRGRGRG SGQLHGEGGPRGGE/R 
GNWPGGMEGEGGIDAPAS 

4574 

10071 

A 

4871 

20 

312 

SVMNGTSICKCRANDETGLSPSPAG 
PKSRSRRLS*LWRPSAATDSGSPPT* 
PVPTPSPPAPTPARPGSRAPSSPGLA 
PTLTGPGG\PLRPPPPPAEEP 

4 D / j 


A 

A ©TO 

4o/2 

inn 

299 

472 

KSISVATANPGKCLSCTNSTFTFTTC 
RILHPSDITQVTPRVGVPGKSGASLL 
SSAVFS 

4576 

10073 

A 

4873 

1 

3454 

MKHTLIPRIKNACLQMSSLAVPVNS 

LVCLGKILEYLDKWLVLDGILPFLQ 

QIPSKESAVLMG1LGIYKCTFTHKLG 

ITKEQLTGKVLPHLIPLSIENNLNQF 

NSFISIIKEMLNRLESEHKTKLEQLHI 

MQEQQKSLDIGNQMNVSEETKVTN 

IGNQQIDKVFSHIGADLLTGSDSEN 

KEDGALNVPPAGAKPTQQRPTDMS 

ALNNLFGPQKPKVSMNQLSQQKPN 

QWLNQFVPPQVSPATGSSVMGTQM 

NMIGQSAFDVCSNEDLPEVELVSLL 

EEQLPQYRLKVDTLFLYENQDWTQ 

SPHQRQHASDALSPVLAEETFRYMI 

LGTDRVEQMTKTYNDIDMVTHLLA 

ERDRDLELAARIGQALLKRNHVLSE 

QNESLEEQLGQAFDQVNQLQHELC 

KKDELLRIVSIASEESETDSSCSTPLR 

FNESFSLSQGLLQLEMLQEKLKELE 

EENMALRSKACHIKTETVTYEEKEQ 

QLVSDCVKELRETNAQMSRMTEEL 

SGKSDELIRYQEELSSLLSQIVDLQH 

VI If PT-lVTPVPni VI UI Pi A Q VP* A C\X> 
rJulSJcirl V lJilvl^nLivJuMJLiV^AorJJA^K 

QLTMELHELQDRNMECLGMLHESQ 
EEIKELRSRSGPTAHLYFSQSYGAFT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB«H> NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequMP( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







GESLAAEIEGTMRKKLSLDEESSLF 

KQKAQQKRVFDTVRIANDTRGRSIS 

FPALLPIPGSNRSSVIMTAKPFESGL 

QQTEDKSLLNQGSSSEEVAGSSQK 

MGQPGPSGDSDLATALHRLSLRRQ 

NYLSEKQFFAEEWQRKIQVLADQK 

EGVSGCVTPTESLASLCTTQSEITDL 

SSASCLRGFMPEKLQIVKPLEGSQT 

LYHWQQLAQPNLGTILDPRPGVITK 

GFTQLPGDAIYHISDLEEDEEEGITFV 

QVQQPLEVEEKLSTSKPVTGIFLPPI 

TSAGGPVTVATANPGKNCLSCTNST 

F/TLFTTCR/IYLHPSDIT\QVTPSSGV 

PFHLSCG\SSGSSFHSNTAVNSPALS 

YRLSIGESITNRRDSNYNLSVGTME 

VGPKFLQER\GIS\AKVYHSPI\SENPL 

QPLPK\SL\AIPSTPPNSPSHSPCPSPL 

PFEPRVHLSENFLASRPAETFLQEM 

YGLRPSRNPPDVGQLKMNLVDRLK 

RLGLARVVKNPGAQENGRCQEAEIG 

PQKPDSAVYLNSGSSLLGGLRRNQS . 

LPV1MGSFAAPVCTSSPKMGVLKED 

4577 

10074 

A 

4875 

1 

638 

LAWGGKGKGASSDSGGLVDSISTL 

TPTPGDTNT/HSDLIVRGGAYGGQW 

AHGVLAQVQPSVGAEVT\P*PQMGE 

♦TDVCGSQQSPHICSLTLRVGATML 

GKAR\WKPLG*TLPR\KIV\NSKATC 

SPGGTAKVSAAIRGLGRCRVVTPTA 

ASFHSS*\WLVWKTGGSRRKKDSES 

WVNLTRTPIATAVPDMTTDSLGQIQ 

SIPGHPVLQPIDPGESL 

4578 

10075 

A 

4876 

31 

448 

PKSLLSLLVKINYG YVPK* QATKAK 

LDNWDYIKLQSFCITTKIMNRVRRQ 

PAE*ENIFANQTSDKGLISKIYKELK : 

QLNSKKANNLIKNWSDDLNR/HFSN 

EDIQMASRYMKKI\STSQIIREMQIK 

TTMRYHFMPIRMTT 

4579 

10076 

A 

4877 

3 

286 

KFTFKRHHHLQLLKRK*DS*V*T*Q 
MFMEQIKEDLSKQRDNSCS*IGKLSI 
AKNI YVSIMPG *FDAIPIKIPARFFYA 
FGLYCRNSVSLSPRLN 

4580 

10077 

A 

4878 

3 

236 

ATHSTLPSFQGPVSLASMTVVGIDG 
KASRPLQTPLVCQLDQHSFLHS/FLV 
IPTCPVPLLG*GILTKLSASLTIPRLQ 
P 

4581 

10078 

C 

4879 

206 

262 

MVAIGTGYRRPGLRTFLN* 

4582 

10079 

A 

4880 

2 

756 

LTSSRGARPAPLRAPAR/LDPAFRAN 

PLSRSYGSGLPTFPYLHCSNMPKAC 

SPWRPAADMGT\PGARFTPSPPDFQ 

GPARAPPDAAGTATLSKARAPLSGR 

NPFQGRPCPSQRKENSPRSSRRTSPG 

SRRVTDTGRLAGAPCSATPDSGI*T 

RLPFRIGRGAPEAIAPSLRNGARPSL 

RTD*PMFQLLGYNWNPSPVRPSKV 

LRLNICYYTP\SHAPAAAPPGPADFQ 

ur AJv/MiK 1 rrbrKKrrKHOPLbRGE 

P 

4583 

10080 

A 

4881 

3 

322 

MGSVTGPLYSGYKEEVVCCTLVEV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

aa^b no: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqiHP| X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







FPSLLQVSRNPRMPFDFLGILIFCLG 
UQGFPRA 11 V SGHWPE*LSQSSSSP 
KLRPPTL*SKPAHPGAAEALKAVPR 
TSAGAR 

4584 

10081 

C 

4882 

240 

500 

MQNGLSGAYFPSVWAAKDSQERR 

DCDA T*/"* DVrrvOTin A t\x t\t\ i nn tint/ 

KSPATGRNDSPRAPLPRSSARRPSK 
ANLHTLGQLKLSSRCRAPRLRRAA 
RTRSXSDQXWRRXTT* 

4585 

10082 

A 

4883 . 

22 

696 

CTFGSFPFPGLSAWSFRASLPPAPAP 

GPNERFRSPGAGGFWGVDAAGQPA 

PAEVLGTALRASAAPGCAD*NPKKI 

KWHPG/SFCSPGEGMEILQQVCSKQ 

LPPCNLSKEDLLQNPYFSKLLLNLS 

QHVDESGLSLTLAKEQAQAWKEVR 

LHKTTWLRSEILHRVIQELLVDYYV 

K.IQDTNVTSEDKKFHETLEQRLLVT 

ELMRLLSPSQEREIPPLLGLEKADLL 

E 

4586 

10083 

A 

4884 

1 

594 

AVVHFRLLPLPGPFILCLSGPRFPQP 

AAPGPNERFRSPGAGGFWGVDAAG 

QPSPAEVLGTALRAPAAPG\LQVCF 

KGSAGGASGKRSSGRVIPA/MWPET 

VVALGNPWTVQTEGKVGAGEPVL 

HFDSSRAL*GSVSCENNL*NQFNRS 

SCSV*RQALRI*KTPESEHLKCLGPC 

SSVFNTSECRRVENRSLNCPFTPCNL 

4587 

10084 

A 

4885 

2 

326 

VKTAEFVNKWQKNSTKLWNSQAQI 
DSSSLVNQINDLRQTEIWMGDRIMN 
LESRIQMQCDWNTSDFCVTPQAYNE 
TEH*WKKVKRHLEGREENLTL*IVK 
LKEQDFEASQ 

4588 

10085 

A 

4886 

2 

373 

VLLTPEERTVVIALWRKVNVYALC 

R*GAWA**L*AYPWTHR\FFESFGDI 

DSSDAVMGKPIVNAHGKNVLGAFS 

DGQSHLDNLLGTYSQLSELHCDKL 

HVDPENFKLLGNVLVCVLARNFGK 

EF 

4589 

10086 

A 

4887 

3 

332 

HLSIINLNVNQLNSPLKAYTLPVWIP 

SS\RGPTICCLQEIHFASKNTYKLKV 

KELSSSFQANEKEKHADKTGFK\PK 

L*REKNGHYIMIKRSVQKENIYIYM 

FLIADPDIC 

4590 

10087 

A 

4889 

1 

304 

HSCSSMRMPPLPTPPP/1VLCPPHPSP 
LIKALVSSKPP*VPSPAETWPVAAL 
GA*VPAVLGWPLHTENVLPVPPLPL 
EMPRIQWHFMLCSFPQRSPRADEST 

4591 

10088 

A 

4890 

1 

254 

RPRRQFGIEGSFLNQIKNIYKKSTAN 
VILYVDRLNAFSLISGSSSSSSSSSSS 
SSSSS*LPVNI1RQ/EKVI*GMQIVKEE 
LNLSL 

4592 

10089 

A 

4891 

310 

415 

SQYFGTLRRVDHLRSGVRDQPGQL 
GKTPS*PQVIHPPQCPKVLGLQYYH 
FLFFLRRSL/DSVAQAGVQWRDLGS 
LQRPPPGFTPFSCLSLPSSWDYRRPP 

PRF ANPFVP^VPTftTATVCiARMVCiTC 
ri\o-*/\iNr r vrovDi ur \i v o/\i\jvi v olo 

♦PRDPPASASQSAGDTGVSQAPV 

4593 

10090 

A 

4892 

2583 

3580 

DRVSLLLPRLECNGAILAHCNLCLS 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ^TNO: 

in USSN 
09/770,160 


E^l^it 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


ie^l^C^ 


PCT/US01/08656 


Amino acid sequemPfA Unknown, *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTSVDSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEHGVSHHTWPQEVFLFLNL 

FIYLRWSL/DSVAQARVQRRDLGSL 

QAPPPRFKPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGF\TVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK*SSHLILTSNWDYRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 


4594 


10091 


4893 


40 


180 


MSFEAE1VLSPDRTTALHPGLQIETL 
SHIIIIILILSTISFHQLLH* 


4595 


10092 


4894 


4827 


5060 


MWIYFWTLNSVPVIYMSTLMSIPHY 
FDYCCFIVSDIMLPEITFSTFILLLMV 
ALAIRGPLHFRRHFRINLSIATKNA* 


4596 


10093 


4895 


311 


FILHVCDKLILFVSGDTFQTVSPRFL 
APRTFLAPLQNP*PLSPCAVHISFSRP 
LPARSPLPP/PRPPPPPTCSTAIPAPTH 
NPILTTHSTPPPTLPTINLTSSP 


4597 


10094 


4896 


374 


DLTPKV*SRKGKIGKLDFIRTKTFW 

SAKDHVKRLKRQTTDWEKIFLNHIS 

NK/GLLSRIYK*LQTQY*KTPSNPI/K 

KTAKDVKEHFTEEDIQMACNPMKR 

CSTSLAVRELQIKTTVRYLKIEFNF 


4598 


10095 


4897 


684 


4599 


10096 


4898 


1349 


4600 


10097 


4899 


821 


MLQTWSGYDNPRVTQKVPPFQLNC 

LPMTVVLLILYAEVATDWNRVGLT 

QGQLLHSLRLDPWSGLTQRTFPTGA 

MEISPDYLPPEFIVENTERIDEREKG 

REQPPKKTPENKAWPKMLKGKKA 

KGKKVAPAPAVVKKQEAKKVVNP 

LFEERPKNFGIGQDIQPKRDLTRFVK . 

WPRYIRLQQQRAILYKRLKVPPAIN 

QFTQALDRQTATQLLKLAHKYRPE 

TASKRRRLLAQAEKKAAG KG/VRPT 

KR/PPVL*AGVNTVTTLVENKEAQL 

DLYCAI 


4601 


10098 


4900 


868 


GTRPKMPKGKKAKGKKVAPAPAV 

VKKQEGNLAKKVVNPLFEKRPKNFG 

IGQDIQPKRDLTRFVK\WPRYIRLQR 

\QRA1LYKRLKVPPAIN\QFTQALGP 

RKQATQLA*AWPTKYRPRDKAREG 

SRDLFGPGPRKKAAWPKGTFPTKRP 

PVPSKQ\G*TTVTTLGGGPRKASAG 

WWIAHDVDF\LELGLSFLA\ALCRK 

NGGSPY\CIIKGKGQDWGRL\VNKK 

TCTTGRLSHR*TSED/NKALLLKLVE 

AIRTNYNDRYDEIRRHWGGNVLGP 

KSVARIAKLEKAKAKELATKLG 


4602 


10099 


4901 


145 


745 


RRRGTQSCNLITIVNHISEITVIMFIE 
CSLCIKVIRLFHILILLDFSSKPAPPPP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

snmro no: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequtW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PCGAPGL*TATLLSRLRTARDLGTR 

L*ASPASPLCAVPSPAAAAFL/SLPLP 

LCPSSSSARELRSPTPGLSGQPAPAA 

bPGPG/PAG/PPPPPPLAVRPRFAPHL 

QLCPGPPFSRPSVLPASSRCQPGLSA 

PSLPSSPRPPPLRGLGRS 

4603 

10100 

A 

4902 

94 

432 

TFLFFLIFSSEYWKFQKKQYSLEKSL 

FVAYNHKDG*THFLKGNNQFIFSIA/ 

LFrLGDlIYCKDIFGRLGLQP/TDISSS 

DSPFLSFSSSIYILTWGQARWLTPVI 

PAFWEAKAG 

4604 

10101 

A 

4903 

109 

422 

FFEDGVLSRSVAQAGV\QWR\NLSS 

LQPLPPRFK*FSCFSL\RSRWDYRHA 

PPCPANFFVFLVE'RGVTILARMVLIS 

♦PRDPPASASQSAGITGVSHCAPSRH 

SLS 

4605 

10102 

A 

4904 

3 

364 

HEETA YDIN1LS* *TQTFNMARLE*N 
CCNTIKSISEK/PTANSIR*AKKQEGF 
FQISG1RQGCLLSSFLFIILEVLARGN 
R*DKN/GIQIGKKKVELSLFSETMRF 
NIWKRLWKPHITTRANK 

4606 

10103 

A 

4905 

50 

394 

LSYSWHSIHLLMKI1SWHFDGQFSA 

LVIL*LSVAVDTADYSHFLETASLL 

DFEFTVLSWFSSYLT/DMFLFTLVFS 

LNPFSIQLLNIGISQGSVLSPLLYYAS 

ASGYMSLNIMYRH 

4607 

10104 

A 

4906 

49 

366 

SGSSLAAVFWGPKGPAQAP\GPWAP 
WASPSGPDLPRPLHPADPQRQRLST 
VPLPLSRPPALSLIAPMALSHSCSN1P 
P*TPPPASLRPESLTPARS/PPTR*SHS 
PPP 

4608 

10105 

A 

4907 

119 

246 

FCFHHLNLPSLFLIF/NVCLCV*QSHS 
. VTQAGEQWRNLGSLQPPPPRFKPFS 
CLSLPSS*DYRHAPPQLADFCISSRD 
GVSPCWPGWSQTPDLR 

4609 

10106 

A 

4908 

1 

280 

f ESRSVAQAGVLWRDLCSLQPPPPVF 
K*FSCLSLPSSWNYRCAPPCPASFFV 
FLVE\QGFTMLARLVLNS*PQ/CDPP 
TSASQSAGITGMSHCTWP 

4610 

10107 

A 

4909 

406 

661 

SQTPDLR*SAHLSLPKCWDYRR/AA 
TAPGQN1SFKLPNPWEKAKHLMKS 
. T*RLKHFTNFALFV*NC1DD/WMEF 
ALVAQAGMQWHDLGSLQPLPPQFK 
WFSC\PASPKCWDYRREPPCPANFF 
FFLYF* *RLGFTMLARWSNS*PQ/C 
DPPTSASQSAGITGMSHCAWPFFFF 
LFFSFFFETGSHCVAQAGLK/PLKLK 
RSSCLGLRKCWDYRREPLRLAPSW 
TFRM 

4611 

10108 

A 

4910 

3 

459 

ELRDGEKVLDLCAAPGGKLIALLQC 
ACPGYLHCNEYDSLRLRWLRQTLE 
SFIPQPL1NVIKVSELDGRKMGDAQP 
EMFDKVLVVDAPCSNDRSWLFSSDS 

QKAS/W*DKSKEEFAFFYRLGC*GL 

CDQ 

4612 

10109 

A 

4911 

1 

95 

TPKVHASWQK/MAD*SGQCPVLQIP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta sequeiapf X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LSSLSMMQ 

4613 

10110 

A 

4912 

253 

1531 

SWKLAEKVWEAQLPGFPSPPQCSV 

RCGRGQRSRQVRCVGNNGDEVSEQ 

ECASSPPQPPSREACDMGPCTTAWF 

HSDWSSKCSAECGTGIQRRSWCLG 

SGAALGPGQGEAGAGTGQSCPTGS 

RPPDMRACSLGPCERTWRWYTGP 

WGECSSECCSGTQRRD1ICVSKLGT 

EFNVTSPSNCSHLPRPPALQPCQGQ 

ACQDRWFSTPWSPCSRSCQGGTQT 

REVQ/CA*APTRPSAPDALLNCGPPG 

SAPVNSQPC/MPAP**SMARDSSSTF 

APWVGTGPGFCVLPLLTQPPVCRSL 

RTCPGSGLPRIPPERGPGHLHGFLCH 

HRSPIGLGPLWNPLGSSSLFPGLQQ 

GMSSR*TEGVGKVNGTQSDFSGTV 

GQAHVGGCDGVCCTYCLRCCFWG 

LHGICVWSNVYHFSKRRLHRTLEG 

TRPVFLEDFS 


1U1 x l 

A 

AO 1 1 

131 

355 

STADTLP**TPKLSPQLMDTILPSQS 
VAMFHT*DHSAPTG/TGAPPHTTPS 
RPLNTRGPTEEFSPRPPPQHRPSSC 

4615 

10112 

A 

4914 

3 

420 

QQPPTRLD*GPKQLMPHSPHNPHTI* 
NPAVLSLPPQTKLLGPPWRGPLLIR 
*SPQLLPACLPL*RSTRPGTLKPKAT 
PAxPPPTTVHKPVASLRSHLRADGPG 
APPH IT PSRPLNTRGPTEEFSPRPPP 

461 6 

lui I J 

A 
r\ 

401 ^ 

1 1 
1 1 



4617 

1ft1 "\A 

IVJ I 1H 

A 
r\ 

1 0 

*5 
J 



4618 

10115 

. A 

4917 

3 

208 


4619 

10116 

A 

4918 

I 

422 


4620 

10117 

A 

4919 

127 

4348 

GASISD1QTETTEEDSVLLMHTLLAA 

TKDSLAMDPPVVNRPKKSKTKKAPI 

KTITKAAPAAPPVPAANEIATNKPKI 

TWQALNLPVITQISQALPTTEVTNT 

QASSVTAQPKKANKMKRVTAKAA 

QGSQSPTGHEGGTIQLKSPLQVLKL 

PVISQNIHAPIANESASSQALITSIKP 

KKASKAKKAANKAIASATEVSLAA 

TATHTATTQGQITNETASIHTTAASI 

RTKKASKARKTIAKVINTDTEHIEA 

LNVTDAATRQIEASVVAIRPKKSKG 

KKAASRGPNSVSEISEAPLATQIVTN 

QALAATLRVKRGSRARKAATKARA 

TESQTPNADQGAQAKIASAQTNVS 

ALETQVAAAVQALADDYLAQLSLE 

PTTRTRGKRNRKSKHLNGDERSGS 

NYRRIPWGRRPAPPRDVAILQERAN 

KLVKYLLVKDQTKIPIKRSDMLRDV 

IQEYDEYFPEIIERASYTLEKMFRVN 

LKEIDKQSSLEMLISTQESSAGILGTT 

KDTPKLGLLMVILSV1FMNGNKASE 

AVIWEVLRKLGLRPGVRHSLFGEV 

RKLITDEFVKQKYLEYKRVPNSRPP 

m err wuLivoi tic* J oivMRVlJvr AC 

RVQKKDPKDWAVQYREAVEMEVQ 

AAAVAVAEAEARAEARAQMGIGEE 


WO 01/79449 PCTYUS01/08656 


SEQ 10 
NO: of 
nucleo-tide 
sequence 

SEQIO 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^PDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location oflast 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid sequW( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







AVAGPWNWDDMDIDCLTREELGD 

DAQAWSRFSFEIEARAQENADAST 

NVNFSRGASTRAGFSDGASISFNGA 

PSSSGGFSGGPGITFGVAPSTSASFS 

NTASISFGGTLSTSSSFSSAASISFGC 

AHSTSTSFSSEASISFGGMPCTSASFS 

GGVSSSFSGPLSTSATFSGGASSGFG 

GTLSTTAGFSGVLSTSTSFGSAPTTS 

TVFSSALSTSTGFGGILSTSVCFGGS 

PSSSGSFGGTLSTSICFGGSPCTSTGF 

GGTLSTSVSFGGSSSTSANFGGTLST 

SICFDGSPSTGAGFGGALNTSASFGS 

VLNTSTGFGGAMSTSADFGGTLSTS 

VCFGGSPGTSVSFGSALNTNAGYG 

GAVSTNTDFGGTLSTSVCFGGSPST 

SAGFGGALNTNASFGCAVSTSASFS 

GAVSTSACFSGAPITNPGFGGAFSTS 

AGFGGALSTAADFGGTPSNSIGFGA 

APSTSVSFGGAHGTSLCFGGAPSTS 

LCFGSASNTNLCFGGPPSTSACFSG 

ATSPSFCDGPSTSTGFSFGNGLSTNA 

GFGGGLNTSAGFGGGLGTSAGFSG 

GLSTSSGFDGGLGTSAGFGGGPGTS 

TGFGGGLGTSAGFSGGLGTSAGFG 

GGLVTSDGFGGGLGTNASFGSTLGT 

SAGFSGGLSTSDGFGSRPNASFDRG 

LSTI1GFGSGSNTSTGFTGEPSTSTGF 

baGPSSIVGFSGGPSTGVGFCSGPST 

SGFSGGPSTGAGFGGGPNTGAGFG 

GGPSTSAGFGSGAAXSLGACGFSYG 

4621 

10118 

A 

4920 

3 

1380 

NMLGKYL*VKDQTKIPIKRSHMLR 

DV1QEYDEYFPKIIERASYTLEKKFR 

VNLKEIDKHSSSYILISTQESSAGILG 

TTKDTPKLGLLMVILSVIFMNGNKA 

SEAVIWEVLRKLGL/RPGV*LGSLSA 

CCPCCPLAREDGPRIASVWWSGGT 

GWGAGLGRGPRVLTCVDDGQMVL 

KLSAVSLLNVLCLF*A*MLDRPSRIP 

DKEGIWVLNCLLLVAMCSLLSSLH* 

DCPMC*ERSPSMLGKWPLALNLGQ 

FLICGSWGLIFPNCQG*GIHSFGGSE 

GKLIT\DEFVKQKYL\EYKRVPNSRP 

P\EY\EFFWGLALPTTETSKM\KVLK 

FACRVQKKDPKDWAVQYREAVEM 

EVQAAAVAVAEAEARAEWFQHQH 

WLYLANPAPSNGASSSGPKFYCWL 

rAVDPbTuVGFCSGPKHQVASSGGP 

STGAGFGGGPVNTGAGFGGGPEHQC 

WLWQVEPPVLVPVAFL 

4622 

10119 

A 

4921 

1 

412 

TRMGLPDASRRRTCRMDPEGWQE 
AMSSA*GRITLQRLSTG\PEGQGGRE 
KVGPEGGSENPQQPKAAGVLSKHL 
PGAPAQPPQRPPSSPPPLAGPLtERV 
tJvV^JL^rLJJAAOL/YLN/G TPG^PSPG 
Jtior J\ /YV^ JJr r V rr W rr 

4623 

10120 

A 

4922 

117 

295 


4624 

10121 

A 

4923 

1 

3564 


4625 

10122 

A 

4924 

1 

355 

LPGIEVLWQGPKVVSKEIPVESIEEV 


WO 01/79449 ^^^^^ PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seq3Wr( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







CKSIKRAPVIWDTIHVN/DF*SALTP 
x^lv 1 1 KJ- YFRIKKIVHWGPFPHSSQ 
KILSICEKYQWLSVPLTHNLTKFLSII 
VNYSRYHCIKPQLV 

4626 

10123 

A 

4925 

3 

3145 

AAAEGELGAWRGNSGRPKIIGRAA 

EAENEDRTLGRLLPGNERSQPRSPL 

MLLAPQLKAEAAADKGLAPVPPPF 

SSGHSGPCEREGEGQRGRGRSRRG 

AHLELKPSPGLRAGAPTDRGRGGP 

AEVAAAGGRRMVQKESQATLEERE 

SELSSNPAASAGASLEPPAAPAPGE 

DNPAGAGGAAVAGAAGGARRFLC 

GWEGFYGRPWVMEQRKELFRRLQ 

KWELNTYLYAPKDDYKHRMFWRE 

MYSVEEAEQLMTLISAAREYEIEFIY 

AISPGLDITFSNPKEVSTLKRKLDQV 

SQFGCRSFALLFDDIDHNMCAADK 

EVFSSFAHAQVSITNEIYQYLGEPET 

FLFCPTEYCGTFCYPNVSQSPYLRT 

VGEKLLPGIEVLWTGPKVVSKEIPV 

ESIEEVSKIIKRAPVIWDNIHANDYD 

QKRLFLGPYKGRSTELIPRLKGVLT 

NPNCEFEANYVAIHTLATWYKSNM 

NGWRKDVVMTDSEDSTVSIQIKLE 

NEGSDEDIETOVLYSPQMALKLALT 

EWLQEFGVPHQYSSRQVAHSGAKA 

SVVDGTPLVAAPSLNATTVVTTVY 

QEPIMSQGAALSGEPTTLTKEEEKK 

QPDEEPMDMWEKQEETDHKNDN 

QILSEIVEAKMAEELKPMDTDKESI 

AESKSPEMSMQEDCISDIAPMQTDE 

QTNKEQFVPGPNEKPLYTAEPVTLE 

DLQLLADLFYLPYEHGPKGAQMLR 

EFQWLRANSSWSVNCKGKDSEKI 

EEWRSRAAKFEEMCGLVMGMFTR 

LSNCANRTILYDMYSYVWDIKSIMS 

MVKSFVQWLGCRSHSSAQFLIGDQ 

EPWAFRGGLAGEFQRLLPIDGANDL 

FFQPPPLTPTSKVYTIRPYFPKDEAS 

VYKICREMYDDGVGLPFQSQPDLIG 

DKLVGGLLSLSLDYCFVLEDEDGIC 

GYALGTVDVTPFIKKCKISWIPFMQ 

EKYTKPNGDKELSEAEKIMLSFHEE 

QEVLPETFLANFPSLIKMDIHKKVT 

TYnC*\ / A VOX AH. A A /""*T T OOT Ttr A VT/^inr* j~> a 

UPbVAKSMMACLLSSLKANGSRGA 

FCEVRPDDKRILEFYSKLGCFEIAK 

MEGFPKDVVILGRSL 

4627 

10124 

A 

4926 

3 

251 

HERHELQMLVDAPCSDLAQELRQS 
CATVQRLQHTLQQVLD/Q/REEVRQ 
SKQLLQLYLLALYNEVSLLS*QDIF 
NVALDVCMCRS 

4628 

10125 

A 

4927 

I 

408 

GTSLNSLSKTKAKDLFIGDVIHNAG 

PHRDKKLKYYIPEVVYSGLYPPYAG 

GG\GFLYSGHLALRLNHIADSVQF*P 

R*DPYTVR*LLKPSSAGYDPTFVLLI 

GTDGIYTYTPSSCENG1 GSCFFPHI 

MSFRSYFHG 

4629 

10126 

A 

4928 

187 

378 

LCQKTMSLFTHSFCFSVGRNMEGV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleoside 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

si^B NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

dcijiiciicc 

Amino acia sequnwr( X=Unkno\vn; *~Stop 
codon; £=possib!e nucleotide deletion; \~possible 
nucleotide insertion) 







LMDVDCESVYPIV*ASN*GLASAEV 

4630 

10127 

A 

4929 

26 

121 

LSFFVES 

4631 

10128 

A 

4930 

3 

867 


4632 

10129 

A 

4931 

1 

558 

EVRVKCVKALKG\LYGIP\DLTACL 

KLFTGRFKDWMVSMIMDREYSVA 

VEAV\RLLILILK\NMEGVLMDVDCE 

SVYPI\V*ASI*GLASAVGEFLYWKL 

FYPECEIRTMGGREQRQSPGAQRTF 

rv^LLL, \arr VfcoKbHr V 1 yuGGSGQF 

SAHRNLCLPGSGNFHVSASRVAGIA 

GAPPHTWLIYVFFS 

4633 

10130 

B 

4932 

1 

1617 

MKNGVQWAELAGHDYVLDLVSDL 

ELLRDFPRQKSYFIVGTEGPAASRG 

GPKWFGNSWDSDEDMSTRPQPQE 

HMPKVLDSDGYSSHNQDGTNGETE 

AQRGTATHQGQPTMAAVSESDSLG 

EPAVPHKGLDCYLDSLFDPVLSYGD 

ADLEKPTAIAYRMKGGGQPGGGSS 

SGTEDTPRRPPEPKPIPGLDASTLAL 

QQAFIHKQAVLLAREMTLQATALQ 

QQPLSAALRSLPAEKPPAPEAQPTS 

VGTGPPAKPVLLRATPKPLRPAPLA 

KAPRIPIKPVAAPVLAQDQASPETSL 

HRDAATVTQMHFLTGQGRLLSLLD 

DSSLHLWE1VHHNGCAHLEEALSFQ 

LPSRPGFDGASAPLSLTRVTWLLV 

AAGDIAALGTEGSSVFFLDVTTLTL 

LEGQTLAPGEVLRSVPDDYRCGKA 

LGPVESLQGHLRDPTKILIGYSRGLL 

VIWNQASQCVDHIFLGNQQLESLC 

WOKDbbi VVbSHSDGSYAVWSVDA 

GSFPTLQPTVATTPYGRACTPVAHD 

HIDELVRGAVFSEKHFCIEDL* 

4634 

10131 

A 

4933 

1 

811 

HASAGAGCWHLPGIIEGAAQGKGR 

GRQVIAVARTADVIIMMLDATKGE 

VQRSLLEKELESVGIRLNKHKPNIYF 

KPKKGGGISFNSTVTLTQCSEKLVQ 

LILHEYKIFNAEVLFREDCSPDEFID 

VIVG\NRVYMPCLYVYNKIDQISM\E 

EVDRL\ARKPNSVGSSSCG\MKLNL\ 

DYLL\EMLW\EYL\ALT\CILHQGRR 

lUJKKAKr DAULKKG AS VEH VCH 

RIHR\SLASQFQVTPWVWGAPAPSY 

SVPQAGGALTH\TMEHEDVIQIVKK 

4635 

10132 

A 

4934 

1 

431 

QRFPAAFPG\PGARRDAPPHSPPAEC 

RAHAATWRLKPRPHRPHSLTAPLP 

VHWAGTTEPLPSPRPATGTESARRC 

IMjD 1 bvjbr LKLARPCRQPGPS'DRC 

RPGVVSCLDREEKNAGHWLSMAFS 

LLWVLATQHCLHPEESLTM 


101 w 

A 

H7JJ 

•>0 


UAvJbKUCr'KbKHUNAELAEGLVLIL 
RGRGKPPS AS L AGRE* I* SRGPE WK 
VTVNQTAKAKERTGP 

4637 

10134 

A 

4936 

81 

896 

CGLVTPACLDPWVGIAPT PDTT TV? 

RGGGSALLPAPIPPVTLEEKQTLTRL 

LAARGATIQELNTIRKALSQLNGGG 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^I6 NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino add sequeW( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







LAQAAYPAQWSLILSDVAGDPVE 

VIASGPTVASSHNVQDCLHILNRYG 

LRAALPRSVKTVLSRADSDPHGPHT 

CGHVLNVIIGSNVLALAEAPAAGRG 

TGWQAVVLSAAMQGWGTPAAHR 

DDRYQCHGHPPLVPAASVMA*VTF 

WbrKuuLQGQGQMAEQARLADGG 

FPLPLRMRTSPSASSAFPCFSLGQPL 

S 

4638 

10135 

A 

A 

4937 

100 

332 

NKPQPQLLYRIKLTSTPFHPIQKVGL 
RQMIDLNIPPRIIKLLEENIK*YLSDL 
GV\TK*KLTKFNFLKIKHFCSPSSC 

4639 

10136 

A 

4938 

692 

AAA 

900 

NKLLWLGA VTPACNPSTLGG* GGQI 
MRSGVRDQPVQHGE\TWSLLKIQKL 
AGHGWPAPGSPSCLAGLRQE 

4640 

10137 

A 

4939 

87 

322 

ARLVQNTGAQLKEVQYKLFFGFLF 
FE*/QSHSVAQAGYSAVIIAHCNLSL 
LGSSDPFFSAS*VAGTTGMCQHAW 
LIFDR 

4641 

10138 

A 

4940 

91 

356 

GHAFLFGGYYSSSHWPSTYPPHAPV 
PPPPPSxPPYPSLPPFHSLPPIKPFPLPP 
/SPPSPPSPSL* SPPTPPPTLLIPSPSPPP 
ASPPLQ 

4642 

10139 

A 

4941 

2 

332 

CGGPPGSPDTRGGSLIPQGV*AA\GP 

MEQVPLVAPSSAIPAVPGSLSGTPSH 

QPVLGTHTPSCPGLTYIPPPESSELP 

DCPAPGRQRPCPGQTPLPTPCPPSFI 

FSKQPRA 

4643 

10140 

A 

4942 

637 

1560 

VWQLDKSMRAAQPWAPAGGAAGS 

EWAGLKR\RPLGWSSFSPAAAQSPL 

ELLGHPQPSPWPSEAPWKACQVSF 

QGT/RVAASYHNAQHGTERQHSSSC 

*GLGS*/CNSPTWARLSTHCPQ/HSR 

NTPRTQHCPHYPPRGLAKRWLCGE 

GPNPYSHPLREGPLRRRVGRGMGK 

EVHLFYRAWHSGIHFPS/TPSRTSHQ 

DSPHLEN*TSPL1DLTPTWAPPMCK 

RIL*KCTCNSLPQKPSMALQCI*NEI 

NKTSTTSPT\CLAPH*APATLACSPF 

LQPAELLPISGTLHVIFHPPRTLFPKS 

RTGSFLSSPQVSV 

4644 

10141 

A 

4943 

2 

335 

ALHPTLTLDLYFTI YTKIHST* IVDL 

DVKPKTLKCLEESIR/VKLCDLRLSK 

ISWILKAQSIEEQTDTWDLKT'NNY 

SSNGTVKRJKRQVED\WHKVFARRI 

SDTGLVSRISC 

4645 

10142 

A 

4944 

2 

345 

FFFFFFETESRSVAQAGVQWRDLSS 

LQAPPPG\SRHSLASAS*VAGTTGVC 

HHARLIFWFLVETGFHHVSQDGLN 

LLTS*SAGLGLPKCWDSEKLFFFFG 

DKSFRFCCPGWSTMV 

4646 

1 A 1 A 1 

10143 

A 

A 

4945 

178 

388 

RREPLHPANLLLFFFFFFEMESPSVA 
QAGVQWRDLSSLQAPPP\GSCHSPT 
SLS*VAGRLRNKNCLNPDAW 

404/ 

1 A1 AA 
IU144 

A 

A 

4y4o 

546 

OCA 

850 

rbVLr YrrcabaCSVLv^AuVC^WKlJL 
GSLQPPPP\GSSHSPTSAS*VAGTTGT 
CHHTQLIFIFLVETGFHHIGQASLKL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SlVEtNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid seqJJWr( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LTS*FAHLGLPKFWDYRCEPPHPA 

4648 

10145 

A 

4947 

1U7 

-3 JO 

uiNur JLr^ 1 y Vbvv^jrArL* YLNLLAP 
GVK\LFSCLTLLKPWDSGTFPTFSFN 
FFIYLAEKGFNG 

4649 

10146 

A 

4948 

1 

145 

ANSAAMPSLGCSASSGLVFWPQGL 
YLLGVVSVSPLPPTPTTVTFPEQI*LL 
SPQVSSSPVSEGSSQH\PA*SLRPFHV 
PRS/SPVSSLQPFAPAKSPGPSATCAF 

C A PQT CT I TT 1 A OfirvCCCU/Pnr'nTATk * 
oJ\r oLoLL 1 J^w\oUL>obr WCjrOPIQM 

SAGGSIVMCS*GLVFWPQGLYLLG 
VVSVSPLPPTPTTVTFPEQI 

4650 

10147 

A 

4949 . 

1 

295 

GTSSRLRLHRTDELTAPSIYRSTKST 

LDGSLAANEREPFTLGKKPPFSDKP 

SIPAGRSLGEHLPKIQKPPLPPTTER 

HDWSRRLAGKKPPVPKHGWVP*/R 

EDDNE*DELTAPSIYRSTKSTLDGSL 

AANJbKiiFr I LGKKPPFSDKPSIPAGR 

SLGEHLPKIQKPPLPPTTERHDWSR 

RLAGKKPPVPKHGWVP 

.4651 

10148, 

A 

4950 

119 

1036 

HASCLKTQALQECSVGVGGGLPVS 

PAGPPRCFCPALPAAALALQGTFPA 

TGG*AWGLSSPDWTFSTKKLVMES 

ARSHGEGGAQGPATLTGPPGEGAL 

RASQ/PGTAG SELRHRARGPAQICST 

RTR\PAPWWT*SLPPPGHSRAVGFD 

RCGPASP\GVPVNAAVALPPSTCGE 

ESRLPQEEGGIHMA/PGTPLCSGDCI 

CCED*PQSRSGQFGADSL*RAKGGT 

LPSGPSARRRSPL*ASESASCCRRAS 

o\urrAA(^ubRADSRALGTAPPGEG 

LALRPTPGGIGTPPAGGSEDISREVD 

PAKRHGLGA 

4652 

10149 

A 

4951 

2 

1262 

GSAAGSTYEPSSMRLEALQVLTLLA 

RGYFSMTQAYLMELGEVICKCMGE 

ADPSIQLHGAKLLEELGTGLIQQYK 

PDSTAAPDQRAPVFLVVMFWTMM 

LNGPFSRFSA\DSEHPTLQASACDAL 

SSILPEAFSNLPNDRQMLCITVLLGL 

NDSKNRLVKAATSRALGVYVLFPC 

LRQDVIFVADAANAILMSLEDKSLN 

VRAKAAWSLGNLTDTLIVNMETPD 

PSFQEEFSGLLLLKMLRSA1EASKDK 

DKLSTISIYYFNGQENRKEKNWNER 

EYKLE1PYELCTEVDAINKWTAPWT 

SQAYNALTSVVTSCKNFKVRIRSAA 

ALSVPGKREQYGSVDQYARIWNAL 

V 1 AUA^KIibD 1 IDr LbrxNTVSSLRTQ 

ICQ\ALIHLLKLG/RSASDLPL\MKET 

LELSGNMVQSYILQSLKSRSIGR 

4653 

10150 

A 

4952 

52 

730 

KSACDALSSILPEAFRNLPNDRQML 

CITVLLGLNDSKNRLVKAATSR\AL 

GVYVLFPCLRQDVIFVADAANAMV 

MSLEDKSLN VRAKAA WSLGNLTDT 

LIVNMETPDPSFQGRVLWSPALENG 

YDQALEASKDKDKVKRH\AV\RAL 

SRALNFLLF*QKLAMKVRWNACYA 
MGNVFKNPALPLGTAPWTSQAYNA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeTB^X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







LTSVVTS 

4654 

10151 

A 

4953 

3 

363 

HELEFEIKNT1PFILAP/N/NIKYLGIT/ 
LTKYVLYLN/DLYAENYKTLMK*IR 
ULNOUrLbCKVKNLIKJNKYMK.\fc.IL 
CSRIGKDSNIV* VSLLPQIAACRLNAI 
PIKIPANHFVEVN*LILKFI 

4655 

10152 

A 

4954 

179 

438 

ENIMSKTSTENCTKQCHFWHVNPY 
SIFFFFLRQSL/DSVTQAGVQWRHLG 
SLQAPPPGFTPFSRFSLPSSWDYRCP 
r 1 &LANr r UL Vb 1 ur\ I VLAKM VSIS 
*PRAPPASAS*SARCKLHLPGSHRSP 
ASASPVAGTTGARQQAWLIFFVF 

4656 

10153 

A 

4955 

1 

264 

QFPKPSPRGP/TPTKSLFHILSPPNQ*I 
bPPP'QLPPSLYQIPPTIRLSPLPLAES 
PSPLSVGLGGPLGWVGQLLCLSFPG 
GPKHVEV 

.4657 

10154 

A 

4956 

3 

369 

HERHELVKEFNKVSGYKINAHKSV 
ALLYTN/DDQAENQ1KSSTPFTIAAK 
bVK/YLGIYLTKEVKDLYKENYKTL 
LKEIVDNTNKRKHIP*P*MGRINIVK 
MTTLPKAIYKFNSMPIKISPSHFG 

4658 

10155 

A 

4957 

2 

338 

GCWDN* ISTCKRMKLDCSLMLHMK 

INSM/WIKDVNIKSSSYEKXNIGVNLP 

DNVLGNGFINMMPKAQASKEKIIN 

WDSAKLK/IRK*RQLTEWEKLCANP 

IYSHLIPVLCYLYLV 

4659 

10156 

A 

4958 

42 

447 

IELVTVLQFYRAFYLFERYAGFLFY 

YYFLFFVEIRFHYIFQAGLS/ELLGSS 

DPPTSGLPKCWDYRRNDHRTWPDM 

QDFLMFHIFPKLFSFPDMCFLASE*P ' 

SANTWLLLVVQSSFSLLSHTYHPPG 

KASTLWFSA 

4660 

10157 

A 

4959 

377 

1220 

FRKVVPLAESHPAVPG\GKVRTSRS 

PKSPPRALPT*/PGLFNPGCQRETPSP 

LG/PPGQHP/VPGQLNSKRKQIPHNE 

LVEQTLRSGLTSAQPAHPTGGYSCS 

KLRPGPLPNPNGLCRCSDGRIPGDR 

EPLALSRT*IHLRACTGPDAAAQVL 

PGLLPCPPHLPPHLSGMFDSWLAPP 

LPDPCQRPTPPQAPSSEANNQRSQA 

PGCGPHSLRDSELQGQCPGPAQAFC 

RGSGLFQLTQLTGPLHGTR'RLSPK 

NSQALKPHM*AVGR1LHWPPAARP 

GNSGRYPDD 

4661 

10158 

A 

4960 

3 

353 

HEVPAKGPRPHLTDCPTTQDFLPGF 
SPRPASGPPPPSLSLRLFQQPG*TVW 
bPOrPCPV VPDC rSASGQ VPrLPPAF 
RFKNVF*PSRPSPGTRGGP/PP*VCTS 
R/PLP*TSEPQPQPG 

4662 

10159 

A 

4961 

301 

343 

TRMAHFWS*STKPSPMGPIQWSHM 
PGAFSE\SSSCHSHSAFLPPYFSHGPS 

X1DDD1D Al ^D"KTT Til Til flXTVUO ADC A A 

N KrrlKALCRNLPLPLPNKJ'RAPSA A 
DEDNSLNVEWYVPYITRPQA*AALI 
KINQDGTFLVRDSSKK 



A 


Z 

J 17 

APOPrjp^nT^Qri at? criT fTWTPPprir: 

AGLGRVPWSLCY*EGVESGRPEGA 
GPGTSPGVGFIGAYHGRGVTKVGG 


WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SLWWO. 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


iu^e^> 


PCT/US01/08656 


Amino acid sequcW( X-Uuknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


LPG/GQACGVWSDPKSPGEPVEPIPG 
GSWPPQREP 


4664 


10161 


4963 


109 


372 


MQAWINIRKSVYVIHCVNK1KXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XKLRRELPQPVKGHLQKPMADIPN 
GKKLKASTTKIMNKTSS* 


4665 


10162 


4964 


990 


RTLRECYK/HI*ANELNNLDEMSKL 

KDA/TLLQLTQEEIETLKYNNEIE*! 

M/NKLPTKKSPGPHGFTG*FYQMFQ 

EEFTPILSRL**KIKEEGTVPNLLYEV 

/SIIMIPKPDKDITRPVSLMIIGAKIFK 

QNI*HTQVYAHIHRIV\YHDHNGFM 

QAWFNI*KSVYVIHCVNRIKDKNH 

MIVSIGA/EKAFDKIQHPFMVKTKT 

QERTF/FILLKGIY/NKPMADIPNGKK 

LKA\LPLRSGTRRVPDRFWKWQ/CP 

LPLLFS1VLEVLARAVRQEKEIKGM 

QIRKWKLFTDGMILYVEKSKESTI 

KTSKLINRFNKGSEYKANIKK*WF 

L*SSNQQTK 


4666 


10163 


4965 


314 


HENDSNPETDNRQEGPSQENIGRVS 

D/MAFVPSAWTASGGVAWGNPGES 

GSRTGGVRAETLAPRLQV*PAHLIG 

HPRSNRGQGRPPWKAGKLGKCQEV 

LFRFAAF 


4667 


10164 


4966 


329 


ARGEECRKAFRCIYDCVIHE/CEECR 

KAFRCIYDCVIHERIHNGEKLYEC*E 

CETSLSSNSVLIQHQRIHTAEKPYEC 

NECGKAFHRTSVFLQHQRFHTGEQ 

LYKCNECWKTFRCSSRFIVHQRIHN 

G*KPYECNECGKAFHRTSVFLQHQ 

RFHTGEQLYKCNECWKTFRCSSRFI 

VHQRIHNG 


4668 


10165 


4967 


61 


533 


WTEPVRHPDIHSQKREPSLMPPTVT 
GPGTTNMLFQPHRGPEKSRVPLHSS 
SSSSSSSSSSSSSSSSPKTF/FGAPK/LP 
PSAPTSPDLAQAS*GLKSWKPWSGE 
RRFGCSKQRRALPTAS*FQGQSHAA 
PETPSYVGQDQSPSPGG*RPSTSPEG 
DSCFP 


4669 


10166 


4968 


22 


482 


GKGPGPPGGVCKSTLPPAKPWRGPP 

HLPLPLGL*EKALPRALGQWEGRES 

FWDQPGKLPLQN/PPRSLGVAMGT 

QAVEIPDGRLPDLSPTPAHSFSFLAL 

KPLLGEARVHFRASAWPLPTRAWT 

LDLPQLGWGFWDCMALALESRSSG 

ESPSLL 


4670 


10167 


4969 


146 


1299 


GAPGPWPTGTTWLPGAAGAVPDPG 

FLLPSSAALSRSTAS*FSQPPPVPPAL 

TVPWPRCGC*TSCPAVPQPSP/GLPR 

TLVPACRGLPLSSVPSSPASRPKLPL 

HSPSSWSIPPEGSWGPLPTTLPLPWG 

L/PRLQSREHKPALSAATWQGLVVD 

PSPHPLLAFPLLSSAQVHF*PGLRSW 

VGPFFGLRKQP*HTGLSSLTTGCCP 

AWLTSWPRISQSERKAHP*CLPL*Q 

ALSPPISYFNLTVDLRNRDYHSASSS 

SSSSSSSSSSSSSSSRRLSWSPKHHPL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SHPTDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqtimve ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; Y=possible 
nucleotide insertion) 







LPSFILSWPQGIPRGLKNPGKTRGGL 

GWWKKGFLANWLSKKPRRKKGPS 

FPPLVL*FQGPRALPVPRNPHPKLG 

ASSQSPSPWWGKRPKPKSPGNGTS 

WLPPK 

4671 

10168 

A 

4970 

298 

954 

QVQGHEDFLGARNTTLCSSFSCPGP 

GILGAEILETVGWCEKVCMLRAEK 

GSPHCFVIPGPEPCSPRNPNLAGAGP 

ESKPWWVEAKQKP*SGLLLPLWFS 

VPRS*NCEPGVGERSGRG\HLGFLQP 

GYP*PHQGFWE1LQGQLSRLFPNSSL 

PPH/MPLKPQQKSHSSHKQKGRGKN 

EEKTLCQVICRQRMGLVP*QHPTPC 

GAPPSPHHPQTPPKQVPYL 

4672 

10169 

A 

4971 

4 

410 

PIERPHELKHRLPHVQKLVEDVGDG 

VIPAALEEGQAGWSHGFLVFLVEIK 

SAEGP/PGPADSRVRGVRPQRSQSA 

GPA*RAGRQDGVCRSLGQGRGGGR 

ATSLVLHPPGYPGCWFSVGVPSLPQ 

YTGIRSSSPRTRG 

4673 

10170 

A 

4972 

148 

268 

LQPR*PLTCAPPPCPVQTQTHPISVS 
QTLLGLEFCCSLSL 

4674 

10171 

A 

4973 

397 

1449 

RSHPSGTGRRTSRLESWFLGVSCKK 

SKVREGPLGPA**AG*RGVRPQRSQ 

SAGPA*RAGKRQDGG/SPEPRAGVG 

GEVGTQSP/GPSGASGYPGMLVSKP 

VGGTSASWLPAGCPIPS*LS*QRSQG 

SPSSCLIGHLLALWAAFGLGVTSLP 

QYTG1RSSSPTA*ATVQGDSGHKGG 

TGGTGLGRGRNTQPDAACGRGHRS 

SPTR/RPHGNPNGNTGCAEGGQARS 

LLPKLAPKLPGWPVSVPVAVG\PGD 

FGWRQAQYQSSLWDLSSPRNTLGR 

SATSAGPAPPALLGAGSGRSSGTSP 

AAPGCSSRCHCWASAPAGVSGGPG\ 

GRGAEAPPSPTLAQRGSPPG\AAIFP 

PACGIPP 

4675 

10172 

A 

4974 

2 

637 

ARAKEV*DLYTERTK/PLLKEIKEDR 

NKWKHTSCLWIARLNIVKMSILCKL 

VHRLSAITIKI/PCWLCLAE1DKLILK/ 

FIWKFK/RSRVAKTVLKKKRKVRRL 

TLSNFKTYYFRVTVIKIEWLWQKD 

KYIDQWNRIKSLEINSYICGLLIFYK 

SAKHS*ENSVSWYLDNWIPTCERM 

KLAPYIIYKKIKVWIKDLNIRAITVKL 

IKENIGPGARL 

4676 

10173 

A 

4975 

254 

590 

KARYILPDLMIGLDFFFFFLGETKFP 
FAPQPGGHQGDLG*LKLTPPRDFP/C 
LTPPRSGNYRLGPPPPLNFFVF*KKR 
GGPHVGQTGFELLT*KDPPPLASQR 
AEITGGTHHA 

4677 

10174 

A 

4976 

103 

378 

CFLYS1CRGADTQRRFKLSDLSINST 
ECLHVHCRGLE1SLADCAYT*ILTK 
GNHNPLS*YTFMRN\AKQPVN*YHR 
CTETFSLTRMELLVSV 

40 /5 

i A 1 nc 
lUl /D 

A 

A 


2 

327 

RQCLALWPRLECSGVIIAHHSLHLL 
G SSDPPTS AS* V AGTTGMHHH AQLI/ 
LFWVLIDTG*CYVAQTGLEPLNSGH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

sVBnO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequeVr( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







PPTSASQSAG1IGLRHRAQPCVFQSS 
QKRGPELF 

4679 

10176 

A 

4978 

19 

1009 

KTTQQQQNLFFSSAHETNFTNTDHIL 

GHETSFDMF*HIQVI*STFLYHNVIK 

LEVNSRK1SGKCPNMWKLNNTVLS 

NTKIINFLDNKQNETIKI/RAETNELE 

NR/RTEKIN*TKM*FFEMINTIDKSL 

AR*SRGKRHKLLISGMTNVVSHCVS 

LPTLFLFQSCFDYILTTLHFLINF/QN 

RFNNLYKMIRGY*QLYKN*FDKLH 

EMKNFL*/RY*LPILTQEEI/S/HLNSPI 

YILKIEIVVLNLPTNKTYW*TLKF/EE 

MIPIVHRLFQKQETLPNPFYEVSITPI 

rKJAjLVLr 1 KENFRPISLWDAKIPSK 

NLSNYICSRLNNASHPQRSTDPNLQ 

NF 

4680 

10177 

A 

4979 

3 

358 

STSNAYHSNSLHQQIKEKKNHTILSI 
DAEKAFYKIQEPLLAITL*NRNSGN/ 
rLNMLMTTY**PKVNVILIGNTIPY* 
YFAFLLP* KLRTRQSRLSSLFNI VLK 
NPANVTVISINIKRK 

4681 

10178 

A 

4980 

3 

341 

FFETESNSVAQAGVQWHDLGSLQP 

PSPG\SSNSPASASRVAGITGACPNV 

yLlaVGrLrrVFWFFFETESLSVAQA 

TGVQWVRSWAYCNLRLPGSGRFLC 

LCLPSSWGLQGVR 

4682 

10179 

A 

4981 

658 

1001 

LILSARPPKGEKGSFLLAEFSSYFHS 

GLFSSARSFFFFFFFFETESHCVAQA 

GVQWLDLGSLQPPPPG\SSNSPASAS 

QVAGTTGVCHHAQLIFVLLVETGF 

HHVGQAGLELLTS 

4683 

10180 

A 

4982 

53 

394 

PQQSGFWFIYFSKQGCPFFVNILNIC 

SFVLFFFFETESCSVAQAGVQWHDL 

OSLQ^PPPPGXSSDSPASASRVAGITG 

ACHQTWLIFVFLVDMGFRHVGQAS 

LKLLTSGFKKWVT 

4684 

10181 

A 

4983 

66 

516 

HFYQFFPHFSGRMDLWSSLLCHFF 

MTSQFVTFVFLLYFIFWYILSV*LD 

F*MRKQT*LISG*ASI*YRYV*LQNL 

\/\7T V*T VTTDT PI A ATYT7T f\/i //-i\/r tre* 

Y VLK.L i ITrLSL'AHVLIYL/CYLKS 

ESHSVTQAGVQSHNLSSLPPRFK*FP 

CLSLPNG*DYRNVPPHPANFCIS 

468S 

10182 

A 

4984 

3 

324 

HENRMKYEISINMWKLNNIFLNKL 
WVKEITSRLQKYFECSENKTTTYQK 
L* UAKxKMNQCQG YL WVFMALSA* 
1SKRKRLLINYLSFYLSKLEK*EPTK 
PKASSRKVV 

4686 

10183 

A 

4QSS 

ins 

£.11 

AKViKKANrCIrGKDRVSPCCPGAV/ 
bPbbrOLKJKSrc>LSLPKCWDYP*AT 
Ar UV^Jrir i o 

4687 

10184 

A 

4986 

29 

454 


4688 

10185 

A 

4987 

116 

424 


4689 

10186 

A 

4988 

1 

1217 

PPTTCTPACQGLSGAAMKSLVLLLC 
LAQLWGWHSAPHGPGLIYRQPNCD 
DPETEEAALVAIDYTTsJONT PWfWR' 

HTLNQIDEVKVWPQQPSGELFEIEID 
TLETTCHVLDPTPVARCSVRQLKEH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEiPfNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequen^^X«Unknown; *=Stop 
codon; /^possible nucleotide deletion; V= possible 
nucleotide insertion) 







AVEGDCDFQLLKLDGKFSVVYAKC 

D\SSQDSAEDVRKVCQDCPLLAPLN\ 

DTRVAHAEKAALAAFNAQNNGS\N 

FQLEEISR\AQLVPL\PPS\TYV\EFTV 

SG\TDCVAK\EATEAAKCN\LLAEKA 

IMAFVKATLK*ESLGGGRRLQLTCT 

VF\QTQPCDLHSPNPEGANEAVPTP 

VV\DP\DAPPSPPLG\APG\LPP\AGSP 

PELPCFYWAAPPG\HQ\LHR\AHY\D 

LR\HTFHGVWVFIGGHPSGRKCSHP 

PGKHGTVGSSLVFWCCCCLGPVVP 

SIVPG\RIRHFKVLG 

4690 

10187 

A 

4989 

1 

443 

KKFVIPDFEEFTGHVGRIFEDVKELT 

GGKVAAYIPQLAKSNPDLWGVSLC 

TVDGQRHSVGHTKIPFCLQSCVKPL 

TYAISISTLG/DYVHKFVGKEPSGLR 

YNKLSLNEEGIPHNPMVNAGAIVVS 

SLIKMDCNKAEKFDFVLQHLNKK 

4691 

1 /\1 DO 

10188 

A 

A AAA 

4990 

3 

217 

ATKRKKKMKDKDKA\KLLEAMGTS 
KTNEEDKRRGLDKRTPDQAAFEKM 
QEKRDFSRHLDTLTEHYDIPKVHH 

4692 

10189 

A 

4991 

3 ' 

475 

AASTESGMVAYYQVQKGPLKLKG 

VAKLGVTK/RVRPEGPRDSVFIPLKP 

FLGTPGPDPPTRRLLMFFSRKKKKK 

DKDKAK\LLEAMGT\SKKN\EEEKR 

RGLVDKRTPAQAAFEKMQEKRHME 

RILMKA\SKTHKQRVEDFNRHLGTL 

\TEHY\DIPKV\TWTK 

4693 

10190 

A 

4992 

783 

5158 

PDKSGRRRDVEGGVCCFLSLLRNSR 

YLLSTHILERGKKASLCHPGWNAL 

VPSPLTAASASWVQVILLPLSLPSG 

WDYSLLHLEELTGESPTSERAFNYH 

PTTCLRRKILQDSEHTASTRGPMTL 

DRPGEGATMLKTFTVLLFCIRMSLG 

MTSIVMDPQPELWIESNYPQAPWE 

NITLWCRSPSRISSKFLLLKDKTQMT 

WIRPSHKTFQVSFLIGALTESNAGL 

YRCC Y WKETG WSKPSKVLELE APG 

QLPKPIFWIQAETPALPGCNVNILCH 

GWLQDLVFMLFKEGYAEPVDYQV 

PTGTMAIFSIDNLTPEDEGVYICRTH 

I\QILP\TLWSEPSNPLKLWAGLYPK 

PTLTAHPGPIMAPGESLNLRCQGPIY 

GMTFALMRVEDLEKSFYHKKTIKN 

EANFFFQSLKIQDTGHYLCFYYDAS 

YRGSLLSDVLKIWVTDTFPKTWLL 

ARPSAVVQMGQNVSLRCRGPVDG 

VG LAL YKKGEDKPLQFLDATSIDD 

NTSFFLNNVTYSDTGIYSCHYLLTW 

KTSIRMPSHNTVELMVVDKPPKPSL 

SAWPSTVFKLGKAITLQCRVSHPVL 

EFSLEWEERETFQRFSVNGDFIISNV 

DGKGTGTYSCSYRVETHPNMWSHR 

SEPLKLMGPAGYLTWNYVLNEAIR 

LSLIMQLVALLLVVLWIRWKCRRL 

KJKbAWLLGTAQGVTMLFIVTALLC 

CGLCNGVLIEETEIVMPTPKPELWA 

ETNFPLAPWKNLTLWCRSPSGSTKE 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SVDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
ammo acid of 
peptide 
sequence 

Ammo acid sequ^R ( X=Vnknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 







FVLLKDGTGWIATRPASEQVRAAFP 

LGALTQSHTGSYHCHSWEEMAVSE 

PSEALELVGTDILPKPVISASPTIRGQ 

ELQLRCKGWLAGMGFALYKEGEQ 

EPVQQLGAVGREAFFT1QRMEDKD 

EGNYSCRTHTEKLPFKWSEPSEPLE 

LVIKEMYPKPFFKTWASPVVTPGAR 

VTFNCSTPHQHMSFILYKDGSEIASS 

DRSWASPGASAAHFLIISVGIGDGG 

NYSCRYYDFSIWSEPSDPVELVVTE 

FYPKPTLLAQPGPVVFPGKSVILRC 

QGTFQGMRFALLQEGAHVPLQFRS 

VSGNSADFLLHTVGAEDSGNYSCIY 

YETTMSNRGSYLSMPLMIWVTDTF 

PKPWLFAEPSSVVPMGQNVTLWCR 

GPVHGVGYILHKEGEATSMQLWGS 

TSNDGAFPITNISGTSMGRYSCCYH 

PDWTSSIKIQPSNTLELLVTGLLPKP 

SLLAQPGPMVAPGENMTLQCQGEL 

PDSTFVLLKEGAQEPLEQQRPSGYR 

ADFWMPAVRGEDSGIYSCVYYLDS 

TPFAASNHSDSLEIWVTDKPPKPSLS 

AWPSTMFKLGKDITLQCRGPLPGVE 

FVLEHDGEEAPQQFSEDGDFVINNV 

EGKGIGNYSCSYRLQAYPDIWSEPS 

DPLELVGAAGPVAQECTVGNIVRSS ' 

LIVWWALGVVLAIEWKKWPRLR 

TRGSETDGRDQTIALEECNQEGEPG 

TPANSPSSTSQRISVELPVPI 

,4694 

10191 

A 

4993 

1 

369 

GTFQLPKPIFWIEAETPALPGCNVNI 
LC\HGWLQDLVFMLFKEGYAKPVD 
YQVPTG\TMAIFSIDNLTPE\DEGVYI 
CRTHIQMLPTLW\SEPSNPL\KLWA 
GGCGLWLLASGNCCPRYHGWLS 

4695 

10192 

A 

4994 

183 

429 

ISIKSMKLISDYKYCIYIYRYHRDV1 
RLGIIDIYSVLHPTSAQYTFFSSLHGT 
LTTRDNILGHKT\LNKFKRIEIRQYL 
FSDQ 

4696 

10193 

A 

4995 

2 

270 

TSGCLQGSCCYTGPPGAVGRASRSR 
PSTRPPSRARPLGSPGCSARAQDAA 
DLPLPPPPPPCCSPSSAGCRCSLGCF 
RRCPLRSSRRSRF 

4697 

10194 

A 

4996 

1 

428 

NPCLSERQGCCEKLPLERSSTPQDS 

AGHPVT/HAHCSLPSPVDLCPLLLAT 

HRISCWHCQDEVQGGTD\SADTGD 

LEALSLLAGHGDTDGHIILDVPDGA 

PYPQRTKAGIDHLHQKILKIIEQITIE 

HEARDDNAPDYPKLANN 

4698 

10195 

A 

4997 

131 

412 

RKWLKLLPCSFFSSKNIYAETFSPCV 
CIRVCIHVCVYTCVYTCVCIHVCSC 
PC/VGQASALKSVSLCQLHCILVLTP 
MLTLRFDKKFFTQDSHFI 


101 OA 

A 


2 

375 

KFTWKHKGPRIARNMLKRKIKVEGF 

TLPNFKTYYKAAVTETVWYWHKD 

SGLDHFVLL 

4700 

10197 

A 

4999 

2 

175 

FTLPNFKSYYKAAVTETVWYWHK 
DSGLDHFVLL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB«H>NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequ«tT( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 

4701 

10198 

A 

5000 

1 

909 

MVLEVSVSDRDAVWRLWRAPIGES 

QQRSLGFWSKVLPYSADNYFPFER 

QLLACYWALLETDRLTVGHQVTLQ 

PELPIMNWVLSDPSSHKVGHVHQH 

SIIKWKWYIRDQTRAGPEGTTTPVIT 

Q/WDAHEQSGLSGRDG\KGQRFVLT 

GVDTYSGYWFAYPAHNASAKTSIY 

GFTECLIHCHGIPHSIASDQGTLFTA 

KEVWQWAHAHGIHWSYHIPHHPIA 

AGLIEWWNGLLKSQLQCQLGDNTL 

QGWGKDLQKAMYSLNQRLIYSTVS 

mp O ¥1 T/*** on\ T /\t\ i Tint mi t » w-* nnw #«•■»•«. 

PISRIHGSRNQRVEVEVAPLTITLSD 
PLAKFFFLLP 

4702 

10199 

A 

5001 

1 

1014 


4703 

10200 

A 

5002 

349 

718 

AGPEGTTTAECP/I/CQQOJRPILSLRY 

GTISWG/DQSATWWQVDYIRTLLS 

WKWQSASAKTTIHGLTKCLIHHD1P 

HS1ASD*GTCFMAKEVWQWYCFSH 

SQDSRVQESRGGIGSCTTHHHPCSF 

PN 

4704 

10201 

A 

5003 

1 

558 


4705 

10202 

A 

5004 

1 

2205 

MGAVFEALWQYSPELPKASVMVQ 

EASKAIGQCQSSAAKLRRSGKESVT 

EPWARVLGALEMAARLYKVTSGH 

CHGIHTPSWRCLCFSTGGKERHAH 

DLPHVTAQSQGHQGQGKISRTALK 

EPTVHKVTASLSPWATSPPQPMLP 

SDFPPLSEEINPMLPEATVIASPKEIA 

RQDNVDSPQEPPPTPQFSSRPITRLK 

SQWAPRGPECVIGIDILSSWQNPHIG 

SLTGRVRAIMVGKAKWKPLELPLP 

RKIVNQKQYHILGGTVEISATIKDLK 

DTEAVTPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQWTPIAAAVPD 

V/VSLLEQINTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADPMVL 

EVSVADRDAIWSLWNAAIGESQRR 

PLGFWSKALLSSADNYSPFERQLLA 

SYWALVETERLTVGHQVTLRPELPI 

MNWVLSDPSSHKVSGAQQRSnKLK 

WYIHDWVRAGPEGTTTSVITQWAH 

EQSGHGGRDGGHAWAQQHGLPLT 

KADLATATARIHRSRNQGVKVEVA 

PLTITPSDPLAKFLLL1SATSTSLEVT 

VPEGEMLPPRDTTKIATFGTQTGFL 

ALQLADGLLWDLVIIPGKGKPSRDL 

VESPSPYSTYEGIDGWPDEPAPTAT 

KPPVMPAPALPPDTRSGSKAPTVPT 

PYPQMEHHQVQLASNNSNTEALGH 

LSPQSSWVQTPGQNSGPABPNHLGK 

DMISPPQMAPAGVKWESQKY 

4706 

10203 

A 

5005 

155 

531 

GNLWSVDLRPGTPLRQNFRGTIRQQ 
HSRFTKNHCSQTPLLIPRQTGSGVD 
LSKLQQTCS*GSCLVCTIDLANAFFS 
IPVHKA/HQKQFAFSWQ\YTFTVLPR 
LI WlAJrC * VPNLPAAETNTEPSNGT 

4707 

10204 

A 

5006 

1 

518 

MTVDYCKLNQVVIPIAAAVSDVVS 
LLEQINTSPGTWYAAIDLANAFFSIP 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^ffb NO: 

in USSN 
09/770,160 

Nucleotide 
location of 

flrct Pftrtnn 

■ 1191 tUUUlI 

for peptide 
sequence 

Nucleotide 
location of last 

rnrinn fnr lact 

amino acid of 

peptide 

sequence 

Amino acid sequ^ra ( X=Unknown; *=Stop 
codon;/=possible nucleotide deletion; \=possib!e 







VHKAQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFSLPL 

DITLVHYIDDIMLIGST1KWVVHSS/ 

DSIIKWKWYVHDWARAGPEGTTN 

GLAG*SGTCKKHEWKTGDKGIRGR 

G 

4708 

10205 

A 

5007 

1 

2592 

MVRKAKWKPLQLPLPRKIVNQKQH 

RIPGGTVEISAITKDLKDAGVVIPTT 

SPFNSPIWSVQKTDGCWRMTVDYC 

KLTQVMTP1AAVVPDWSLLKQINT 

YPGTCK\FLGVQWCGACRDI/PSKV 

KDKLLHLAPPTTKKEAQHLVGLFG 

FWREHIPHLGVLLQPMYQVTRKAA 

SFEWGLEQEKALQQVQAAVQAALP 

FGPYDSADPTVLEMSVADRVAVWS 

LWQAPIGESQWRPLGLWSKALPFS 

ADNYSPFERRLLACYWALMETEGL 

TMGHQVTMQPELPIMNWVLSDPSR 

HKVGHAQQHSHKLKWYICDQARA 

VPEGTCV LNKEVAQMP/MGTTRKW 

TAAALQSLSGISLKDSGEGKSSQWT 

ELQAVHLVVHFAWKEKWPGTWKK 

HDWKTGDNEIWGRGIWMDCSEWS 

KTVKIFVSHAHEPSGHGGRDGGYA 

WAQEHELSFTKADLATGIVECPICQ 

QQRPTLSPRYGTIPQGQTFILTGrNT 

YSIYGFAYPAHNASAKITIRGLTECL 

IHHHGIPHS/IVSD*GTHFTAKDV\ET 

RIHRPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLEGGT 

LPPGDPTTIPLNWKLRLPRGHFGLPL 

PLSQQAKKGVSVLAGVTDLDYQDE 

FSLLLHNRVTAAFPSLLHSSFAYLD 

NMIEKANKCHVEGVDHVSDPAQRR 

ECDRHTGSSCHLLRGPPQLQSQLVS 

GPRSPKSDSGESCLAWDPTFKAEVS 

PLAQGSPRNSVQEPSPRTGSPKSLLG 

ALIALWPSWYLSSDPDPQGSNSRNL 

EISACQKYLSPAFGNSDYSTAEDFN 

SDYTLKSPENSIGYARLEKHRRLYG 

GDGGDGGGDDVRGGKRGDDSASR 

KGVTERV 

4709 

10206 

A 

5008 

1 

942 

MVGKAKWKPLELPLPRKIVNQKQH 

HIPEGIAEIAATIKDLKDAGVVIPTTS 

PFNSPIWPVQKTDGSWRMTVDYCK 

LNQVVTPIAAAVPDVVSFLEEINTSL 

GTWYAAIDLANAFFSIPVHKVHQKP 

FAFSWQG/QQYTFTVLPQDYINSLA 

L*HNLIWRDLDYF\LLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSIIKWK 

LYIHDQAQTGPEGTTTSVIAQWAHE 

QSGPGSRDGGYAWAQQHGLPLTK 

ADLATTTAECPVCQQQRPTLSPRYG 

TIPSLPLTKALTLQLKKCSSGPMLM 

EFTGLAMFPIILKQLD 


I UZU / 

A 

A 

5009 

1 
1 

1795 

MRKCGKPQFKLGQTNKANSRIQEE 
LIHSKSLIEQEGEKPVQFSAFHRMW 
QPADSQCDIIDSADIWADPLVRHREI 


WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Mi 
the 
d 

: S^H) NO: 

> in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location oflast 
codon for last 
: amino acid of 
peptide 
sequence 

Amino acid sequl^E ( X=Unkno\vn; *<=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







ITGSGGINRRRTRGGRGRGGEAAGG 

AENCGSREERERAGVGTAVTQLQN 

LNTIGIIGSRGGRGQVAAINHQRQG 

GHSYCKGQQKQNSNQNSVTHVEL 

WHWLINHSVPRSEIDRKPTTFLLNL 

YKQKTSRDLWPFTRVTLHRGKRND 

QTFQGLLDTGSELMLIPEDTKHHCG 

PPVKVEAYGGQVINGVLAQIQLTV 

GPVGSGTHPVVIYPVPECIIGIGILSS 

WQNPH1GSLTSRKTDGSWRMTVHY 

HKLNQMVTPIAAA1PDVVSLLEQVN 

TSPGSWYAAIDLANAFFFIPVHKAH 

QKQFAFSWQGQQYTFTVLPQGETL 

VNFSLPQDITLFHYIDDIMQIGSSDQ 

EVANTLDLLPRKSTTPSG/LYGFWR 

QHIS/HLGLLLTPIY*VTQKAA/SFEW 

GLEQEKALQQVQATVQASLPLGVY 

DPADPMVIEM/SLSDPSSHKVGCAQ 

QHSIIKWKRYVCDQA*ASPEGTS*L 

YCTSFIMEKEEVC/LSLEQTLTLDMG 

LPILHAMLLWIHLWIHGLPYPSSWY 

STQQCL 

471 1 


A 


•2 
J 

169 

DFQPFTRVTVHWGKGNDQTFRGLL 

DTGSELTLIPGDPKHHYGPPVKVGN 

AYGAQLL 

4712 

10209 

A 

5011 

.1 

562 


4713 

10210 

A 

5012 

3 

591 

DPADPMVLEVSEADRDAWPISESQ 

QRPLGFWSKALPSSANNYSFFKRQL 

LACYWVLVEIEHLTMGHQVTMRPE 

LPIINCVLSDPCSHKVGHAQQHSIIK 

WRWYIHDWAEGTSKLHEEVAQIPM 

VSTPSLPQPAPMASWEVPYDQLTEE 

EKTRAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQWTEI 

4714 

10211 

A 

5013 

2 

586 


4715 

10212 

A 

5014 

3 

514 


4716 

10213 

A 

5015 

1 

994 

MVRKAKWKPLQLPLPRKIVNQKQH 

RIPGGTVEISAITKDLKDAGWIPTT 

SPFNSPIWSVQKTDGCWRMTVDYC 

KLTQVMTPIAAVVPDWSLLKQINT 

YPGTCK\FLGVQWCGACRDI/PSKV 

KDKLLHLAPPTTKKEAQHLVGLFG 

FWREHIPHLGVLLQPMYQVTRKAA 

SFEWGLEQEKALQQVQAAVQAALP 

FGPYDSADPTVLEMSVADRVAVWS 

LWQAPIGESQWRPLGLWSKALPFS 

ADNYSPFERRLLACYWALMETEGL 

TMGHQVTMQPELPIMNWVLSDPSR 

HKVGHAQQHSIIKLKWYICDQARA 

VPEGTC\*LNKEVAQMPM 

4717 

10214 

A 

5016 

1 

643 

MVGKAKWKPLELPLPRKIVNQKQH 
HIPEGIAEIAATIKDLKDAGVVIPTTS 
PFNSPIWPVQKTDGSWRMTVDYCK 
LNQWTP1AAAVPDVVSFLEEINTSL 

GTWYAAIDLANAFFSIPVHKVHQKP 

F a pc wnn/nnvTm/r Dnnvrxrcr a 
rnrDwyvj/y^ I lr 1 VL,ryjJ i iiNoLA 

L*HNLIWRDLDYF\LLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSIIKWK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEPB NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequ^Px X=l)nknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LYIHDQAQTGPEGT 

4718 

10215 

A 

5017 

3 

1074 

VTASLSPVVATSPPQPMLPSDFPPLS 

EEINPMLPEATVIASPKEIARQDNVD 

SPQEPPPTPQFSSRPITRLKSQWAPR 

GPECVIGIDILSSWQNPHIGSLTGRV 

RAIMVGKAKWKPLELPLPRKIVNQ 

KQYHILGGTVEISATIKDLKDTEAV 

TPTTSPFNSPIWPVQKTDGSWRMTV 

DYCKLNQVVTPIAAAVPDV/VSLLE 

QINTSPGTWFEWSPK\KALQQVQAA 

VQAALPFGPYDPADPMVLEVSVAD 

RDAIWSLWNAAIGESQRRPLGFWS 

KALLSSADNYSPFERQLLASYWAL 

VETERLTVGHQVTLRPELPIMNWV 

LSDPSSHKVSGAQQRSIIKLKWYIH 

DWVRAGPEGT 

4719 

30216 

A 

5018 

1 

1482 

MAPNSRVQELVLGQVAVICQGLLS 

LQPRTEGYTVGFLTFEVLDLTGSSA 

CRWPIVGLHSVIILLDKVTKEKDEL 

RDSNSWLQKQILSLKFSKTALSESLI 

SCRQRAEIVENQTQGLIMRPLAFHR 

GNCIGERGMTILFRGYWTEPTLIPED 

PKHHCSPPVKVRAYEDGSWKMTV 

DYHKLNQVMIPVTAAVPDVVSLLE 

KINTSPALFHNLVQRNLDCFSLPQDI 

TLVHYVDDIMLIGSSEQEVANTLDL 

LVRRLCAKGWEINLTKIQGPSSLVK 

FLGVQWCGASQD1PSKVKNKLLHL 

ALPTTKKEAQCLVGLFGFWKQLIPH 

LATPIIPQRAHEQSGHGGRNGGYTW 

AQQHGLPLTKADLATATAECPICQQ 

QRENGA/PRYGTIP\RGDQPATWWQ 

VDYVGPLPSWKGQQFVLTRIDTYS 

AYGFAYPTCNASAKTTIHSLTACLI 

HRHGIPHSIASDQGSHFTAKEVQQW 

AHAHGIHWSYHVPYYPEATGLIEW 

4720 

10217 

A 

5019 

1 

1494 


4721 

10218 

A 

5020 

101 

304 


4722 

10219 

A 

5021 

1 

1912 

MTVDYCKLNQVV1PIAAAVSDVVS 

LLEQINTSPGTWYAAIDLANAFFSIP 

VHKAQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFSLPL 

DITLVHYIDDIMLIG\PRQLLACY/W 

ALVETEHLTISHQVTMRPELPIMNW 

VLFDPSSHKVGCAQQHSIIKWKWY 

VHDWARAGPEGTTTPVISQWPHEQ 

CGHGGRDGGYAWAQQCRLPLTKA 

DLNTATAKRPICQQQRPTLSPQYGT 

IPQGDQPATWWWVDYMGSLPSWK 

GQRFVLTGIDTYSGYGFAYPACNAS 

AKTAICGLTECLIHHHDIPHSIASDQ 

GTHFMAKEVRQWAHDHGIHWSYH 

VSHHPEAAGLIEWWNGLLKSQLQC 

QLGDNTWQGWGKVLQKVVYALN 

QHP1YGTVSPIAKIHRSRNQGLEVAP 

LI 1TPRDPLAKF LLPFPATLQSAGLE 

VLVPEEGTLPPGDTlVllPLNWKLRLP 

PRHFGLLLPLNQQAKKGVTVLAGV 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SU3*B NO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequcTIWT X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 


TDLDYKDE1TLLLHNGGKEEYAWN 

TGDPLGLLLILPCPMIKVNGKLQQL 

KPEALVPKGVVFPPGDTTMLSLSW 

KLRLPSGHVGLLMPLSQQVQKGVT 

VLAGVIDPGHTSAASLVLRSCVWS 

GSDTIVSPGSQDFRLGINDTTGFPVF 

PD 


4723 


10220 


5022 


835 


DLWPFTRVTVH/WGKANDQTFQGL 

LDTGSELTLIPGYPKRHCCPPVKVR 

VYGGQTDGSWRMTVGYHKLNQVV 

TPIAAAVPDVVSLLEQINTPPSTW\Y 

GQVAAFAPPTTKKEAQRLVGLFDF 

GGNTLLIWVYYSGPLSSDLKGCQFE 

WDPEQERLCKAFSAHSQWFGCQGL 

GRSVDWKIDDKKLGKRMRMDLSE 

LGKNREEYWYPVQQAKKGVKVLA 

VVIDQTIKMKSVYYFTMEKTCQRQ 

ATTAELEPEKNVIGVDETVEGQSYH 

SSKQKDIPFQGEK 


4724 


10221 


5023 


1300 


DLWPFTRVTLHRGKRNDQTFQGLL 

DTGSELMLIPEDTKHHCGPPVKVEA 

YGGQVINGVLAQIQLTVGPVGSGT 

HPVVIYPVPECIIGIGILSSWQNPHIG 

SLTSRKTDGSWRMTVHYHKLNQM 

VTPIAAAIPDVVSLLEQVNTSPGSW 

YAAIDLANAFFFIPVHKAHQKQFAF 

SWQGQQYTFTVLHQGYINSPALYH 

NLIWRDLDRFSLPQDITLIHYIDDMT 

LIGSSEQDVANTLDLL/SDLSRGGF* 

*SSG*DDPFCGHHSASFPSHPCNRP 

MGP*TK*PWGQGWRLRMGSATCTP 

THQG*PGYGHC*VPNLPAAETNTKP 

SIWHHSSG*SASYQAAG*LYWTSFI 

MERAEVRP/TWSTCLLWIWVCLSCT 

QCFCQDYHLWTHGMPYPLSRYSAQ 

HCL*PRHSLYS*RSVAVGSCSWNSL 

VLPCSPSS*SSWI 


4725 


10222 


5024 


790 


PRGRNRRRKTFQERRMTLNESPEKI 

GKWIECYGHPPASKLVEIYIHTVFV 

EDKLSICIRSFNKKADGSWRMTVD 

YCKLNQVVTAIAAAIPDVVSLLEQI 

NTSPDTWYAAIDLANALFSIPVHKG 

YINSLALCHNVIWRELDCFSLPRDT 

TLVHYIDDIMLIGSSVQEVENKLDL 

LVKDKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVIRKA 

A/SFEWGPEQEKALQQVQAAVGGK 

QSENNLGHQRSPGLWFS 


4726 


10223 


5025 


281 


1461 


VRVLSPVEKELKLWKNTHKLLSYP 

TVGAAVTQLQNLTAMGVIGSHGAR 

GQVVALNRQRQGDLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTLIPG 

DPKHHCGPPVKVGAYGGQVINGVL 

AQVQITVGPQTHPWISPVPECIIGID 

ILSSWQNPHIGSLTGIMVGKAKWK 

QLELPLPRKIVNQKPYCIPGGTVEIS 

ATIKDLKDAGWIFTTSLFNSPIWPV 

QKTDGSWRMTVGYRRLNQVVTPIA 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: Of 
peptide 
sequence 


Me 
(ho 
d 


JE^n^F 


SE^TONO: 

in USSN 
09/770,160 


Nucleotide 
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first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeflCV( A-Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


AAVPDVVSLLEQINTSPGTWYAAID 
MANAFFSIPVHKAHQKQFAFTWQG 
QQYAFTVLPQGYINSPALCHNLIWR 
DPDCFLLLQNITLLVHYVDDIMLIGS 
SEQEVANALDLLVFSDHLAIKWVM 
HSSIASSSGSGICVIRLKKVLKAQ 


4727 


10224 


5026 


3179 


MAEDKEEQ VPS YTDG SRQRENEED 

TRVKTPDKT1RSHETYSLPREQYGG 

NYAHDSIISHQVPPTTCGNYGSTIQD 

EIWVGDHSGYVRPVPVPRSLNSDIS 

YFGVGGKQAVFFVGQSARMISKPA 

DSQDVHELVLSKEDFEKKEKNKEAI 

YSGYIRNRKDDYDNHTGIDLVGTII 

ATIKGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAEIMLMPSNQQHKTDEKGR 

ANLGVFSVFAPRGEHTLQVKAIYN 

KSIIEGPIIKLMILPDPEKPVRLNVKY 

DKDASFLAGGLFTAPPLPAQLMSSL 

SCAWIIESVLNSWRKGCNKLRNQR 

ALHKKQDRGKLPEDRELQHTKKQT 

NWAGLLIPAMNNNVDMTARKLQR 

DLQPFTSVTVHCRKGNDQTFGGPL 

DAGSELTLIPGDPKHHCGPPVKVGA 

YGGQV1NGVLA\HPLIWLVQKTDGS 

/WRMTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLANAF 

FSIPVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDLDCF 

SLPLDITLVHYIDDIMLIGSSEQEVA 

NTLDLFVRHLRARGWEINFTKIQGP 

STSVKFLGFQWCGACQAIPSKMRD 

KLLHLVPPTTKKEAQCL\QLLACY/ 

WALVETEHLTISHQVTMRPELPIMN 

WVLFDPSSHKVGCAQQHSIIKWKW 

YVHDWARAGPEGTT/HPCHFPMAP 

*TMWPWWQGWRLCMGSAM*TST 

H*G*PEYSHR*APNLPTAETNTEPSI 

WHHSSG*STSYLVVG*LYGISSIMER 

AEVCPHWNRYLLWIWVCLSCMQC 

FCQDCHLWTHGMPYPPS*YPTQHC 

L*PRHSLYG*RSAAVGS*SWNSLVL 

PCFPSS*SSW1DRMVEWPFEVTITVS 

TR*QYLAGLGQSSPEGRVCSESASNI 

WYCFSHSQDSQVQESRARSGTTHH 

HP*GSTSKIFASFSCNITVCWPRGLS 

SRGRNAATRRHNDSIKLEVKIATQT 

L WAPPTFKSTG* EGSYSVG WGD*PG 

L*R*NHSPTP*WR*GRVCMEYRRSI 

RASLNITMPYD*GQWETTTAQARSS 


4728 


10225 


5027 


1284 


CHCGPP/VKVEAYGSQVLKGVLAQ 

VQLTVGPVGPRTHPVVIFPVPECIIGI 

DMLSSRQNPHTGSLTGRVWTIMVR 

KAKWKPLELPLPRKIVNQKQYHIPE 

GIVEISATIKDLKDAGVVIPTTSPFNS 

PIWPVQKTDGSWRMTVGYCKLNQ 

VVTPIAAAVPDWSLLEQINTPPGT 

WYAAIDLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEINMT 


WO 01/79449 ^ PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

M« 
the 
d 

: NO: 
> in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
' amino acid of 
peptide 
sequence 

Amino acid seque^£( X=Unknown; *^top 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KIQGPSTSVKFLGVQWCGACQDIPS 

KVKDKLLHLVPPTIKKEAQCLVGLF 

GFWRQHIPHLGMPLQPIYRVTQMA 

ASFEWGS\EQEKALQQAG\QAAVQA 

ALPLGP/HKDPADPLVLEVSVSDRD 

AVWRLWQASI/GHKVGHAQQHSIIK 

WKWYIRDWARADPEGTTKGQGQR 

RWWQLAERQDSRDREAAIGERQET 

AVGKTARDGEAVCD 

4729 

10226 

A 

5028 

422 

1252 

TTLFSVQIFQWRQLENLYFREKKFS 

VEVHDPRRASVTRRTFGHSGIAVHT 

WYACPALIKSIWAMAISQHQFYLD 

RKQSKSKIHAARSLSEIAI\DLTRTRT 

LENSKLANMGSKGKIISGSSGSLLSS 

GSGARRHCILLPGSQESDSSQSAKK 

DMLAALKSRQEALEETLRQRLEEL 

KKLCLREAELTGKLPVEYPLDPGEE 

PPIVRRRIGPXAFKLDEQKILPKGEEA 

ELERLEREFAIQSQITEADRRJLASDP 

NVSKKLKKQRKTKYINAVKKLQVY 

.4730 

10227 

A 

5029 

1 

400 

RHEERTTGILTSEGLASDTSLICVIED " 

FFDTALIISRSSSEGKIQMLDSFLLSL 

GFLVTEKTVNHLLQQEERPCMDTL 

DCG/LQVAISEALCRLTIKKSRDELV 

HKWFDDEVIAEAFKEIKDREFETDS • 

RRFLN 

4731 

10228 

A 

5030 

1 

612 


4732 

10229 

A 

5031 

64 

323 

LFPTLWLLDLLGTVEEILPSLSENIS 
VWGMKDSVPQGVISLKEKL\STSPD 
EPVPRSHHWSLLKSTCLYIFTSG\T 
TGMIQFFWKA 

4733 

10230 

A 
n 


Zo / 


Y Y JSIJr'LiY Y Y Y YFLR WSFAL VAQ A V 
VQWCDLGSLQPLSPGFKRFS\PSALS 
c> WUYKHEQPRPANFIFLVETGFL 

4734 

10231 

A 

5033 

i 

3627 


4735 

10232 

A 

5034 

3 

3613 


4736 

10233 

A 

5035 

353 

406 

MLHLQGIIILMIVLYSCCRELIHSFLK 
DSKSMPNCWGESDGPVTGARHPSW 
EEEEDGGVWNTTGSQGSASSHNSA 
SWGQGGKKQMK/CSLKKE 

4737 

10234 

A 

5036 

1 

514 

ECKDCGKSFTVSSSLTEHARIHTGE 
KPYECKQCGKAFTGRSGLTKHMRT 
HTGEKPYECKDCGKAYNRVYLLNE 
HVKTHTEEKPFTCTVCRKSFRNSSC 

T *hTT y T¥T^T TT T TT" trrrii rr- i — i -w r n i~i i~i ■ i i ■ _ 

LNKHIXHiHTGIKPYECKDCGKTFTV 
SSSLTEHIRTHTGEK.PYECKVCGKA 
FTTSSHLIVHIRTHTGEKPYICK 

4738 

10235 

A 

5037 

1 

3222 


4739 

10236 

A 

5038 

1 

4267 

MGPWAWKLRWTVALLLAAAGTA 

VGDRCERNEFQCQDGKCISYKWVC 

DGSAECQDGSDESQETCLSVTCKSG 

DFSCGGRVNRCIPQFWRCDGQVDC 

DNGSDEQGCPPKTCSQDEFRCHDG 

KCISRQFVCDSDRDCLDGSDEASCP 

VLTCGPASFOCT\K«?TPIPnT WAmw 

DPDCEDGSDEWPQRCRGLYVFQGD 
SSPCSAFEFHCLSGECIHSSWRCDG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tidc 
sequence 

SEQ ID 
NO: of 
pepiiuc 
sequence 

Me 
tho 

A 
U 

Sl^D NO: 

in USSN 

ftO/77A lllft 
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Nucleotide 
location of last 
couon ior idsi 
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Ammo acid sequence ( X^Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
iiulicuuuc inscruoni 



f 




GPDCKDKSDEENCAVATCRPDEFQ 

CSDGNCIHGSRQCDREYDCKDMSD 

EVGCVNVTLCEGPNKFKCHSGECIT 

LDKVCNMARDCRDWSDEPIKECGT 

NECLDNNGGCSHVCNDLKIGYECL 

CPDGFQLVAQRRCEDIDECQDPDTC 

SQLCV>JLEGGYKCQCEEGFQLDPH 

TKACKAVGSIAYLFFTNRHEVRKM 

TLDRSEYTSLIPNLRNWALDTEVA 

SNRIYWSDLSQRMICSTQLDRAHGV 

SSYDTVISRDIQAPDGLAVDWIHSNI 

YWTDSVLGTVSVADTKGVKRKTLF 

RENGSKPRAIVVDPVHGFMYWTD 

WGTPAKIKKGGLNGVDIYSLVTENI 

QWPNGITLDLLSGRLYWVDSKLHSI 

SSIDVNGGNRXTILEDEKRLAHPFSL 

AVFEDKVFWTDIINEAIFSANRLTGS 

DVNLLAENLLSPEDMVLFHNLTQP 

RGVNWCERTTLSNGGCQYLCLPAP 

QINPHSPKFTCACPDGMLLARDMRS 

CLTEAEAAVATQETSTVRLKWPD 

KTVRWCAVSEHEATKCQSFRDHM 

KSVIPSDGPSVACVKKASYLDCIRAI 

AANEADAVTLDAGLVYDAYLAPN 

NLKPVVAEFYGSKEDPQTFYYAVA 

VVKKDSGFQMNQLRGKKSCHTGL 

GRSAGWNIPIGLLYCDLPEPRKPLE 

KAVANFFSGSCAPCADGTDFPQLC 

QLCPGCGCSTLNQYFGYSGAFKCL 

KDGAGDVAFVKHSTIFENLANKAD 

RDQYELLCLDNTRKPVDEYKDCHL 

AQVPSHTVVARSMGGKEDLIWELL 

NQAQEHFGKDKSKEFQLFSSPHGK 

DLLFKDSAHGFLKVPQRMDAKMY 

LGYEYVTAIRNLREGTCPEAPTDEC 

KPVKWCALSHHERLKCDEWSVNS 

VGKIECVSAETTEDCIAKIMNGEAD 

AMSLDGGFVYIAGKCGLVPVLAEN 

YNKSDNCEDTPEAGNYFAVAWKK 

SASDLTWDNLKGKKSCHTAVGRTA 

GWNIPMGLLYNKINHCRFDEFFSEG 

CAPGSKKDSSLCKL\CMGSGLNLCE 

PNNKRGDTTGYTGAF\RCLVEKGD 

VAFC*KHQTVPTGTLGGEKNPDPW 

A\KDLNEKDY\ELLCLGWVPGKP\A 

EEYAMCHLARAPNHRCGSHGKDK 

EACVHK\ILRSTASHLFG\SNVTD\CS 

GNFWLVRS\ETKDLL\FRDDTVC/LW 

AKLHDRNTYEKYLGEEYVKAVGN 

LRKCSTSSLLEACTFRRP 

4740 

10237 

A 

5039 

2 

342 
• 

LSRVVLSAAATAAPSLRNAA/FLGP 
GVLQATRTFHTGQPHLVPVPPLPEY 
GGKVRYGLIPEEFFQFLYPKTGVTG 
PYVLGTGLILYALSKEIYVISAETFT 
ALSCSAFELFRDHF 

4741 

10238 

A 

5040 

53 

940 

DCYLDVSLTMLSRVVXLSAAATAPT 
I IMKNAAFLGPG VLQATRTFHT\GQP 
HLCPMY\PIIPEYG\GKVRYG\LIPE\E 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me SE^DNO: 


tho 
d 
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Nucleotide 
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iu^^e^) 


PCT/US01/08656 


Amino acid sequeWe ( X=Unkno\vn; *=Slop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


4742 


10239 


FFQFLY/PLKTGVNTDPNVPPETWG 

LNLVTVLFQRKYMVEFRRRGPSLA 

LIKY*GGKWVYGNLKKYGSPLVAG 

LWLD*TPMEQKLGPT*EE/ARQGGF 

PSQHIQNVAIDYGRSLYQALVQKRH 

YLFMDVQRNNIAMALEVTYRERLYR 

VYK\EVKNRLDYHISVQNHDAVRN 

GTTNSLLNW\VE\KHVRAKLFPPQA 

RKEDILPKWHCRPIKLLAKEGSKAQ 

AQLW 


5041 


205 


APVTSW/IQPKDGSCPFSESTKTISLY 
ISSEQQFHLPRPSESDDFIEDTADML\ 
VSFSGYSSAPKNQEQ 


4743 


10240 


5042 


360 


SPCLSERQFCCEKLPLQRSSRPQDSA 

GQPVT/HAHCSLASTVDLCPPLLAT 

HRISCWHCQDEVHGGRD\SVDKGD 

LEALSLPAGHGDTDGPISLDVPDGA 

PDPQRTKAA1DHLHHKILKSTE 


4744 


10241 


5043 


106 


396 


4745 


10242 


5044 


77 


4026 


4746 


10243 


5045 


344 


LDFIQTMLQWGVVSVAVPV/IPWI 

AIPLVPLGIIFIFLRRYFLETSRDVKR 

LESTTRSPVFSHLSSSLQGLWTIRAY 

KAEERCQELFDAHQDLHSGLSISGN 

GFKGQDLLLFLA 


4747 


10244 


5047 


378 


4748 


10245 


5049 


278 


ERDGALTLPLTPGLPSPPPLPP/HTSS 

QAHYRLSAFGQQFLFNLTANAGFIA 

PLFTVTLLGTPGVNQTKFYSEEEAE 

LKHCFYKGYVNTNSEHTAVISLCSG 

MLGTFRSHDGDYFIEPLQSMDEQE 


FVNHGCSQ\TLHFVFKVGNRFQTAR 
FYRDVLGMKVQAGADRGWRARLE 
PAPEPALAEGGENGCVVNLSRRVS 
DLRPCAVFSFRSVASCRWGS 


4749 


10246 


5050 


1539 


MRLTPFSLSTGNSFRYSRRLKKNIFG 

TAPALRVSEMSLRPSSRIFPCFSRNG 

LDFTI VITLAQPPVPG ISFI VAKPRLF 

PGAGSAGCGLLERLFLSLLLGTGLR 

WCLRGCFPGARFCSTTSPEGHTTFT 

GLRRSARTQRLAQGPKPGPPAATV 

ARQTSRVSPAPPCSLRPGLRHESAPS 

GIGDVTARGALRGLGCTVRVTAAC 

GGNHGCSQ/LCLHFVFKVGNRLQT 

AAFHIGTSMGMKVQQHEEFEEG\CK 

AA\CNGP\YDG\KWSKTMVG/YLGP 

EDDHFVAELTYNYG\VGDYKLGN\D 

FMG\ITLA\SSQAVSNARKALEWPLT 

EVAEGVF\ET\EAPGGYKFYLQNRSL 

PQSDPVLKVTLAVSDLQK\SLNYWC 

NLLGMKIYEKDEEKQRALLGYAGL 

TSVSLELQG\VKGGVDHAAAF\GRI\ 

AFSCPQKE\LPDL\EDLMKRENQKIL 

TPLVSLDTPGKATVQVVILADPDGH 

EICFVGDEAFRELSKMDPEGSKLLD 

DAMAADKSDEWFAKHNKPKASG 


4750 


10247 


5051 


21 


223 


HPGSRGCSEPRSGHCTPAWGTKVK 
T/SRLNKNKTKQKKEVKDCMSSTPL 


WO 01/79449 
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NO: of 
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SEQ ID 
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Me 
tho 
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SE^D NO: 
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amino acid of 
peptide 

sequence 


PCT/USO 1/08656 


Amino acid sequeTRT( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


AHPPGVWCEWRGLIPSSSP 


4751 


10248 


B 


5052 


64 


543 


RGWKRDREKRDDQDDVSSVRSEG 

GNIRGSFRGRGRGRGRGRGRGRGN 

PRLNFDYSYGYQEHGERTDQPFQTE 

LNTSMMYYYDDGTGVQVYPVEEA 

LLKEYIKRQIEYYFSVENLERDFFLR 

GKMDEQGFLPISLIAGFQRVQALTT 

NLNLILPPLKDSTE* 


4752 


10249 


5053 


567 


AAATSAGA/PGRAVAGAGAGTQRA 

PGGCPREAPGAAPG\HKARGPGGPF 

GGEPPPPPPP/LVAVAAVAAGSAGR 

GRPGRWAAGPAEKRQPPLLPPKGN 

PWTKKPPQHLSPDTTGPPPPPLETLE 

AEFGSLKIIKAGKLKTKKSNKASDF 

SDMENWPTPSELVNTGFQSVLSQG 

NKKPPNRKEKEEKGEREEQ 


4753 


10250 


5054 


763 


SGRPHPVIRESSPSSSLALGGQLGRG 

RPSGRAAPGRANPSAPAGGPAREGP 

EFGSLKIIKAGKLKTKKSNKASDFS 

DMENWPTPSELVNTWISERPQPRKA 

KKPQNRKEKEEKVEKRSNSDSKEN 

RETKLNGPGENRQ/STDEAQSSNQR 

KRANKHKWVPLHLDWRSESQERP 

GSRNSSRCQPEANKPTHNNRRNDT 

RSW/ESEIEKKE/HDQDDVSSVRSEG 

GN\SRGSFRGRGRGRGRGRGRGRG 

NPRLNFDYSSC 


4754 


10251 


5055 


372 


RHEQGISFLETESTFMTDQLVDALT 
TWQNKTKVGLLWSA\AHIRFKPTLS 
QQQKSPEQHETVLDGNLIIRYDVDR 
AISGGSIQTREALIKILDDLIPRDQFN 
LIVFSTEATQWRPSLVPASAEN 


4755 


10252 


5056 


1021 


AQAQYSAAVAKGKSAGLVKATGR 

NMEQFQVSVSVAPNAKITFELVYEE 

LLKRRLGVYELLLKVRPQQLVKHL 

QMDIHIFEPQGISFLETESTFMTNQL 

VDALTTWQNKTKAHIRFKPTLSQQ 

QKSPEQQETVLDGNLIIRYDVDRAIS 

GGSIQIENGYFVHYFAPEGLTTMPK 

NVVFVIDKSGSMSGRKIQQTREALI 

KILDDLSPRDQFNLIVF\STE\ATQWR 

PSLVPASAENVNKARSFAAGIQALG 

GTNINDAMLMAVQLLDSSNQEERL 

PEGSVXSLIILLTDGDPTVGETNPRSI 

QNNVREAVSGRYSLFCLGFGFDVS 

YAFLEKLALDNGGLGRG 


4756 


10253 


5057 


570 


831 


HGNYRNVCILLGLFYPHFVGEKKIH 
IGFFLFFPAIDLKSGSGKVYQGPAKG 
AADTTIILSDEYF\MEVVLGKLDPQK 
AFFSGRLKAEG 


4757 


10254 


5058 


2229 


MGSPLRFDGRVVLVTGAGAGLGRA 

YALAFAERGALWVNDLGGDFKG 

VGKGSLAADKVVEEIRRRGGKAVA 

NYDSVEEGEKWKTALDAFGRIDV 

VVNNAGILRDRSFARISDEDWDIIH 

RVHLRGSFQVTRAAWEHMKKQKY 

GRIIMTSSASGIYGNFGQANYSAAK 

LGLLGLANSLAIEGRKSNIHCNTIAP 


WO 01/79449 PCT/US01/086S6 
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Me 
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ft 
u 
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nucleotide insertion) 







NAGSRMTQTVMPEDLVEALKPEYV 

APLVLWLCHESCEENGGLFEVGAG 

WIGKLRWERTLGAIVRQKNHPMTP 

EAVKANWKKICDFENASKPQSIQES 

TGSIIEVLSKIDSEGGVSANHTSRAT 

STATSGFAGAIGQKLPPFSYAYTELE 

AIMYALGVGASIKDPKDLKFIYEGS 

SDFSCLPTFGVIIGQKSMMGGGLAEI 

PGLSINFAKVLHGEQYLELYKPLPR 

AGKLKCEAVVADVLDKGSGVVIIM 

DVYSYSEKELICHNQFSLFLVGSGG 

FGGKRTSDKVKVAVAIPNRPPDAV 

LTDTTSLNQAALYRLSGDWNPLHID 

PNFASLAGFDKP1LHGLCTFGFSARR 

vlqqfadndvsrfkaikarfakpv 

ypgqtlqtem:wkegnrihfqtk\v 

qetgdivisnayvdlaptvsgtqakt 

pseggk\lqitfvfee\igp\rlkdigp 

v\vvk\kvnavfewhitkggnigak 

wtidlksgsgkvyqgp\akgaadt 

tih/ilsdedf/lwewlgqa*psrka 

ffsg\rlegqegnimls\qklqmil\k 

DYAKL 

4758 

10255 

A 

5059 

1 

7449 


4759 

10256 

A 

5060 

1 

7458 

MTDSKPITKSKSEANLIPSQEPFPAS 

DNSGETPQRNGEGHTL/HQDTQPGR 

ASLPQRPQR\SGRRRNSLPPSHQKPP 

RNPLSSSDAAPSPELQANGTGTQGL 

EATDTNGLSSSARPQGQQAGSPSKE 

DKKQANIKRQLMTNFILGSFDDYSS 

DEDSVAGSSRESTRKGSRASLGALS 

LEAYLTTELLALDFGIFGIRGSLVFA 

GYPLTLLHTYRQGSNTSSLVFTGLG 

SGFIELLGCPLRPQQKAAVQRPSMS 

GLHLVKRGREHKKLDLHRDFTVAS 

PAEFVTRFGGDRVIEKVLIANNGIA 

AVKCMRSIRRWAYEMFRNERAIRF 

VVMVTPEDLKANAEYIKMADHYV 

PVPGGPNNKNYANVELIVDIAKRIP 

VQAVWAGWGHASENPKLPELLCK 

NGVAFLGPPSEAMWALGDKIASTV 

VAQTLQVPTLPWSGSGLTVEWTED 

DLQQGKRISVPEDVYDKGCVKDVD 

EGLEAAERIGFPLMIKASEGGGGKG 

IRKAESAEDFPILFRQVQSEIPGSPIF 

LMKLAQHARHLEVQILADQYGNA 

VSLFGRDCSIQRRHQKIVEEAPATIA 

PLAIFEFMEQCAIRLAKTVGYVSAG 

TVEYLYSQDGSFHFLELNPRLQVEH 

PCTEMIADVNLPAAQLQGFKPSSGT 

VQELNFRSSKNVWGYFSVAATGGL 

HEFADSQFGHCFSWGENREEAISN 

MVVALKELSIRGDFRTTVEYLINLL 

ETESFQNNDIDTGWLDYLIAEKVQA 

EKPDIMLGVVCGALNVADAMFRTC 

MTDFLHSLERGQVLPADSLLNLVD 

VELIYGGVKYILKVARQSLTMFVLI 

MNGCHIEIDAHRLNDGGLLLSYNG 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Melj^^T 


tho 
d 


NO 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeW ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


NSYTTYMKEEVDSYRITIGNKTCVF 

EKENDPTVLRSPSAGKLTQYTVEDG 

GHVEAGSSYAEMEVMKMIMTLNV 

QERGRVKYIKRPGAVLEAGCVVAR 

LELDDPSKVHPAEPFTGELPAQQTL 

PILGEKLHQVFHSVLENLTNVMSGF 

CLPEPVFSIKLKEWVQKLMMTLRH 

PSLPLLELQEIMTSVAGRIPAPVEKS 

VRRVMAQYASNITSVLCQFPSQQIA 

TILDCHAATLQRKADREVFFINTQSI 

VQLVQSLGTEQDLVFYEKEKRNQSI 

LGFEPVNSRHVSHVPETHRYKESHY 

DKCVINLREQFKPDMSQVLDCIFSH 

AQVAKKNQLVIMLIDELCGPDPSLS 

DELISILNELTQLSKSEHCKVALRAR 

QILIASHLPSYELRHNQVESIFLSAI1> 

MYGHQFCPENLKKLILSETTIFDVLP 

TFFYHANKWCMASLEVYVRRGYI 

AYELNSLQHRQLPDGTCVVEFQFM 

LPSSHPNRMTVPISITNPDLLRHSTE 

LFMDSGFSPLCQRMGAMVAFRRFE 

DFTRNFDEVISCFANVPKDTPLFSEA 

RTSLYSEDDCKSLREEPIHILNVSIQ 

CADHLEDEALVPILRTFVQSKKNIL 

VDYGLRRITFLIAQEFAEDRIYRHLE 

PALAFQLELNRMRNFDLTAVPCAN 

HKMHLYLGAAKVKEGVEVTDHRF 

FIRAIIRHSDLITKEASFEYLQNEGER 

LLLEAMDELEVAFNNTSVRTDCNHI 

FLNFVPTVIMDPFKIEESVRYMVMR 

YGSRLWKLRVLQAEVKINIRQTTTG 

SAVPIRLFITNESGYYLDISLYKEVT 

DSRSGNIMFHSFGNKQGPQHGMLIN 

TPYVTKDLLQAKRFQAQTLGTTYIY 

DFPEMFRQASPAAQTRVHVHNVQA 

LFKLWGSPDKYPKDILTYTELVLDS 

QGQLVEMNRLPGGNEVGMVAFKM 

RFKTQEYPEGRDVrVIGNDITFRIGS 

FGPGEDLLYLRASEMARAEGIPKIY 

VAANSGARIGMAEEIKHMFHVAW 

VDPEDPHKKKKTVAFSAGNWIRSL 

TKVFFKGFKYLYLTPQDYTRISSLN 

SVHCKHIEEGGESRYMITDIIGKDD 

GLGVENLRGSGMIAGESSLAYEEIV 

TISLVTCRAIGIGAYLVRLGQRVIQV 

ENSHIILTGASALNKVVEPCTVQDIA 

NHVVSKQVLGREVYTSNNQLGGV 

QIMHYNGVSHITVPDDFEGVYTILE 

WLSYMPKDNHSPVPIITPTDPIDREI 

EFLPSRAPYDPRWMLAGRPHPTLK 

GTWQSGFFDHGSFKEIMAPWAQTV 

VTGRARLGGIPVGVIAVETRTVEVA 

VPADPANLDSEAKIIQQAGQVWFPD 

SAYKTAQAVKDFNREKLPLMIFAN 

WRGFSGGMKDMYDQVLKFGAYIV 

DGLRQYKQPILIYIPPYAELRGGSW 

VVIDATINPLCIEMYADKESRGGVL 

EPEGTVEIKFRKKDLIKSMRRIDPAY 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

*i in* 1 <i f\_ttrt o 

nuLicu-iiijc 
sequence 

SEQ ID 
NO: or 

|JCJJIf(JC 

sequence 

Me 
tho 

SEtTTD NO: 

inUSSN 

1)9/770 l£f) 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KKLMEQLG EPDLSDKDRKDLEGRL 

KAREDLLLPIYHQVAVQFADFHDTP 

GRMLEKGVISDILEWKTARTFLYW 

RLRRLLLEDQVKQEILQASGELSHV 

HIQSMLRRWFVETEGAVKAYLWD 

NNQVVVQWLEQHWQAGDGPRSTI 

RENITYLKHDSVLKTIRGLVEENPE 

VAVDCVIYLSQHISPAERAQVVHLL 

STMDSPAST 

4760 

10257 

A 

5061 

6 

906 

EQPALLPRYRSGIRGYMKTVVLDLL 

RRYLRVEYTIFSKARDADANTSGMV 

GGVRSLSFTSVWWLSPPAHYDKCV 

INLREQFKPDMSQVLDCIFSHAQVA 

KKNQLVIMLIDELCGPDPSLSDELISI 

LNELTQLSKSEHCKVALRARQILIAS 

HLPSYELRHNQVESIFLSAIDMYGH 

QFCPENLKKLILSETT1FDVLPTFFY 

HANKWCMASLEVYVRRGYIAYEL 

NSLQHRQLPDGTCVVEFQFMLPSSH 

PNRMTVPISITNPDLLRHSTELFMDS 

GFSPLCQRMGAMVAFRRFEDFT 

4761 

10258 

A 

5062 

2 

560 

APRLDVSFSQIIHRD1KPENILVSQSG 

1TKLCDFGFARTLAAPGDIYTDYVA 

TR*PVDIWALGCMIIEMATGNPYLP 

SSSDLDLLHKIVLKVGNLSPHLQNIF 

SKSPIFAGVVLPQVQHPKNARKKYP 

KLNGLLAD1VHAWLQIDPADRISSS 

DLLHHEYFTRDGFI*KFMPELKA*L 

LQEAKSQF 

4762 

10259 

A 

5063 

1 

573 


4763 

10260 

A 

5064 

2 

791 

NLVNLIEVFRQKKKIHLVFEFIDHTV" 

LDELQHYCHGLESKRLRKYLFQILR 

AIDYLHSNNTWDIWALGCMIIEMA 

TGNPYLPSSSDLDLLHKIVLKVGNL 

SPHLQNIFSKSPIFAGVVLPQVQHPK 

NARKKYPKLNGLLADIVHEIEKEKK 

PKEIKVRVIKVKGGRGDISEPKKKE 

YEGGLGQQDANENVHPTSPDTKLV 

TIEPPNPINPSTNCNGLKENPHCGGS 

VTMPPINLTNSNLMAANLSSNLFSP 

QCEVSCNREEP 

4764 

10261 

A 

5065 

3 

524 

TYGPASRGICRVSLGRPRWENAAT 

WKLAAMASIRLQGLHKPVYHALSD 

CGDHVVIMNTRHIAFSGNKWEQKV 

YSSHTGYPGGFRQVTAAQLHLRDP 

VAIVKLAIYGMLQ/NNLHRRTMME 

RLHLFPDEYIPEDILKNLVEELPQPR 

KIPKRLDEYTQEEIDAFPRLWTPPED 

YRL 

4765 

10262 

A 

5066 

1 

250 

YSSHTGYPGGFRQVTAAQLHLRDP 
VAIVKLAIYGMLPKNLHRRTMMER 
LHLFPDET*RLSAIRE*ELQKITVK*L 
KLSSDEFL 

4766 

10263 

A 

5067 

129 

796 

MGKCSHLANFAAIASIRLQGLHKPV 

\YHAPE*L/CGDHWIMNTRHICIF/H 

GNKWGTKSILFRILAYPGWSLDKVT 

SLAPAFTLRRSQW/CNL*NLAIYGIP 

AKKTFTRRTIDWKGLH\LFPDELYS 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 


D NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


^e^^( 


PCT/US01/08656 


Amino acid sequence ( X=l)nknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


RKIFLKKFS*EELPSTTEKYLNVLDE 
YTTRRNRRLFKIVDSTLKIIGYKRIRI 
AENNSEVIETFLLMSFSNLQDGVKQ 
LLQFEHLFLCAESLWGKVRKV 


4767 


10264 


5068 


15 


350 


GPGSAITVGPQPL/RAQRNHRLPVPS 
PGLSIVMGLRPVPSPGPTGLPGHRQ 
SSEMRPREAGSLRSSGEKGLPAPVP 
RPQQSDMTKRTLPRDTPDTPRCPPQ 
HCPWSRVRGQPQ 


4768 
4769 


10265 
10266 


5069 


2175 


5070 


86 


KNYRGTMS/KTKNGITCQKWSSTSP 
RRPR 


4770 


10267 


5071 


583 


4771 


10268 


5072 


844 


4515 


LLLLLFLKSGHGEPLDYYVYAQGA 

SLFSVTNKHLGAG&TEECASQCVED 

KEFTCGAFQYHSKEQQCAIMAENK 

KSSIIIRMRDVVLFEK*MYLSECQTG 

NG KNYRGTMSKTKNGITCSKMG VP 

LFPHRPRFSPATHPSEGL\RNPDNDA 

QGPWCYTTD\PEQRYDYCDIPECEG 

QEWALGKCFHFCSSPVKINLL 


TVKAPG YSHSHPG ALLDLEVGDPN 

GTNAQLIKCFLLPLCPSFPLCPEECM 

HCSGENYDGK1SKTMSGLECQAWD 

SQSPHAHGYIPSKFPNKNLKKNYCR 

NPDRELRPWCFTTDPNKRWELCDIP 

RCTTPPPSSGPTYQCLKGTGENYRG 

NVAVTVSGHTCQHWSAQTPHTHN 

RTPENFPCKNLDENYCRNPDGKRA 

PWCHTTNSQVRWEYCKIPSCDSSPV 

STEQLAPTAPPELTP WQDCYHG DG 

QSYRGTSSTTTTGKKCQSWSSMTP 

HRHQKTPENYPNAGLTMNYCRNPD 

ADKGPWCFTTDPSVRWEYCNLKKC 

SGTEASVVAPPPVVLLPDVETPSEE 

DCMFGNGKGYRGKRATTVTGTPC 

QDWAAQEPHRHSIFTPETNPRAGLE 

KNATECGGASTELCSTSLCAFTML 

MDYEGQGEPLDDYVNTQGASLFSV 

TKKQLG AG SIEEC AAKCEEGVEEFTC 

RAF\QYHSKEQQCVIMAENRKSS\III 

RMRDVVLFEKKVXYLSECKTGNGK 

NYRGTMSKTKNGITCQKWSSTSPH\ 

RPRFSPATHPSEGLEENYCRNPDND 

PQGPW\CYTT\DPEKRYDY\CDIL\EC 

♦RRECMAFAVGGKLLTGKIFPRTMS 

WDWECQ\AWGLFRSPHG\HGYIPSK 

FPNKNLKKNYCRNPDRELRPWCFT 

TDPNKRWELCDIPRCTTPPPSSGPTY 

QCLKGTGENYRGNVAVTVSGHTCQ 

HWSAQTPHTHNRTPENFPCKNLDE 

NYCRNPDGKRAPWCHTTNSQVRW 

EYCKIPSCDSSPVSTEQLAPTAPPEL 

TPV VQDC YHGDG QS YRGTSSTTTT 

GKKCQSWSSMTPHRHQKTPENYPN 

AGLTMNYCRNPDADKGPWCFTTDP 

SVRWEYCNLKKCSGTEASVVAPPP 

VVLLPDVETPSEEDCMFGNGKGYR 

GKRATTVTGTPCQDWAAQEPHRHS 


WO 01/79449 PCT/US01/08656 
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IFTPETNPRAGLEKNYCRNPDGDVG 

GPWCYTTNPRKLYDYCDVPQCAAP 

SFDCGKPQVEPKKCPGRWGGCVA 

HPHSWPWQVSLRTRPGMHFCGGTL 

ISPEWVLTAAHCLEKSPRPSSYKVIL 

GAHQEVNLEPHVQEIEVSRLFLEPT 

RKDIALLKLSSPAVITDKVIPACLPS 

PNYVVADRTECFVTGWGETQGTFG 

AGLLKEAQLPVIENKVCNRYEFLNG 

RVQSTELCAGHLAGGTDSCQGDSG 

GPLVCFEKDKYILQGVTSWGLGCA 

RPNKPGVYVRVSRFVTWIEGVMRN 

N 

4772 

10269 

A 

5073 

9 

141 

FYRLSLGFKCDWFTMEKRVXKLEER 
YRDMAEENLKKDISISLKLL 

4773 

10270 

A 

5074 

3 

360 

QTKPKESRKRIIIMFRTVEFNETENRJ 

ESSSSSSSSS\FSSSSSSYKCLARLTK/ 

RKK/EKIQIIIVRSERKEIITNYRIKRIT 

KGYYELLYANQLYHLMKCPKFLER 

HKLLKLTQEETKSGV 

4774 

10271 

A 

5076 

1 

245 

AAAYYYYTAARRRQKGERRKKRK 
EEER\KEEKKKRKKKEKKKRRRRG 
GRRTKKEEKKEKEKKRRTKKEKKK 
KKKKKKKWSM 

4775 

10272 

A 

5077 

68 

246 

SMAFLTTIEDTALKFIQNHKRPQIA\ 
KPILSKNRAESITLFNSKIHYMPTVI 
KPLRVTST 

4776 

10273 

A 

5078 

3 

364 

TSIVAAQMFNVITVMQVRISPQHMT 

SMWPIMVCELSQTFTQLEEDVKDK 

VESLRSTNKVNRTKVSVTDANGPS 

VGYIPQSELMMYLSACKFLDAALSIP 

HYKIPLFKIYRWAFIPEVDTE 

4777 

10274 

A 

5079 

2 

1315 

GKDAKILCSNPNTGEVLYELPTNTQ 

RCFDIQWCPRNPAVLSAASFAGRIS 

VYSIMGGSTDGLRQKQVDKLSSSFG 

NLDPFGTGQPLPPLQIPQQTAQHSIV 

LPLKKPPKWIRRPVGASFSFGGKLV 

TF\ENVRMPSHQGAEQQQQQHHVFI 

SQWTEKEFLSRSDQLQQAVQSQGF 

INYRQKKIDASQTELEKNVWPFLPV 

TFEDDSRGKYLELLGYRKEDLGK/K 

DCFGIVGTKWMEPMWLLKTLTKYH 

ITNHEPAG*PPVTNAAATASSSSTTA 

KPVFIPTDTSSRWTALPWRTATSWS 

NRHAPIFFTAQY*RCPRGSYWKYLP 

ACAVFGNKKNYQETYSR*APHSKD 

HI*GSYSALPFFSNRPSNQEEAR*CQ 

QTFGVSV**T*GTDTFTNNHQWFTQ 

HCKEH*NSKLLRRIDHAYPHS*HQQ 

LQ*DLCFHASSQSCL 

4778 

10275 

A 

5080 

IS 

3600 


4779 

10276 

A 

5081 

238 

480 

SIQFYFFSFQDSKGKHSLVSVIGPQN 
GWNDPPALNRVPKKKKMPENFMPP 
VPITSPIMNPLGDPQSQMLQQQPSA\ 
PVPLS 

4780 

10277 

A 

5082 

352 

4060 

DYSRRYILRMKLKEVDRTAMQAW 
SPAQNHPIYLATGTSAQQLDATFST 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-lide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
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NO: 
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codon for last 
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sequence 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib)e nucleotide deletion; V=possible 
nucleotide insertion) 


NASLEIFELDLSDPSLDMKSCATFSS 
SHRYHKLIWGPYKMDSKGDVSGVL 
1AGGENGNIILYDPSKIIAGDKEWI 
AQNDKHTGPVRALDVNIFQTNLVA 
SGANESEIYIWDLNNFATPMTPGAK 
TQPPEDISCIAWNRQVQHILASASPS 
GRATVWDLRKNEPIIKVSDHSNRM 
HCSGLAWHPDVATQMVLASEDDR 
LPVIQMWDLRFASSPLRVLENHAR 
GILAIAWSMADPELLLSCGKDAKIL 
CSNPNTGEVLYELPTNTQWCFDIQ 
WCPRNPAVLSAASFDGRISVYSIMG 
GSTDGLRQKQVDKLSSSFGNLDPFG 
TGQPLPPLQIPQQTAQHSIVLPLKKP 
PKWIRRPVGASFSFGGKLVTFENVR 
MPSHQGAEQQQQQHHVFISQVVTE 
KEFLSRSDQLQQAVQSQGFINYCQK 
KIDASQTEFEKNVWSFLKVNFEDDS 
RGKYLELLGYRKEDLGKKIALALN 
KVDGAWALKDSDQVAQSDGEESP 
AAEEQLLGEHIKEEKEESEFLPSSGG 
TFNISVSGDIDGL1TQALLTGNFESA 
VDLCLHDNRMADAIILAIAGGQELL 
ARTQKKYFAKSQSKITRLITAWMK 
NWKEIVESCDLKNWREALAAVLTY 
AKPDEFSALCDLLGTRLENEGDSLL 
QTQACLCYICAGNVEKLVACWTKA 
QDGSHPLSLQDLIEKWILRKAVQL 
TQAMDTSTVGVLLAAKMSQYANL 
LAAQGSIAAALAFLPDNTNQPNIMQ 
LRDRLCRAQGEPVAGHESPKIPYEK 
QQLPKGRPGPVAGHHQMPRVQTQ 
QYYPHGENPPPPGFIMHGNVNPNA 
AGOLPTSPGHMHTQVPPYPQPQPY 
QPAQPYPFGTGGSAMYRPQQPVAP 
PTSNAYPNTPYISSASSYTGQSQLYA 
AQHQASSPTSSPATSFPPPPSSGASF 
QHGGPGAPPSSSAYALPPGTTGTLP 
AASELPASQRTGPQNGYWNDPPALD 
\KVPKKKKMPENF\MPPVPITSPIMN 
RLGDPQSQMLQQQP\SAPVPLSSQSS 
FPQPHLPGG\QPFPWGYSKPFGFKQ 
GMATIFFQSPNIEGAPGAPIG\NTFQ 
HVQS\LPTKKITKKPI\PD\EHLILKTT 
FEDLIQRCLSSATDPQTKRKLDDAS 
KRLEFLYDKLR\DRTFSPT1TSGLHNI 
ARSIETRNYSEGLTMHTHIVSTSNFS 
ETSAFMPVLKVVLTQANKLGV 


4781 


10278 


5084 


121 


419 


DLCFTTPKAGRRQEITKIRAELNKV 
EVQETIQKISEKRSWLFNIINKIARLL 
TRL1QKKD\QINTVRNDKGDITTYFT 
ElQKTLRDYYEHLYACRVENLQ 


4782 


10279 


5085 


279 


TMDSNNTV\DQLDL\TD1YRTLHLTS 
AAYTFFSSAHRLCSRI\DLRLSHKTS 
LNKFKKIVI1PGIFCDQNG1QPEINSG 
RKMRRVSNVWKLNNIL 


4783 


10280 


5086 


279 


TMDSNNTV\DQLDL\TO1YRTLHLTS 
AAYTFFSSAHRLCSRIVDLRLSHKTS 


WO 01/79449 PCT/US01/08656 
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NO: of 
nucleo-tide 
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SEQ ID 
NO: of 
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Me 
tho 
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for peptide 
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codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LNKFKKIVIIPGIFCDQNGIQPE1NSG 
RKMRRVSNVWKLNNIL 

4784 

10281 

A 

5087 

1 

1915 

MAILPLLLCLLPLAPASSPPQSATPS 

PCPRRCRCQTQSLPLSVLCPGAGLL 

FVPPSUDRRAAELRLADNFIASVRR 

RDLANMTGLLHLSLSRNTIRHVAA 

GAFADLRALRALHLDGNRLTSLGE 

GQLRGLVNLRHL1LSNNQLAALAA 

GALDDCAETLEDLDLSYNNLEQLP 

WEALGRLGXNVNTLGLDHNLLASV 

PAGAFSP\LHKLARLDMTSNRLTTIP 

PDPLFSRLPLLARPRGSPASALVLAF 

GGNPLHCNCELVWLRRLAREDDLE 

ACASPPALGGRYFWAVGEEEFVCE 

PPVVTHRSPPLAVPAGRPAALRCRA 

VGDPEPRVRWVSPQGRLLGNSSRA 

RAFPNGTLELLVTEPGDGGIFTCIAA 

NAAGEATAAVELTVGPPPPPQLANS 

TSCDPP/PGRGLPDALTPPSAASASA 

KVADTGPPTDRGVQVYTEHGATAA 

LVQWPDQRPIPGIRMYQIQYVNSSA 

DDILVYRMIPAESRSFLLTDLASGRT 

YDLCVLAVYEDSATGLTATRPVGC 

ARFSTEP\SLRPCGAPHAPFLGGTMII 

ALGGVIVASVLVFIFVLLMRYKVHG 

GQPPGKAKIPAPVSSVCSQTN\GAL 

GPTPTPAPPAPEPAALRAHTWQLD 

CRALGARPRTCGTLARRPPL 

4785 

10282 

A 

A 

5088 

1387 

1567 

GKNLLPLFFFFFFFETVSQSVAQAG 

VQWRHLGSPKPLPP\GSSDSPASVSQ 

AAETTGTCHH 

4786 

10283 

A 

5089 

96 

408 

SPRKRKTRHSTNPPLECHVGWVMD 

SRDHGPGTSSVSTSNASPSEGAPLA 

GRYGCTPH\SFPKFQNPSHELLKEN 

GFTQQVYHKYRRRCLSERKRLGIG 

QSQEMNT 

4787 

10284 

A 

5090 

390 

665 

PLNIHYCFLGGKYLVFGFSVAANKT 
SGAP\GNSPVSAIRAFGDAHPDLVT\ 
PGTFMPYCSMAHAQLCFHGHRDAV 
KFFVAVPGQVISPQSSSS 

4/55 

10285 

A 

5091 

185 

386 

WEASKKKPRGAQISNAITTYKYLPK 
VGVNKNYQTEALYKPIQTGKIGHPV 
FFQKPPLLGDGQNYDTPP 

4789 

10286 

A 

5093 

3 

330 

GTGLKARKSASSLPETFPTRTRHGE 
AALPLSPTWKMTGPVGNPMIPRQR 
SMSLLTAVSGQPHFQDSALSQASSS 
PDLL/LHLSPR\SCPGRVQETLKATD 
RPPRCPAGCG 

4790 

10287 

A 

5094 

2 

349 

PRVRKSPGPNGFTANFYQTFKELISI 

LLKLFSSSSSLKKGENPPNSFYGAIIP 

R1PNPNMDLPSSSPT/RPVSGRNMEA 

KIFTKFLAGHFKQSFGREIHHDQREF 

IPGIQGGFNIGN 

4791 

10288 

A 

5095 

2 

353 

PRVRKSPGPNGFTANFYQTFKELISI 
LLKLFSSSSSLASSSSSSSSSSSSSSSS 
SSPPNMDLPSSSPT/RPVSGRNIEAKI 
FTKFLPGHFQQSFGRVTHLDQRELI 
LGNQGGSTICKS 


WO 01/79449 


PCT7US0 1/08656 


SEQID 
NO: of 
nucleotide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SET} ID NO: 

inUSSN 

09/770,160 

Nucleotide 
location or 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

4792 

10289 

A 

5096 

1 

262 

RGRAGGEPLPATTGAAPPPGRRLH/ 
RQLPDRRGLASMPREEKASLNEPG 
GPGRGRRRGSVQLHGEGGPRGGEE 
GTGREEWNEKAEFTL 

4793 

10290 

A 

5097 

116 

177 

LGEHGVYSGVGTGGRLSS*KKGKP 
WFK*KKLKGGPIPI*RDPRGFSRFSV 

4794 

10291 

C 

5098 

231 

347 

MGLGPHLKFFYLKHGLPFFKELNPL 
KVKIWPRNPWIKKI* 

4795 

10292 

A 

5099 

518 

931 

ATRHSMLSCIIYTYIYIKHTHTHVFI 

YIYTYTYIHTHIYTYTYICIHTH1HIYI 

YIYIHTHFFFFFFFFETESRSVTQAGV 

QWHDLGSLQAASWGHA/DSPASTS 

QAAGTTGAHHHAQ/LIFFFFVFLVET 

GPHRASQDS 

4796 

10293 

A 

5100 

2 

1109 

DAEMLVMAPRTVLLLLSAALALTE 

TWAGSHSMRYFDTAMSRPG RGEPR 

FISVGYVDDTQFVRFDSDAASPREE 

PRAPWIEQEGPEYWDRNTQIFKTNT 

QTDRESLRNLRGYYNQSEAGSHTL 

QSMYGCDVGPDGRLLRGHNQYAY 

DGKDYIALNEDLRSWTAADTAAQI 

TQRKWEAARVAEQDRAYLEGTCV 

EWLRRYLENGKDTLERADPPKTHV 

THHPISDHEATLRCWALGFYPAEIT 

LTWQRDGEDQTQDTELVETRPAGD 

RTFQKWAAVVVPSGEEQRYTCHVQ 

HEGLPKPLTLRWEPSSQSTVPIVGIV 

AGLAVLWTVAVVAWAAVMCRR 

KSSGGKGGSYSQAASSDSAQGSDV 

SLTA*KA 

4797 

10294 

A 

5101 

3 

1145 

SDSPQTPRMRVMAPRTLILLLSGAL 

ALTETWACSHSMRYFYTAVSRPGR 

GEPRFIAVGYVDDTQFVRFDSDAAS 

PRGEPRAP\WVEQEGPEYWDRETQ 

K YKRQA QTDRVSLRNLRG YYNQSE 

AGSHTLQWMYGCDLGPDGRLLRG 

YDQSAYDGKDYIALNEHLRSCTAA 

DTAAQITQRKWEAARAAEQQRAYL 

EGTCVEWLRRYLENGKETLQRAEH 

PKTHVTHHLVSDHEATLRCWALGF 

YPAEITLTWQRDGEDQTQDTELVET 

RPAGDGTFQKWAAVVVPSGEEQRY 

TCHVQHEGLPEPLTLRWEPSSQPTIP 

IVGIVSGPAVLAVLAVLAVLAVLGA 

VVAAVIHRRKSSGGKGGSCSQAAS 

SNSAQGSDESLIACKA 

4798 

10295 

A 

5102 

3 

242 

GFWAPRVCKDIDKWHLSEPEALWF 
GEGGSPGGCRWXGGWLCQGKNRA 
AGGVGAEGACLGLLSATGLLWMT 
GLQEPREPQV 

4799 

10296 

A 

5103 

1 

138 

FPLIPKPGKDPFN/ENFRPIFLMAKN 
AKILKKILANLIFQPLKKIL 

4800 

10297 

A 

5104 

59 

337 

IPYPALPFTSVEAPNSHVKAVMKTS 
VLLSWEIPENYNSAMPFKILYDDGK 
MVEEVDGRATQKLIVIL\NPEKSYSF 
ELTYRGNCAGGLELMVT 

4801 

10298 

A 

5105 

54 

226 

TKAETENLNRPVT/EIKSVI/NSLPTK 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEiyiD NO: 

in USSN 

An/Tin i /» a 

09/7711,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







KSPGLDGFIAKFFQTYKREIIPTLLK 
LLQKLKW 

4802 

10299 

A 

5106 

2 

265 

ETVKLLEENI/GQKLFD1GLGSDFLDI 
TPKAQETKINKWDFIKLKSFCTVKE 
TIKMKRQSVEWEKILVSHVSDKWFI ■ 
SKIQGIYITQYQ 

4803 

10300 

A 

5107 

1 

296 

GREKEEGESGEDWGRV\GREKEGG 

EGREEEGEGGREEEGEGGRKEEGE 

GGREEEGEGGREEEGEGGREEEGE/ 

GREEEGEGGRQEEGEGGRRREGRG 

GRS 

4804 

10301 

A 

5108 

1 

253 


4805 

10302 

A 

5109 

190 

472 


4806 

10303 

A 

5110 

1 

314 

HNVVPHVFMLQKEITKKNSTFRVHI ; 

KAVFYN/HDIYCMPPLLNYRKTFDV 

IVIDPPWQSKSVKRSNRYSYLSPLQI 

KQIPIPKLAAPNCLLVTWLTNTQKH 

LRFIK 

4807 

10304 

A 

5111 

3 

362 

FFFFFETESLSVPQAGVQ*HDLSSLQ 1 

PP/PPGFTPFSCLSLPSSWDYRCPPPR 

PA/NIFFVFLVETGFHHVSQDGLDLL 

T/S/GDPPASASQSAGITGVSHRARPP 

PPQFFIQLPLYNEHTLEGR 

4808 

10305 

A 

5112 

3 

385 

FFFETESRSVAQAGGQWHDLSSLQ 

APTPGFTPFSCLSLPSSWDYRCPPPC 

PANFFVFLVETGFHHVSRDGLDFLT 

S\DPPTSASQSVGITGVSHCARARPF 

FKKKKKKKTSILSSSSLFSHKQRSFG 

F 

4809 

10306 

A 

5113 

1 

390 

SKAVKV/YRLITRNSYEREMFDKAS 
LKLGLDKAVLQSMSGRDGNITGIQ . 
QFSKKEIEDVLRKGAYAAIMEEDDE 
GSKFCEEDIDQILLRRTTTITIESEGK 
GSTFAKASFVASGNRTDISLDDPNF 
WQKWA [ 

4810 

10307 

A 

5114 

2 

214 

GRVDIERAIILVQTGQQALEPAWRL " 

RRAPYPCHTSDLFLNNVGFFFPLIM 

MLTWMVSVASMVRPLVSQQE 

48)1 

10308 

A 

5115 

30 

379 

KRSVNSPGRALSELCVSTELGFLRC 
VSVVCSLSQEYFLFTTLLYFGL/LPF " 
ACLLSSSPVFFVFRCSVPLFFCFLFC 
VSLCLPFLGFFHVLFFHRLLPIVFSF ,. 
MEGFYWAWCLVFFCL 

4812 

10309 

A 

5116 

1 

304 

GTRETVGLGDTNLAHQCSRLTMVN 

NDNHSEAYNNLAVLEMRKGHVQQ 

ARALLQTASALSPHMYETVDFNFATI 

CDMTGYLHRSYVDAQKSEAALSEH 

VDTQH 

4813 

10310 

A 

5117 

119 

264 


4814 

10311 

A 

5118 

720 

2798 

VYWPHSFLGCPSNYPLYLGAETRQ 

GGRARPPFLPLSFPPRFPRPNSPFQN 

VLETQRISYSFPLLADTSNTRATSGH 

AQQPAPILPLREVAGAEDIIRVHVPF 

SLSDLSQIAKRLGSFSSDPDTYIKEF 

KYLTQSYELTWHDLYIILSSTLLPEK 

KERVWLAAQAHANDLHRQDPTKPI 

GAAAVPLEEPPWKYQPTDPGRASR 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


PCT/US01/08656 


SEQID NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


NHMITCLIAGLNKAAHKAVNFEKL 

KEISQRADENPAEFLSRFTEALQKY 

TRVDFTSREETIVLNNHFISQSAPNI 

QHKLKKAEDGPQTPQQDLLNLTFK 

VFNNREEQIKLDKAQRDCAKYQLL 

AVAIHQPSHSTQGHKKPNGSNPPGP 

CFKCSKEVTYLGVQLSPGAQAMTP 

AQATLINSLPLPSSKNEILSFLRLEGF 

FRIWIPNFALLAQPLYEAAKGPLNE 

PLSPIHNILPSFCKLQTALITAPALSL 

PDLSQPFVLYTTKNQGIALGVLGQQ 

KGNPPSFDPVAYLCKQLDNTVKGQ 

PTCLKASSAVAVLPLESKKLTFGQS 

TTIHSPHNLQDLLSSWALSSLSPSQI 

QSLYALFIKNPEFSLAKSAPLNLASL 

LPISSSPPTHSCTDILDHLQPQFPNISS 

KPLTNPDDQLFIDDSSSRAPGSPKIV 

GYAVVTLNHVIEAKPLPPETSSQKA 

EL\ALTRALTLSKDKQHWLISEPVQ 

RPPPSSVHST 


481S 


10312 


5119 


697 


HGRLLLLLLLLLLPCCEKTTEGEAM 

KEITAGLPVKVVWDVLRQASKACV 

VKREFKKAEQLIKHAVYLARDHFG 

SKHPKYSDTLLDYGFYLLNVDNICQ 

S VAI YQAALDIRQS VFGGKNIHVAT 

AHEDLAYSSYVHQYSSGKFDNALF 

HAERAIGHTHILPEDHLLLAASSKRV 

KALILEEIAIDCHNKETEQRLLQEAH 

\DVHLSSLHLASKSYGDLAWVLVH 

MSLLKSY 


4816 


10313 


5120 


277 


EEEAAPPPGRERARGKGGDRPRGG 
NPEHQCGGTPRAEGSSTA/A/PPTCT 
SSSRTPASTVGPEPCGAGSAATAPG 
PELSGQNQMGRGPPVEDTE 


4817 


10314 


5121 


337 


GTSSCVREVVQAMGKKKVLVKVH 
LKDKFVIDVDKNISISDVTPSSLWL 
RNDSYTLHKILPNKVHSLVSLMMV 
NTVPY/STNETIVSLDGPMVTILFSD 
KLSFTAPQLYIFTG 


4818 


10315 


5122 


302 


ARGLPFFTRNDFSVWTIA/RNKCVG 
LELSKITMPIAFIQPLIFLHRITEYME 
HVYLIHRAFCQPQPLERMQVGLKG 
ARQEFVMKVMPLACLATQSWGPR 
HL 


4819 


10316 


5123 


346 


HENWKKLLPCSSKAGLSVLLKADR 

LFHTSYHSQAVHIRPVCRNARCTSIS 

WELRQTLSVVFDAFITGQGKKDWS 

LF/RMFSRTLTEPCPLASESRVYVDI 

TTYNQDNETLEVHPPP 


4820 


10317 


5124 


213 


425 


QNSQGKLFSSGCLPFCGSNTKGIILK 
YIQNH/KKPQ1AKATLSKKNKAGS1T 
LPDFKIYYKALKPKITWYWH 


4821 


4822 


10318 


10319 


5125 


5126 


356 


238 


GTSTRIIFYRDGVSEGQRQQGLHHE 
MLAEREACIKLQKDYQPGITFIWH 
NIHHTRLLCSDKNHPLGKRGNSPTG 
SNCGTKITHPTEFDFYLRRHAGIQG 

TSRPSYYHVLWD\DNRFFS 

HMHSHHMHSHTPHA/HHTHHMHS 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ1D NO: 
inUSSN 
09/770,160 


PCT/US01/08656 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possibIe 
nucleotide insertion) 


HHMHSHTHHMHSHHMHSHAPHAL 
TPHACTHTHHMHSHHMHSHHMHA 
LTPHACTHTPH 


4823 


10320 


5127 


180 


405 


IWGEQDTFHSMAKWIIHLNVNHKT 
VKLLDDNIG/IKRGDLG/VDNEFLGT 
TPKAQSMEETIDKLDFIKMKNFCSV 
KDG 


4824 


10321 


5128 


61 


85 


PS*N YPP* KGITFGPLNKK 


4825 


10322 


5129 


2004 


RRRRRPASPPAGLALAPRSPSASPEP 

REGETLSPSMQREEGFNTKMADGP 

DEYDTEAGCVPLLHPEEIKPQSHYN 

HGYGEPLGRKTHIDDYSTWDIVKA 

TQYGIYERCRELVEAGYDVRQPDK 

ENVTLLHWAAINNRIDLVKYYISKG 

AIVDQLGGDLNSTPLHWATRQGHL 

SMVVQLMKYGADPSLIDGEGCSCI 

HLAAQFGHTSIVAYLIAKGQDVDM 

MDQNGMTPLMWAAYRTHSVDPTR 

LLLTFNVSVNLGDKYHKNTALHWA 

VLAGNTVTVISLLLEAGANVDAQNI 

KGESAPDLAKQRKIVWIINHLQEAR 

PAKGYDNPSLPRKLKADKEFRQKV 

MLGTPFLVIWLVGFIADLNIDSWLI 

KGLMYGGVWATVQFLSKSFFDHS 

MHSALPLG1YLATKFWMYVTWFF 

WFWNDLNFLFIHLPFLANSVALFYN 

FGKSWKSDPGIIKATEEQKKKT1VE 

LAETGSLDLSIFCSTCLIRKPVRSKH 

CGVCNRCIAKFDHHCPWVGNCVG 

AGNHRYFMGYLFFLLFMICWMIYG 

CISYWGLHCETTYTKDGFWTYITQI 

ATCSPWMFWMFLNSVFHFMWVAV 

LLMCQMYQISCLGITTNERMNARR 

YKHFKVTTTSIESPFNHGCVRNIIDF 

FEFRCCGLFRPVIVDWTRQYTIEYD 

QISGSGYQLV 


4826 


10323 


5130 


144 


HEKYHKNXTALHWAVLAGNTTVIS 
LLLEAGANVDAQNIKAILRCHMAL 


4827 


10324 


5131 


148 


325 


RQGKECKIHCKKKLSPGIRSYPVEN/ 
FA^DTMYDYLQPAYYKLNDLTNAD 
PCAVRYLLFDQN 


4828 


10325 


5132 


175 


405 


NILNSQFSTFLNDYVEFFVVFKIFNFI 
IIIIF*DRVSICCPGWSIMVQSWLTAA 
LTFGRR* SSNLSLPSS WDYRRVP 


4829 


10326 


5133 


14 


26 


YSPHEVGWKGRNREKMFCSEINVV 
FPDSVCQEMGFHHVAPAGLELMSS 
SDSPASASQSAGITSVSHHSCLYTSK 
GVE*FTGIIFSS 


4830 


10327 


5134 


177 


454 


PLLERAKIGPRPEKPMETRQG WGPF 
SPKVPGQKKFWG*LAPIPSPGMHPN 
PILGPMV*EGGP*PPGILGPP*PYGKP 
LF*RKRGSNGGPYLQ 


4831 


10328 


5135 


92 


NAWRTATEEWWTEDWNEDCSEP* 
HFTYV1 


4832 


10329 


5136 


442 


PLIMNS1KSFSDHAQCGR\EFDRQED 

DIHLVTLCVTELNDREENENHFPVI 

YGIAVNIKTAEIYRASFQDRGPEEQL 


WO 01/79449 PCT/U SO 1/(18656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SBQiD NO: 

in USSN 
09m0,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequWe ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







RAARTLAGGPMISIYDAETEQLRING 
PYSWTPFPHVDFWNLHQDDKQIFEN 
LSTSPLAEPPHFVEHIRSYLD 

4833 

10330 

A 

5137 

177 

566 

EPFWSLSYLSLRRGGRNVRLCRLSA 

LVFCQFKAMLLTLTAGNNKTAEIY 

RASFQDRGPEEQLRAARTLAGGPM1 

SIYDAKTEQLRIGPYSWTPFPHVDF 

WLHQNDKQILKGRVYRLGKS*ISAP 

WFPHL 

4834 

10331 

A 

5138 

1 

981 

PLLVEGR*VRLPQSAGDLVRAHPPL 

EERARLLRGQSVQQVGPQGLLYVQ 

QRELAVTSPKDGSISILGSDDATTCH 

1VVLRHTGNGATCLTHCDGTDTKA 

EVPLIMNSIKSFSDHAQCGRLEVHL 

VGGFSD\DRQLSQKST\HHFL1EFDR 

QEDDIHLVTLCVTELNDREENEN\H 

FPVIYGI/AVILLSLTAVNIKTAEIYRX 

ASFQRSGVREEQA/LRAARKL*AGG 

PMIS\IYDAETETTS**DPYFLGHPFP 

HVGF\WL\HQD\DKQILDESFHFRPL 

AE\PPHF\VEHIRSTLMVF*KNTPSPA 

VNTLFPGNKALLYKKNEDGLWEKIS 

SPGS 

4835 

10332 

A 

5139 

1 

405 

AYVTVCNQCGRESKLLSKFYELEL 

NIQGHKQLTDCISEFLKEEKL*GDN 

RYFCENCQSKQNATRKIRLLSLPCT 

LNLQLMRFVFDRQTGHTKKLNTYI 

GFSEILDMEPYVEHKVW*PTSLNSM 

LSLKLGGMCMLT 

4836 

10333 

A 

5142 

2 

204 

ETGFCHVVQAGLKLLGSSDLPASAP 

QSAGITGMCHCAQPTKVSVASKVF 

KGSHKD*ILT*GYANKGA 

4837 

10334 

A 

5143 

1 

360 

QQLTVLVAHLGVTLMDQRGYHWL 
LKSLMTQYQGLLYENP*ITLEIVNTL 
NPGTLLPNESVPGSALHCRVDVVHE 
MLSIQRDLTDHTLRDSDIEYFIDRSG 
FILGGDPLSGVCSSDFGLST 

4838 

10335 

A 

5144 

36 

380 

FVALMGHKMSHNKFKIEIIRSMFSN 

HNRSQ*SK*IKEIYKCGN*HTSK**M 

H*GKKSLAKLENNEMhfENESTT*Q 

NLWDAAKTALNEQFML*MPILKKG 

♦MSQINKPTFHLKTIK 

4839 

10336 

A 

5145 

1 

362 

ELNLPAPELPRKRTENLFLQLAEYV 

AHSLNVTS*YVCEGTTMGD*WPWE 

TQELEPTDPVPDIIPVQKAQTSNFW 

VLKTSINGQYCIPRKGKDFTIPVGRL 

N*LGQKLYKSITGTQGQSPG 

4840 

10337 

A 

5146 

2 

428 

MFLLVVINLHILFVF*FKLFSWS*AIF 

L*FLF*FMSESENIYYAEIGIIITIVVT 

LKSLIIATYCINPSSHCYKVYLVLSY 

LYCIIVNFDIYFLLLCVPFCYFSLIISL 

SPLFLLIYMIFLYIHFILLLFVIFYTFIP 

FSFY 

4841 

10338 

A 

5147 

3 

361 

TLFQL*DLRKQRLEDLSTLIPRIYPG 
WKCRTHFLLMKKSQI VI AG WYRRY 
AQHKRNQPTKSTVLVLQSY1RGRK 
ARKILRELKHQKRCTEAVTTIAAY 


WO 01/79449 PCT7US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

,1 
U 

SElJUD NO: 

inUSSN 

Uy/7 /Ujlotf 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







WHGTHALTETERLKEEARRKH 

4842 

10339 

A 

5148 

1 

424 

VHLTADDKVIIAGLWSIVNAQDAV 

GETLGRLQGVYPWIQRFFGSFGNLS 

SASA1VVNPKVTAHGKNVLTSLVD 

AITHLVDLMGTFAQLRELH*DKLYE 

DPENLHTLGHVLVTVLVIHFGT*FT 

AEVQASWLMMDTERANAL 

4843 

10340 

A 

5149 

24 

452 

APSPDAMG/HSLWGKVNVEDAGGE 

TLGRLLVVYPWTQRFFDSFGNLSSA 

SAIMGNPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVD 

PENFKLLGNVLVTVLAIHFGKEFTP 

EVQASWQKMVTGVASALSSRYH 

4844 

10341 

A 

5150 

38 

501 

APSPDA\MGHFTEEDKATI\TSLWGK 

WNVEVDAGGETLGRLLVVYPWTQR 

FFD\SFGNLSSASAI\MGNP\KVKAH 

GKKVLT\SLGDAIKHLD\DLKG\TFA 

QA*SELH\CDK\LHVDPENFKAPGG 

NVAGDPFLAIPFSAKEFHPLKVARL 

SWAERWVTW 

4845 

10342 

A 

5151 

2 

198 

KVRPPPLKKTFDSVDYRVLSEVDFE 
ERFAELPEFRPEDDLSSFS*PFLSPPP 
CMSTALAHGDFSL 

4846 

10343 

A 

5152 

1 

119 

D1MTGPHDEVAAKNIQLTNEIQTLE 
TE*HEATKEFQVLS 

4847 

10344 

A 

5153 

3 

83 

RMVLRLMPLSTDEALCFHAMFQPF 
LDMIHEAQQAMDIHFHSPDFQHPPT 
EFIREGDDDRTVLREMHHI*TG* LR 
VKWRCEEWR*I 

4848 

10345 

A 

5154 

2 

370 

GAARLDERTKEGSDDEDSG*GARA 

ELEGNKEGESEGQYKAKGERSAWS 

KLRTEIRQKAEESIDGIKVDDPS*IS 

MKATYTTMKIS*RQIRKIRQREKKN 

TAKGEGQERQNKNLSHKRHDISC 

4849 

10346 

A 

5155 

106 

344 

RPCQQMQINVIHPINRMDKKHVIIPI 
DTSDKI*HPFMIQTLNTLCI**MYLSI 
IKAIYDPYTADIILTG*TFNAFFSTI 

4850 

10347 

A 

5156 

198 

474 


4851 

10348 

A 

5157 

1 

131 

PQEVPQSFGPPGDKAGC*GAGKMS 
PRERGGFLKCAEGGHPAPA 

4852 

10349 

A 

5158 

104 

440 

FSKIYHFLLCCCFVLSKNCP1LLHFL 
KIYLLALGNINISYFYSYHSKTLATG 
LKLTDDSQHISHGTSGSRFKCLLLS 
KA VLMSSLPA VYS* LLKLLDVREVS 
NMVHDTLGIL 

4853 

10350 

A 

5159 

2 

393 

EVWPRGLMGYVTVTEPSAVLVVRG 

VRDRLVITYPHEHHALTSSRLYLLM 

LFVGDPSGSGSNGSPDS*GLLLFRN 

DQAHIDLFVCFSVILSCFFLFLSLCEL 

LWNAKQAMDQRQEQRRHLQEMTK 

MARRPF 

4854 

10351 

A 

5160 

2 

154 

FRDGVSLHCSGWS*TPGLK*SSCLS 
LPKCWDYRHEPPLLFPLWRAIGNIY 

4855 

10352 

A 

5161 

142 

399 

HLLTYSEMFLGGVRYFLQSTLPADL 
SKHAYLYAP*LRLFA*RYTSAFTEW 
THSANKTVCLMPKLYELTYVGIDTL 
ATPVIKRYYCS 


WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEWD NO: 
in USSN 
09^770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeWe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


4856 


10353 


5162 


410 


HEG*PTFSSILHPHPGAWAQLQ*PSQ 

ATTALFTLISVA*QQAGCSPQPGAG 

NTPPPPPNSGTLTPSPACAHWAQC* 

ANKDEFSVPGPQCLWPR*GPSYTAS 

LPQALRARPSQMTRVPQAPPPTGPG 

PVVSPCANTN 


4857 


10354 


5163 


168 


435 


IIAQ*N*FLKNNFQ*TI*K*NKTILFTT 
RSK* *1*QKQQKNLYLEKYKTLLKEI 
KDLNKWKNISCSWIGTLSIDKLVTL 
SKLNYRVNVI 


4858 


10355 


5164 


427 


QIFRYLIMEKEQEHTYRGFKTVNR 

WTDAYDYAQHYSEASVASKDVSV 

W*FHDYLGMSRHPDVLQA*QETLQ 

RHGAGSGGSRNLSGTRNCHVELEH 

ELADLHLKDSSLIFSFCFIANDCTLF 

TLAKILPGREIHSPACQHAFM 


4859 


10356 


5165 


11 


1232 


4860 


10357 


MAGAATGSRTPGRSELVEGCGWRC 

PEHGDRVAELFCRRCRRCVCALCP 

VLGAHRGHPVGLALEAAVHVQKLS 

QECLKQLAIKKQQHIDNITQIEDATE 

KLKANAESSKTWLKGKFTELRLLL 

DEEEALAKKF1DKNTQLTLQVYREQ 

ADSCREQLDIMNDLSNRVWSISQEP 

DPVQRLQAYTATEQEMQQQMSLG 

ELCHPVPLSFEPVKSFFKGLVEAVES 

TLQTPLDIRLKESINCQLSDPSSTKP 

GTLLKTSPSPERSLLLKYARTPTLDP 

DTMHARLR\MSADRLTVRCGLLGS\ 

LGPVPVLRFDALWQVLARDCFATG 

RHY\WEVDVQEAGAGWWVGAAY 

ASLRRRGASAAARLGCNRQSWCLK 

RYDLEYWAFHDGQRSACGPATTST 

GSASSWTTRPASSPSTT 


5166 


115 


447 


MSSWARLCESPVVWYF*HVLFVCL 
HKLRALISQQFLTGINCQLSDPSSTK 
PGTLLKTSPSPERSLLLKCKTPGSGD 
RVETVEMVGCWVEEDHGNGGPSFF 
LIRIYLFIYLF 


4861 


10358 


5167 


423 


ADMKAHHLLHSGGMGFSCECSTGF 

VKHS*L1EHIRTHTGEKPFQCPKCDK 

SFRLKAQLLSHHGLLTGDRPFHCPE 

CDKNLRERGHMLRHQRIHRPERPF 

ACGYCGKGFIYKSKLAEHIRVHTKS 

CPAANELDIKKMLHPLV 


4862 


10359 


5168 


481 


908 


EGSQWEAQKALAIQPVPCGAVRVP 

WTTSISSPASIPKQSVGKGCDCLR*L 

GDFAPARGEEACECHTEPFRNSRGV 

GGAWARPGYLVLSLLSLQCPDSAC 

NQDLLAYLQR1ALYCHQLNICSKVK 

AEVQNLGGELVVSGVSIS 


4863 


10360 


5169 


2799 


EMTAVHAGN1NFKWDPKSLEIRTLA 

VERLLEPLVTQVTTLVNTNSKGPSN 

KKRGRSKKAHVLAASVEQATENFL 

EKGDKIAKESQFLKEELVVAVEDV 

RKQGDLMKAAAGEFADDPCSSVKR 

GNMVRAAPALLSAVTRLLILADMA 

DVYKLLVQLKVVEDGILKLRNAGN 

EQDLGNQYKALKPEVDKLNIMAAK 


WO 01/79449 


SEQID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


'D NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


iq^^c^f 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 


RQQELKDVGHRDQMAAARGILQSN 

VPILYTASQACLQHPDVAAYKANR 

DLIYKQLQQAVTGISNAAQATASD 

DASQHQGGGGGELAYALNNFDKQI 

IVDPLSFSEERFRPSLEERLESIISGA 

ALMADSSCTRDDRRERIVAECNAV 

RQACRTCVSEYMGNAGRKERSDAL 

NSAIDKMTKKTRDLRRQLRKAVMD 

HVSDSFLETNVPLLVLIEAAKNGNE 

KEVKEYAQVFREHANKLIEVANLA 

CSISNNEEGVKLVRMSASQLEAGCP 

QVINAATWALAPKPQSKLAQENMD 

LFKEQWEKQVRVLTDAVDDITSIDD 

FLAVSENHILEDVNKCVIALQEKDV 

DGLDRTAGAIRGRAARVIHVVTSE 

MDNYEPGVYTEKVLEATKLLSNTV 

MPRFTEQVEAAVEALSSDPAQPMD 

ENEFIDASRLVYDGIRDIRKAVLMIR 

TPEELDDSDFETEDFDVRSETSVQT 

EDDQLIAGQSARAIMAQLPQEQKA 

KIREQVASFQEEKSKLDAEVSKWD 

DSGNDI1VLAKQ\MCMIMMEMTDFT 

RGKGPLKNTSDVISAAKKIAEAGSR 

MDKLGRTIADHCPDSACKQGLV\A 

YLQGIALYCHQLNICSKVKAEVQNL 

GGELWSGNCDTCGALQGLKGWPP 

PLCLATHWVDSAMSLIQAAKNLMN 

AVVQTVKASYVASTKYQKSQGMA 

SLNLPAVSMKMKAPEKKPLVKREK 

QDETQTKIKRASQKKHVNPVQALS 

EFKAMDSI 


4864 


10361 


5170 


25 


458 


4865 


10362 


5171 


764 


GPLCIALALQEFGTRRRWACRSLSS 

SGRRSLFRRMGSVKAVKNKAYFKR 

YQVKFRRR\RKGKTDYYAR*RLVIQ 

DKNKYNTPRYRMIV\RVTNRDIICQI 

AYARIEGDMIVCATYAH*LPKYGV 

KVGLTNYAAAYCTGLLLARRLLNR 

F\GMDKIYEGQVEVTGDEYNVESID 

GQPGAFTCYLDAGLARTTTGNKVF 

GALKGAVDGGLSIPRSTKRFPGYDS 

ESKEFNAEVHRKHIMGQNVADYM 

RYLMQEDEDAS 


4866 


10363 


5172 


400 


PLASFDTGDVECALCMRLFYEPDTT 

PCGHTLCLRCL*RCLYHNAKCPLCK 

DGLSQ* * ASIKYS YNVI VEELIAKFL 

PEELKEREKLYE*EMEELYNLNNNV 

PILMCTMAYANVTCPLHMFEPCYR 

LMIRIW 


4867 


10364 


5173 


400 


SLPLASFNTCNVECALCMRLFYEPV 

TTPCGHTFCLKCLERCLDHNAKCPL 

CKDGLSQCLASRKYIKNVIMEELIA 

KFLPE*LNERMKLYEYEMEELSNLN 

NNVPIFVCTMAYPTDPCPLHIFEPCY 

RLM1RIC 


4868 


10365 


5174 


216 


AGRTGRPEERAPESKSGSGSESEPSS 
RGGSLRRGGEACGTSDGGPSPF*GS 
SWSFTLLSYLGYYSYLLSTV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nuiiGo-iiuc 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 

0 

NO: 

in USSN 

no/77n iAn 
uy/ / /u»iou 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!c nucleotide deletion; ^possible 
nucleotide insertion) 

4869 

10366 

A 

5175 

301 

446 

SYFSYIILIIRGNESEGGFFEN*YFCL 
LINGGSWSGEPPRRNSHTFNC 

4870 

10367 

A 

5176 

155 

404 

AAVPSRILKQYSHPNIVRLIGVCTQK 
QPIY1VMELVQGERGALSSR*GAQP 
GQVAALPQEAQQGSSPPAGGDFLTF 
LRTEGAR 

4871 

10368 

A 

5177 

172 

443 

TGMIRGPWTKVGPGAIEKPPVGDK 
VPNGCPKSLGNRQPCF*VLEVNEPY 
VPKKFKAEPFPFHANICPLSEKERQF 
RKQTALVDL* KPKPR 

4872 

10369 

A 

5178 

3 

428 

PDQTLLCCCAEMG SHCVAQAGLEL 
LGLSDLPILASQSAAITGVGHHACP 
VLGS* RPSQMLCPFP W WLLLSATFY 
LA VPHLLPCLLFQPHS LRCSRSSSSA 
NLPVVFSPGAGCLSLLSCMECSSFP 
AKVLVIPFPSERPPCS 

4873 

10370 

A 

5179 

2 

432 

NIVSQNNDLPQTVIWMGDC1ISLETR 

IQMQCDWNTSDFCVTPHS*NETEH 

HWEIKCHLVGREENLTLDIVKVKE 

QVFEASQAHLTLLPGTDIFSEAANG 

LSAINSLKWIKTTGNSTLVNFVLI1IC 

LFLAAAFSPEAASASVD 

4874 

10371 

A 

5180 

163 

585 

VEVRAHPKKRQRKKKEKKKSDRYS 

SSSSSSSDSSSSSSDSEDEDKK\KENR 

RKKKKNRSHKSSESSMSETESDSKD 

SLKKKKKSKDGTEKEKDIKGLSKK 

RKMYSEDKPLSSESLSESEY1EEVQA 

KKKKSSEEREKATEK 

4875 

10372 

A 

5181 

18 

566 

AEQSGEAARGPVAGPLRPSLWPGFP 

RRATVCSVQHHGEAGQSGWPYMN 

PNSNGEIKGSQSQSSGPTIQDYLNRP 

RPTWEEVKEQLEKKKKGSKALAEF 

EEKNE*ELEERTGKTQGEIVKWK*E 

LIQKKDRERKKKRRNLVGSSSDSED 

EDKKQGKRRKKKKNRSHKSSESSM 

SETESDSKDSL 

4876 

10373 

A 

5182 

27 

382 

SVILSFFFFFFYIAWATVRLCLKQTN 

ENNDKRDLTSLKWRK*TLNLHPSI 

KAMIIRLYFEQLYDNRLANLDEMDI 

FLATQKLPKLAQEEVKNFSRCVTM 

DYVNNQNL*TNKGPEPDD 

4877 

10374 

A 

5183 

2 

342 

GRSCDPKSVGQTLCVALLSVPLPGD 
PGQRKLPSQNSEEEL* SQKCGPNPM 
CCSFPVPLAGGPGHSRRSTQSRTR*L 
KPQLPGWRTEKGAPEE1GKMMLQV 
IDERPGSALSCRC 

4878 

10375 

A 

5184 

2 

147 

AETGFHHASQDGLDLLTS* STRLGL 
PKCWDYRREPQRPADTWFLKSTT 

4879 

10376 

A 

5185 

8780 

9035 

LALQVHTMTPSKFFFIFLVETGFHH 
VSQDGLDLLTF*STRLGLPKCWDYR 
SEPPRPAYFYIFLRRSLSLSPRAGVA 
VSRDHATAL 

4880 

10377 

A 

5186 

75 

355 

SNKNPSISCPRTWGECVCQATSRST 
WFLYPMPSYAPIKPTPGDVPGTAPS 
GRPDSTPS* *HRLQGTLPKPAPPLLG 
VFPKPLLAPLFPEGPGP 

4881 

10378 

A 

5187 

262 

354 

VWSPPPLTWCLVCQCRYY*PGLLM 


WO 01/79449 PCT/USO 1/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SEQID NO: 
inUSSN 
09/770 M>0 

Nucleotide 
location of 

ft ret f*r\f\ c\ n 
III ol lull U II 

for peptide 
sequence 

Nucleotide 
location of last 

lUUUIl IUI Idol 

amino acid of 

peptide 

sequence 

Amino acid sequWe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 

iiucicuiiul iiidCr lion I 







MCFILPT 

4882 

10379 

A 

5188 

1 

104 

ESETLPGGVAHACNPITLGG*GGRIT 
RSGV*DQP 

4883 

10380 

A 

5189 

1 

144 

RDKVFALSHRLECSGAIIAHYNLQL 
LG *NNHRVSDSPVAGMAG VCHHT 

4884 

10381 

A 

5190 

99 

241 

CFPGAWVRLQLTQASDGPWQCSSS 

QRLHHAPHVVTLYLCCAFSPCSPVK 

LRDFESAVNNFEKALERAKLVHNN 

EAQQAIISALDDANKGIIRELRKTNY 

VENLKEKSEGEASLYEDRIITREKD 

MRRVRDEPEKWKQWDHSEDEKE 

TDEDDEAFGEALQSPASGKQSVEA 

GKARSDLGAVAKGLSGELGTRSGE 

TGRKLLEAGRRESREIYRRPSGELE 

QRLSGEFSRQEPEELKKLSEVGRRE 

PEELGKTQFGEIGETKKTGNEMEKE 

YE*SHR*R*GSSVLVLDGDIAQEHG 

GKDGAEQLSDASLGPGSDYSSHKL 

LMGPGSARVARGSIMHHTLSHSTC 

VVPSPLALQ 

4885 

10382 

A 

5191 

303 

427 

IVLFEKKIFFFFFETGSCSVPKAGVQ 
WCGH SSLQP* PTGLM 

4886- 

10383 

A 

5192 

82 

352 

RVPERVLPRPIPPASCPVSPPASRPL* 
GTPRAAPETRRRPRTARDPRGLRW 
QTQPAAPLLASPGPGVAPVASGAPI 
SRNDFQLCKARMLL 

4887 

10384 

A 

5193 

1 

248 

QKLKKLARHGGACACGHKLLGWL 
RW*DHMSLRGQGCSES*SCRCTPA 
WTTE*DPVYQHKILSL*DFLI*KASS 
NRSSVIYEL 

4888 

10385 

A 

5194 

3 

370 

AQWRVDSDGAPKRIADSATSPKLL 

YVDRVVQEILETERTYVQDLKSIV* 

DYLDCIRDQTKLPLGTEERSALFGNI 

QDIYHFNSELLQDLENCENDPVAIA 

ECFVSKSEEFHIYTQYCTNYPR 

4889 

10386 

A 

5195 

28 

183 

YDRKRPVGKEKIGKLDCMKT*NFC 
ASKNT1KEMKRQRTVWEKIFAHYIS 
ERK 

4890 

10387 

A 

5196 

1 

681 

MHPIGIALSKVPVESKEGDIMSHTG 

GSVPYLDNLNKASVCRGQSCRVFQ 

VKEMVTQVESENNQEEQKQVRLPE 

SRLTPWEVWFIGKEKEERDRLQLK 

ALEFKEDWKLLKRRVTKKSGSVSV 

SISSQG\NLTVCDCCESFLLTKPVSC 

KHLIKSHSCPALAVAS/CQRPEGYW 

SDCGTRSHSDYADEEDSFVSDSSDQ 

VSSRRTVTHSYAPPQSQPHHRHTQT 

GTTATYL 

4891 

10388 

A 

5197 

1 

2862 

MPGPLGLLCFLALGLLGSAGPSGAA 

PPLCAAPCSCDGDRRVDCSGKGLT 

AVPEGLSAFTQALDISMNNITQLPE 

DAFKNFPFLEELQLAGNDLSFIHPK 

ALSGLKELKVLTLQNNQLKTVPSEA 

IRGLSALQSLRLDANHITSVPEDSFE 

GLVQLRHLWLDDNSLTEVPVHPLS 

NLPTLQALTLALNKISSIPDFAFTNL 

SSLVVLHLHNNKIRSLSQHCFDGLD 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucteo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SETJ1D NO: 
in USSN 
09/770,160 

Nucleotide 
location of 

first rrwlnn 

for peptide 
sequence 

Nucleotide 
location of last 

rnHnn fnr* Inst 

amino acid or 

peptide 

sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; ^possible nucleotide deletion; \=possib!e 

niiflpntiftp Sncprti/\n\ 







NLETLDLNYNNLGEFPQAIKALPSL 

KELGFHSNSISVIPDGAFDGNPLLRT 

IHLYDNPLSFVGNSAFHNLSDLHSL 

VIRGASMVQQFPNLTGTVHLESLTL 

TGTKISSIPNNLCQEQKMLRTLDLS 

YNNIRDLPSFNGCHALEEISLQRNQI 

YQIKEGTFQGLISLRILDVSRNLIHEI 

HSRAFATLGPITNLDVSFNELTSFPT 

EGLNGLNQLKLVGNFKLKEALAAK 

DFVNLRSLSVPYAYQCCAFWGCDS 

YANLNTENNSLQDHSVAQEKGTAD 

AANVTSTLENEEHSQIIIHCTPSTGA 

FKPCEYLLGSWMIRLTVWFIFLVAL 

FFNLLVILTTFASCTSLPSSKLF1GLIS 

VSNLFMGIYTGILTFLDAVSWGRFA 

EFG1WWETGSGCKVAGFLAVFSSES 

AIFLLMLATVERSLSAKDIMKNGKS 

NHLKQFRVAALLAFLGATVAGCFP 

LFHRGEYSASPLCLPFPTGETPSLGF 

TVTLV\LLNSLAFLLMAV1YTKLYC 

NLEKEDLSENSQSSMIKHVAWLIFT 

NCIFFCPVAFFSFAPLITAISISPEIMK 

SVTLIFFPLPACLNPVLYVFFNPKFK 

EDWKLLKRRVTKKSGSVSVSISSQG 

GCLEQDFYYDCGMYSHLQGNLTVC 

DCCESXFLLTKPVSCKHLIKSHSCPA 

LAVASCQRPEGYWSDCGTQSAHSD 

YADEE\DSFVSDSSDQ\VQACGR\AC 

FYQ\SRGFP\LVRYAYNLPRVKD 

4892 

10389 

A 

5198 

2 

413 

VDFFFFLRRSLATVAQAGVQWRDL 

GSLQAPPPGFTPFSCLSLPSSWDYRR 

PPPRPANFFVFFFF**RWGFTVLAR 

MISIS*PRDPPTSASQSAGITGVSDRT 

RLDFKKKKKYCGKKDIMYRKVYTS 

LIQLTKKSLIH 

4893 

10390 

A 

5199 

1 

142 

RKMFGNGRARSGV1VLPCGKGYQS 
**GGQAVGSGSASCLPLSLCTFP 

4894 

10391 

A 

5200 

1 

375 

GEATMNPSHEAEVVCDVPTWWPP 

VSTR*MGGRE*RKERAEKGRGKGG 

MEKEGAGERRGKEKNGDSRERGRE 

GKSVTDNST*GAAAGLPQSPCPIQA 

RGVQSPRPQAMSRGEPEYSGIGGW 

GSGEA 

4895 

10392 

A 

5201 

109 

331 

PLYCSPGASYMTLTALGPTQTQVPE 
QRLFVTCILCQEEQEVKVESRAMVL 
AAFVQRSSVLSKNRCKFI*DPGKS 

4896 

10393 

A 

5203 

2 

168 

FFLDSTLKA*AIKAKINKWNDVKLK 
SFFKTKETINKM*QPMVWENIFANH 
LSDKG 

4897 

10394 

A 

5204 

107 

357 

DLRWYSSFLWMCCIPGAKWHPING 
SSCVMMGM1KYDFTGHWIVKHIGL 
AADLDSFYEYLLKSYILFGE*DDL* 
MFNAAYQSIQ 

4898 

10395 

A 

5205 

3 

376 

CQSQVPTDHGGQPPG SHPG WKPGP 
DLPPRFPDPEPSRPGN *GLLGPALCP 
SDLYAFGPQGISVNQGLPQWRPGW 
GHPWRLPEPDS*APAIPQPLAEPVL 
WGWGGQRPRVPQQLPTAERCCSDF j 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^D NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of fast 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu sequlro ( X=Unknown; *=Stop 
codon; Impossible nucleotide deletion; \=possible 
nucleotide insertion) 







S 

4899 

10396 

A 

5206 

1 

262 

QNIFLHLFFCSFTAQKYPMVHLLQK 
SDNSFNQELLKSMVKSIKMNDVYG 
PMSQILETLNKCPHFKRQR*VLLLD 
EY1VLLGRFILFA 

4900 

10397 

A 

5207 

2 

296 

NGTHASYGAFYLEYSLLAEFTLVV 

KHKLPGVYVQPSYRSALMWVGVL 

SMWEGG*RQGLVRSTVGLGGAVLS 

SEDRSWGVGSLLSRASAPRLPLAHL 

RC 

4901 

10398 

A 

5208 

30 

280 

FYYAFKEEIIPVLYSLFQKIETGGILL 
NSALLLIPKST*YRRPYKKGKLNYR 
PKSFVNINVKILNRILANQIQKCIKRI 
TYYS 

4902 

10399 

A 

5209 

1 

277 

NFSSLLIHGRMHTGEKPYECKNCGK 
AFTSAKSLQNHGRTHTG*KPCECKQ 
CGKAFICSSSCQRHEETHSVNMHSV 
ILIPLKHRKRVGKGPLR 

4903 

10400 

A 

5210 

220 

585 

EILVRSLRQDPLRSRRGKRHTGRRW 

DGSGWRATGARE*RRESRGWEME 

AREAGRRKPASERRKGSGRRAGDF 

LEPATRSRSEKEVRTLARNGRP*AS 

PGSHRSSQ*LQPRVACGGRAATKSS 

4904 

10401 

A 

5211 

1 

291 

SFLETLLPRLGCSDAIMAHCSLELLG 
YMRSCHLSLPS*DYRPTPSRLANSFF 
LIHGGFFTLSWADLQLLGLKQSFRK 
SWGLTGVSHHAQPFFPYYLY 

4905 

10402 

A 

5212 

228 

379 


4yuo 

10403 

A 

A 

5213 

317 

534 

ATKEN*INWDLIK*NKQKPFASKDT 
TKQAKRQHIEWEKKVVNP1YDKAP 
VSRIKNLLKLNNKNTNNLIVKKK 

4907 

10404 

A 

5214 

3 

366 

IGY/NPDTVACV/PILGWNGDNMLE 

QSANMPWFKGWKVTRKDGNASGT 

TLLEALDCILPPTRPTDKPLRLPLQD 

VYKIGGIGTVPVGRVETGVLKPGM 

WTFAPVNVTTEVKSVEMHHEAQK 

AK 

4908 

10405 

A 

5215 

1 

1254 


4909 

10406 

A 

5216 

33 

1472 

KLPLKAKMGKEKTHINIVVIGHVDS 

GKSTTTGHLIYKCGGIDKRTIEKFEK 

EAAEMGKGSFKYAWVLDKLKAER 

ERGITIDISLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQAD\CAVLIVAA 

GFVEFE\AGI\SKNGQTREHALLAYT 

LGVKQLIVGVNKMDSTEPPYSNQKR 

YEEIVKEGSTYIKKIGYY\PDTLAFEP 

ISGWNGDDMLEPSANMPWFKGWK 

VTRKDGNASG\TTLLEALDCILPPTR 

PTDKALRLPLQDVYKIGGIGTVPWG 

\RVETGVLKPG\MGVTF\AP\VNVYN 

GK*KSVEMHHE/AL*SEALSWGTNV 

GLQLSRNVSVKDV\RRGNFAGDSK\ 

NDPPMEA\AGFT\AQVIILNHP\SQKN 

ARHMPLELDCHTAHIACKFAELKE 

KIDRRSGKKLEDGPKFLKSGDAAIV 

DIVSGXKPMCVESFSDYPPLGRFAVR 

DMRQTVAVGVIKAVDKKAAGAGK 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


tho 
d 


Mej^^^NO 


in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


<^e^fe~ 


PCT/US01/08656 


Amino acid sequlRTe ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


VTKSAQKAQKAK 


4910 


10407 


5217 


178 


566 


KGGATCPESPQDRKRRGNLDMEKL 

YSENEGMASNHGKMENE*QPQDQR 

KPQVTLYSGRQEVRKRGKDRKQGQ 

NRR* GNV*RIKGKPESEGEAKEGKS 

EREGESEMEGGSEREGKPEIEGKPE 

SEGEPLE 


4911 


10408 


5218 


27 


336 


TNPVQQTLVPIWTSTRLPDTHEDKA 
FSAPQIEDRGTPGLGSRGPALGPSPT 
PDCAG*WAAGPGPAESHPRAPKPT 
AGMSPGVARLSSPGSGSQGSWQNQ 
ERP 


4912 


10409 


5219 


454 


HFNMRDPLTDCPYNKVYKNLKEFS 

QNGENFCKQVTSVLQQRANLEISY 

AKGLQKLASKLSKALQNTRKSCVS 

SAWAWASEGMKSTADLHQKLGKA 

IELEAIKPTYQVLNVQEKKRKSLDN 

EVEKTANLVISNWNQQIKAKKKLM 

VSTQET*STADLHQKLGKAIELEAIK 

PTYQVLNVQEKKRKSLDNEVEKTA 

NLVISNWNQQIKAKKKLMVSTQET 


4913 


10410 


5220 


26 


130 


TTWKYQYKNLERNQKEITELKSTIA 

EIENITRGI * R*FEQTKE* INELEDKI 

ME1FKDKR*KKGEKSLRGLWPPSRD 

KEACMPWKLQTEEKKKGAERLSEE 

IMAESFSNLLADMN1NS*ELKSTIAEI 

ENITRGI 


4914 


10411 


5221 


48 


394 


SPSMCGSLDPPTLPQTWLQVPSMLT 
HPCPPPPPHCPPLAHPPSSLLPSTHIY 
H* *HLSPPYPNPGTQEGHSG VRLRA 
TDVASPSVLGQFPSYSISVPREGHA 
ATVAAKGPLECRA 


4915 


10412 


5222. 


726 


EQEVDYDPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLSWVLNQLCVLH/EK 

TPVSDRVTKCCTESLVNRRPCFSAL 

EVDETYVPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLSRGPEPVMCVA 


4916 


10413 


5223 


4274 


5256 


HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL*FKIKKHGVTP*ANTL*KLP* 

QKYFQH*DLEVLL**FFKEVVFDTT 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n 11 c\ Pfwti t\ ** 

sequence 

SEQ ID 
NO: of 

npnfiff p 

sequence 

Me 
tho 
d 

SI^DNO: 

inUSSN 
09/770 lfiO 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 

CQUUI1 lUi lilal 

amino acid of 

peptide 

sequence 

Amino acid sequ?nfe { X=Unkno\vn; *HStop 
codon; A=possible nucleotide deletion; \=possib!e 

ijulicuuui. iiiAcrlloni 







KFYTAKNMIKDILKFIETGYNLSQK 

FKIDKFFNVFRRYVYMVVIIDFVLV 

SNIILPKFNHLCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKRYKAAFTECCQAADKAACLLPK 

VLCTRIEKKSLLSNLILSILWLDLGT 

LSV 

4917 

10414 

A 

5224 

1 

332 

RMPCAEDYLSVVLTQLCVLHDKTP 

VSDIVAKCCSESLVNSQACLSDL*V 

KDAYVPKEFNTETFTFHADICALSE 

TERRIMKQTGLDEFVKHKP*ASDER 

LSAVMDDFAAF 

4918 

10415 

A 

5225 

7 

564 

TTRAAGREALSPGQGAGGGEGGAE 

PRHTATGHA AGREGRGGRG ADQG * 

GWPRGARALHDQAEGRGGLPAGLP 

VQAERPQREPCSGQVGSEPPCHP\A 

TAGGRKVRPAWPAAAGEAGGHSG 

TGRAGAAGGAAVGTGGGAAGPGG 

LPMSGGAGPGGSGAAAPHAAS*VQ 

PAAGAASAATRNRIMPKTT 

4919 

10416 

A 

5226 

132 

917 

PGLFYLGEEQPGPQPAGGPAAGQG 

ATAGAEEAAGCPGGAAAPAVLAG 

GRAGGRSAGWCAGAPGA*PGLFYL 

GEEQPGPQPAGGPAAGQGATAGAE 

EAAGCPGGAAAPAVLAGGRAGGRS 

AGWCAGAPGA*AQP*TTGAAGREA 

LSPGQGAGGGEGGAEPRHTATGHA 

AGREGRGGRGADQG*SLSQATDLW 

TSGPSHKWTDLSLWPYPCCSGCSW 

GQCL*LRAEGRGGLPAGLPVQAERP 

QREPCSGQVGSEPPCHPVSHTPKGP 

VPHCLGASPGLLWLATAGGRKVRP 

AGPAAAGEAGGHSGTGRAGAAGG 

AAVGTGGCQQRWIR 

4920 

10417 

A 

5227 

3 

1245 

AWEFVWHPGGFDRSCPGPQGGEGS 

EGGEGT*EGSGSLALRPRPLSCPRA 

GPGPGPRLA*ASVYPWNQKRVGGL 

WRPQRTPARLCDPHAPEHAWAL*G 

KPGPAGHPAEAA*RQRE*AAGPRGT 

AAAPAGQDRQHHAGPRGRPARGA 

AAAERQRAPEKGEEQPGPQPAGGP 

AAGQGAAAGAEEAAGCPGGAAAP 

AVLAGGRAGGRSAGWCAGAPGA* 

AQP*TTGAAGREALSPGQGAGGGE 

GGAEPRHTATGHAAGREGRGGRG 

ADQG * SLSQTTDLWTSGPSHK WTD 

LSLWPYPCCSGCSWGQCL*LRAEG 

RGGLPAGLPVQAERPQREPCSGQV 

GSEPPCHPVSHTPKGPVPHCLGASP 

GLLWLATAGGRKVRPAGPAAAGE 

AGGHSGTGRAGAAGGAAVGTGGG 

AAGPGGLPM 

4921 

10418 

A 

5228 

612 

795 

PGFISAIGGLVGLSSYDFYEYKEYED 
KPTSPPIAEMNPGYNPHDLIKSFKM 
LAFICSISS 

4922 1 10419 

A 

5229 

1 

345 

SSWSFTLVTQAGVQWHDLGSLQPL 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 


SIP) NO: 

inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


eq^e^M( 


PCT/US01/08656 


Amino acid sequence < X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


PSEFKRFSCLSLPSSWDCRRLPPRPA 
NFLYF**RWGFTILTSLVLSY*PCVS 
PTSASQSAGITGVSDHARLIVGDFN 
TPLLITERSSTQKI 


4923 


10420 


5230 


1212 


MPKKRQALVEFEDVLGACNAVNY 

AADNQIYIAGHPAFVNYSTSQKISRP 

GDSDDSRSVNSVLLFTILNPIYSITTP 

TRLNVFKNDOt>TWDYTNPNLSGQG 

DPGSNPNKRQRQPPLLGDHPAEYG 

GPHGGYHSHYHDEGYGPPPPHYEG 

RRMGPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVEKV 

KISLKKQSPGGRPMGEEWL\DGYAV 

DRAITHLNNNFMFGQKLNV/CVGA 

QAREGSRGTGERKGGEWGPAEEHS 

EAEVLTHTEMGCGSVSKQPAIMPG 

QSYGLEDGSCSYKDFSESRNNRFST 

PEQAAKNRIQHPSNVLHFFNAPLEV 

TEENFFEICDELGVKRPSSVKVFSGK 

SERSSSGLLEWESKSDALETLGFLN 

HYQMKNPSINLVT 


4924 


10421 


5231 


421 


FDPPGCFFTPIGNPFGPFQGNFHFRK 

NGVQAMVEFDSVQSRQAAKASLN 

GADIYSGCCTLKIEYAKPTRLNVFK 

NDQDTWDYTNPNLSGQGDPGSNPN 

KRQRGTVISQD*PSLLKNYCTCDFF 

FSCSYICAAHVLCGTFQ 


4925 


10422 


5232 


1883 


DEQRRRSGAMVKMAAAGGGGGG 

GRYYGGGSEGGRAPKRLKTDNAG 

DQHGGGGGGGGGAGAAGGGGGG 

ENYDDPHKTPASPVVH1RGLIDGVV 

EADLVEALQEFGPISYVVVMPKKR 

QALVEFEDVLGACNAVNYAADNQI 

YIAGHPA\FVNYSTSQKISRIDE*ND 

YR\SVNSVLLFTIVNTINWITTDVLY 

TMCNPCGPVQRIVIFRKNGVQAMV 

VFDSVQSAQRAKASLNGGDIYSGC 

CTLKIGYAKPTRLNVFKNDQDTWD 

YTNP\NLSGQGDPGSN\PNKRQRQPP 

LLGDHPAEYGGPHGGYHSHYHDEG 

YGPPPPHYEGRRMGPPVGGHRQCP 

SRYGPQYGHPPPPPPPPEYGPHADSP 

VLMVYGLDQSKMNGDRVFNVFCL 

YGVNVEVKVKFMKSKPGAAMVEMA 

DGYAVDRAITHLNNNFMFGQKLNV 

CVSKQPAIMPGQSYGLEDGSCSYK 

DFSESRNNRFSTPEQAAKNRIQHPS 

NVLHFFNAPLEVTEENFFEICDELG 

VKRPSSVKVFSGKSERSSSGLLEWE 

SKSDALETLGFLNHYQMKNP\NGPY 

PYTLKLCFSPAQHAFLIRCLGRVPFE 

QENISLSFMPFFGFCFCYLQKILGSP 

FFFFFFFFLKARVEEGFPPP 


4926 


10423 


5233 


337 


DMILAERGGVCVMMKTQCCTFIPN 

TSTTDGSITRALQGLTALSNELANN 

SGVNDPFTGWLEK*FSKWKGIIASIL 

TSLAAVMGVLILVRCCVIPCLQRLM 

QRL1KMALTQTS 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nukicu'iiuc 

sequence 

SEQ ID 
NO: of 
pcpuuc 

sequence 

Me 
tho 

SfilJlDNO: 

in USSN 

09/77(1 1£n 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
couon lor last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

4927 

10424 

A 

5234 

62 

343 

RQLNRNDPNRNKGKKVGIKQCLRF 
WNNFILTCLIGVSEIEEKKNGAE*IF 
EEIMSKNFPKLIKYINPQIQEA**TPS 
KINTEK.TTFRH* IIKGR 

4928 

10425 

A 

5235 

1 

359 

TDDDLNWLDHSRTFREQGVDETET 
CLLRRKFSYSDQNVDSRDPVQLNLL 
YVQARDDILNGSHPVSFEKACEFGG 
FQAQIQFGPHVEHKHKPGFLE*MTF 
CFSFFSFLLSSFSFSFLFLS 

4929 

10426 

A 

5236 

2 

264 

SYYPRGEISVPFFNICHFFLSCFYNLS 
RFFCKKSPASPLCFSIKKSPFVKIHL 
VFSLVTSSFLK*FFFYL*FFPESVISF 
GSFSNSD 

4930 

10427 

A 

5237 

3 

246 

LIPRGQGSTVVLPYNPATS1FGNDLN 
EIKMYGHAKTCIWMFMTSSFI1DRT 
RKRQ*CSSVREWINKQ*CIQTMELV 
FGRN 

4931 

10428 

A 

5238 

78 

411 

VLNSPICNCLYP1LCSFLFLIIYFVVC 
FYTFIPVFYLVYHQEIVPSLTLVFFV 
CVVKINTRLMVHIFILYICL*LSICNS 
VYLLHVHIYLEHFL*HILMVVFFKR 
SDQSS 

4932 

10429 

A 

5239 

2 

175 

TKLDFIGIKGFSSVKDNVKGMRRQA 

TDWEKIFAKETSDKGLLSKIY*KPF 

KLSKQPN 

4933 

10430 

A 

5240 

1 

335 

VTIRGAGIPDESRNVNYSLASFLKR 

WLTLMDRGFIFNLINDYISGFSPKDP 

KVLAEYKFEFLQTICNHEHYIPLNLP 

MAFAKPKLQRV*DSDLEYSLSDEY 

CKHHFLGGLL 

4934 

10431 

A 

5241 

139 

354 

SPCLPYCCLLCYRYGDGRIMIGFSC 
GH*VVISTHTGELGQEIFQARNHKD 
NLTSIAVSQTHIKVATCENNLP 

4935 

10432 

A 

5242 

2 

332 

ILAGA1I*DNEIKLM*1EKEVVKLFLF 

TDDMILCVENSKEHTHSHTQLLGLI 

NEFSRASG*KINVQKLFLYTNNVQS 

KNEIKEPSLCTKASKRIGYLGIHLTK 

EV*DLYSERTKPH*KKNRILRNTFN 

KRSVRLVQ 

4936 

10433 

A 

5243 

137 

290 

GSSDINQTKHVRS*VNRQICSRTTQ 

QSPEDCDFKKDGLVKRCMGTQTRQ 

SL 

4937 

10434 

A 

5244 

1 

363 

LTCSGDKEQIKDKSHVLKGKGNFE 

RETS*KKK*SLPPFDDNVEPNDLYV 

EENICSKSDSERPRSASSSSRSSSSFT 

PSQTRQQGPLKSMMNDLHSDDYEE 

ESDEMEDNGPDFEMGKPVNIR 

4938 

10435 

A 

5245 

2 

376 

VHLGWCMLPLRTHTEYVKALSYA* 

DKQLGA*AGLDRQIFLWDANTLSA 

LTASNNTVTTSSLSGNTDSIYRLAM 

NQLVTIIVSGSNDKALRVWDPLTCA 

TLVNLKGHTDNGKALVFNRDGTQC 

LSR 

4939 

10436 

A 

5246 

60 

185 


4940 

10437 

A 

5247 

1 

146 

RWRDLGSPQPAGFR*FCCLSLLSSW 
DYRH APLF* QFYLFILLFCKKYF 

4941 

10438 

A 

5248 

2 

298 

TFFTPFPVAKPNPRGPKTPAPYFSPQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n iirlpf\_tir1p 

11 UUClr"lIUC 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
d 

SWffb NO: 

in USSN 
09/770 160 

Nucleotide 
location or 

first rodoil 

III jl tvUvll 

for peptide 
sequence 

Nucleotide 
location of last 

rrwlnn fnr InQt 

lIMfil IUI 1031 

amino acid of 

peptide 

sequence 

Amino acid sequellle ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 

MUblCUUUC IIISCllIUll^ 







GPQKIYPPKFLGPPFNFPPPLLGKVF 

RAPNPRV*LPPGARPSSSSSLLPGF* 

KIPKPLFY*KKIFPTPQKTKK 

4942 

10439 

A 

5249 

77 

370 

EYS*SVVFLDLMRRQEELRRMEELH 
NQE 

4943 

10440 

A 

5250 

83 

467 

YSEKSAGLWLNMLEKSLPGHRDTA 

TQIQHVSPMCQVEPPAKKAATLAE 

GDKDNDI* PCFVQRQLREGRQGRA 

ARLWEKWLRWYVEKKAKKTALV 

VKSSIPLDIKPWDNETNIAQLEACM 

RFIQLDGLV 

4944 

10441 

A 

5251 

1 

359 

KYTLSRLATVPPTLNPAEYNISPDTR 
RAQ VEQLAIRAGLK* EYLLQ YNNP 
NRRGLIEDPALIRWTYARSANVYPN 
FRPTPKNSLLGALCAFGPLFFWYCV 
FKTDMDRNQKLIREGKLDQ 

4945 

10442 

A 

5252 

3 

349 

SSLATVPANLNPAEYSISPDNRRAQ 
VEQLAIRAGLK* * YLLQYNNPTRIG1 
IKDPALIRWTYARSANVYPNFRPIPK 
NSLLGDLCAYGPLFFWYCVFKPDM 
DRKETLIPEGKLDQ 

4946 

10443 

A 

5254 

1 

415 

NAVIQVAHPLVQKQ*VDYIHNGFL 

VPVMGPALHKTSVEEMIASTAYLEL 

FLRSISEPALLRTLLRFLLLHRHDTH 

TILDTLVAR1GSNSRLCMVSLSLFKT 

LLNLSCEDVLLQLGLRYLVPCNHV 

MLSQKPAVRDVDL 

4947 

10444 

A 

5255 

34 

394 

YRHYTICCIIGFLNT1TMMTVSFHKY 

GEYFPGT*DLRDIDAGKC*YYAVNF 

PMRDGIDDESYGH1FKPIISKVMEM 

YQPIAVVLQCDAYSLYGDSLDCFNL 

TIIRHSTRLYLI*SYHFTS 

4948 

10445 

A 

5256 

178 

417 

ILVPPAGGKGPNLI*WNPGPPGARG 
FPGLTPPRGGKKGRAQPPPENLVF* 
EKTGFPIVQRGGLKPPPGPPKGGE*R 
GGPP 

4949 

10446 

A 

5257 

749 

1049 

DGSSLLGPRPGGKGPNQTKGNPRPP 
G*RESPPHPPPRRGKKRMAQPPQLI 
WDFSSSSGFPL*QGGGINPHPDPPKG 
GKKRGEPPEPTTGPSKRGKKQGFG 

4950 

10447 

A 

5258 

1 

359 

LFPKVNLSPVTPAKDTGLTAAPQEP 
KAPKASPVQHALPSSLSVPHTAILV 
TGAQLCGPAVNLSQIKDTACKSLLG 
LEEKKHAEAPAAENPHGGPGDSSA 
PY* * GDAPKGHAIRAVEVPD 

4951 

10448 

A 

5259 

1 

441 

FFFLNRVLTLITQAGVQWCDHGSLQ 

PRSLGLK*PSHFSLPSS*DYRCAPPH 

LANFYIFYKDRWGFTMLPRLVWEL 

LGSSDLSILDSQSAGITGVRHHTWA 

NFFNFLCVSGIN*RNFYNKFTSWGS 

HPNSQYYSGISWGQSTNILLGY 

4952 

10449 

A 

5260 

1 

553 

FYFYFFFFPLFFFFKPQDDFLVPGDQ 

NQRPGGSMPLGTAFILFQMKTLSLV 

RRGINQDN*HWRQEDPLIPISPGFPS 

RIPPLKSEMSLPLSTDGSETRRTQSP 

FDEIYMAHDASGLRLPDSPPPPAAP 

GRDPAPSGQRAPGKLRGQCQLKSE 


WO 01/79449 


PCT/US01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SE^ID NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; ^possible 
nucleotide insertion) 







RESRKEERQRSKPGEAAALGGVAC 
TFHLKSRS 

4953 

1 r\ a eft 

10450 

A 

5261 

1486 

1695 

GKSCRPVNIYFILFSSFLRRSFALVA 

QAGVQWCDLGSLQPPPPGFK*FSCL 

SLPSSWDYRYPPLCPANFC 

4954 

10451 

A 

5262 

1 

334 

RRFVSQETGNLYIAKVE*SDVGNYT 

CVVTNTVTNHKVLGPPTPLILRNDG 

VMGEYEPKIEVQFPETVPTAKGATV 

KLECFALGNPVPTIIWRRADGKPIA 

RKARRHEGCEM 

4955 

10452 

A 

.5263 

78 

313 

KVTYIQKNVYSKCTAGWVFTQRAR 
VGSREPFPAAPSPGPHGGDPPSPPQL 
G*PLSPLPQPAPVRLPSPVMMSERIL 
PF 

4956 

10453 

A 

5264 

3 

320 

IFSQENL*YSDGSDILGLLALQAEEN 

LGMVMIFTLVTAVQEKLNEIVDQIK 

TSSSSSSSSSSSSAEEAEKQLFHGTP 

VTIENVLNWESQGWRRQTFLGK1LE 

KEKG 

4957 

10454 

A 

5265 

3 ■ 

941 

APPRCLGDLWARARATMTDYGEE 

QRNELEALESIYPDSFTWDCTLIQPS 

*QLVFQNINGLS*YHILLQ*CFT*QG 

PC*VLSENPP\SFTITVTSEAG\ENDES 

IHIKLLSCVLAVQTTLKFTYSEKYPD 

EAPLYEIFLPGKILEDN\DVSDILKLL 

\ALQAEENLGMVMIFTLVTAVHERI 

NV\LVDHIITRCEVEMKL*DKEAEE 

AVKQLFHGTPVTIENFLNWKA/RSF 

DAELLEIKKKRMKEEEHAGLDKKNS 

GKQLFETDHNLDTSDIQFLEDAGNN 

V\EVDESLFQEMDDLELEDDEDDPD 

YNPADPESDSAD 

4958 

10455 

A 

5266 

1 

332 

LKKHKSTRVP*NVKSGK*NFSPPFKI 

RPWAQKRAKKKGAREKKAD*EKG 

EFGKLSSSSRFRPGKKV*G*PKGFQR 

NFEKKPVKSQGPVNMGVIPAFEKKP 

RIPPVAKIPI 

4959 

10456 

A 

5267 

3 

375 

SASPQTLQQSLPRS1APKPLTVRLPM 

NQIVTSVTIAANMPSNIGAPLISSMG 

TTMDGSAPSTQVSPSVQTQQHQMQ 

LSSSSSSSSSQMQQMQQQQLQQHQ 

MHQQIQQQMQQQHFQHHMQ*HLQ 

Q 

4960 

10457 
- 

A 

5268 

1 

360 

KGAPKHGQAPLGDPPRAVGGQEH* 

GPARGRGPGPREPGSGQTSSPWVH 

VRPGGGKNDSGKARP*ILDPKSVSC 

IPAPSSHRPLSSPTPNPFP*SSYEGSP 

RSPQPWTLQPQGPWPPSRQA 

4961 

10458 

A 

5269 

1 

181 

KKKPQTWEKLV*GLF*KKRNPGWG 
QRVPPVTPPLWGVKKRGGVFFRGL 
KPPLKPRENPFF 

4962 

10459 

A 

5270 

10 

108 

SHINVPMNQP*VVSLGPGQVTKGW 
DQGLLVMCE 

4963 

10460 

A 

5271 

1 

336 

EFLGAVGFCRLWIPNFAVLAKPLYG 

VTK*GDTELFKWGSQQQ*AFHELK 
EKLMSAPALGLPDLTKPFTLYVSER 
EKMAIGVLIQMVGPWPRPVAYLSK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

n 1 1 c 1 p n-ti H p 

sequence 

SEQ ID 
NO: of 
nentide 
sequence 

Me 
tho 
d 

StUflD NO: 

in USSN 
09/770 lfiO 

Nucleotide 
location of 

1 1131 IUUUII 

for peptide 
sequence 

Nucleotide 
location of last 

cuuuii iur laai 

amino acid of 

peptide 

sequence 

Amino acid sequeme ( X^Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 

FIlirlfWkHHp incprtinn\ 

iiucicwiiuc iiidcrnoni 







ELDGVSKARSEGCE 

4964 

10461 

A 

5272 

1 

118 

TEVRHGKLDSSKWIPIRGN*NIYNP 
HCLS YKLEHG SDQEIPSD WYPFATV 
QFSVPDLC 

4965 

10462 

A 

5274 

2 

327 

SCLVLVLLCVEYLFPYLHFQSICVFT 

GEVSFLQAAYSWVMGFFVFLFILIH 

SYFL*LLWGLFISLHLWLSLTCEDLF 

LLFFSRCLIY1ICFVFLLFMSFLILWR 

LLVF 

4966 

10463 

A 

5275 

171 

331 

LKTSFRTKTCT*MLTASLFVIAKTW 
KQPRCPSVGE*LSNL*YVQTMECYS 
VLK 

4967 

10464 

B 

5276 

83 

332 

MGKRDNRVAYMNPIAMARSRGPIQ 
SSGPTIQDYLN RPRPTWEEVKEQLE 
KKKKGSKALAEFEEKMNENWKKE 
LEKHREKLLSGX* 

4968 

10465 

A 

5277 

76 

138 


4969 

10466 

A 

5278 

1 

1050 


4970 

10467 

C 

5279 

146 

433 

MKKKSNERWDQVYKILKGKSLRPG 
FPRCATVRAIQHHGEAGQSGGLYEP 
NSNG EIKGSNPVFRANNTGLSESTK 
AYLGRSKRATRKEKERLQGFG* 

4971 

10468 

A 

5280 

27 

264 

NPNHQSLLCRAFCGVLIL1LPVLALL 
TRLSFGELTLYNNHFI YIFKAFFKFI * 
VFKWTGDNMFFIKGDMDSLAFGGG 
G 

4972 

10469 

A 

5281 

135 

358 

VHSPVL* LISTIPTSRLKFLKETGHGT 
PMEEIPEEELSEDVEQIDHADRELRR 
GQNLRCKGIHRLPTHIQVGQN 

4973 

10470 

A 

5282 

15 

196 

KGKIVKLDFIKI*NFFSAKDPVNY*K 
DNYRLRKMTANHISDKEFVSKTYK 
ECLKLNLKKF 

4974 

10471 

A 

5283 

307 

383 

YF*VSLATLCVYFLLDEGNILTATK 

VFTSMSLFNILRIPLFELPTVISAWQ 

TKISLGR 

4975 

10472 

A 

5284 

3 

267 

TIVRPYLLKKKTGTIVEERVNAPGW 
NEDDDVSVSDESELPTSTTLKAFEK 
STMEQLVEKACFRDYHRLGL*TLSG 
SCCRS*P*SRRVQ 

4976 

10473 

A 

5285 

1 

260 

TAVPSAASMTSTRAASASSVHVPVS 
ALGAGSAATAASEEMQTIPQATAA 
KYPRTIHPESSTSASRSLGT/TISSHP 
VSHKCSFHKSG 

4977 

10474 

A 

5286 

60 

292 

1 VTNFLIFHMRIISKYISIFLTVFFFVSQ 
IVLLFKHSYFSYLELWKMQKVRDSK 
NAT* KRAL*RFHEKSFHEGCMCIKS 

4978 

10475 

A 

5287 

738 

1152 

KGRVWSWCSRKRTFCSFGSFSSSDA 

LTSYITTAAIPT\TAVGGASATAVPS 

AASMTSTRAASASSVHVPVSALGA 

GSAATAASEEMSDKELITCTRQLKR 

DGCFGQYTNQPGTGNMGKKQPRIT 

LCPLNKRKWAVKPN 

4979 

10476 

A 

5288 

3 

555 

RKRTFCSFGSFSSSDALTSYITHCCQ 

SPPAAV*LASATAVPSAASMTSTRA 

ASASSVHVPVSALGAGSAATAASEE 

MYVPRVVTSAQQKAGRTITARITGR 

CDFASKNRISSSLAIMGVSPPHELSC 


WO 01/79449 PCT/US01/08656 


SEQID 
NO: of 

n iirlpfVatirlp 

IlllklCU^IlUC 

sequence 

SEQID 
NO: of 

npntifip 

sequence 

Me 
tbo 
d 

SB^IDNO: 
in USSN 
09/770 160 

Nucleotide 
location of 

■ Irs I IUUU1I 

Tor peptide 
sequence 

Nucleotide 
location of last 

f*ftrfnn fnr Inst 

LUUUII 1UI 1(131 

amino acid of 

peptide 

sequence 

Amino acia seqJHce ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 

iiuncuuuc insertion 1 







CGKTSSQSTVQTHSLKQLPAKYPRT 
HSIPESSTLSLPRSLGTQISSHPVSHK 
CSFP 

4980 

10477 

A 

5289 

94 

323 

VIGYRNIRCTILTSTITSSLSIL*LNH* 

PETRLSE*AGV*DKGLVVAQMMWL 

MDHIFKYTNFGIVSLVHGDFFIRQ 

4981 

10478 

A 

5290 

2 

319 

MVLVTLDDKYAVAALWGKVKVDE 

VDGEALGRLMVVYPWTQRFWES* 

GDLSPPDADMGNPKVKVHGNKVL 

GAVSNGQAHVDNLKGTFATVSEM 

HCDKLHVAQEPEVL 

4982 

10479 

A 

5291 

1 

159 

RDLQHFPSS VAM* DQTQNDIASTSN 
HES1LQGIKGQSQL*EEVQLME*APV 
DC 

4983 

10480 

A 

5292 

187 

282 

LRSY*CLLLMISFTRNANLFRLHGT 

HTDTFKCLEYEKCFNCNSDLIVHHR 

INMDHNPHQTSA*DSGLLLGMHF 

4984 

10481 

A 

5293 

1 

156 

SGGVDEQMMREKEELMLWLQDYE 
EKIKKAEREL*EQIKREMKKNQKRK 
REKK 

4985 

10482 

A' 

5294 

179 

322 

NKVGGLTLPNCKTYYKATI1KTVW 
YWRKKRQIGQ*NRIESPEIDPHKY 

4986 

10483 . 

A 

5295 

2 

395 

RDRESDRDGQRRERERRTRKWSRS 
RSHYRSPSRCRTKSKSSSFGRIDRDS 
YSPR*KGRWANDGWRCPRGNDRY 
RKNDPEKQNENARKEKNDIHLDAD 
DPNSADKHRNDCPNWITEPINCGPD 
PRTRNPEKL 

4987 

10484 

A 

5296 

3 

228 

HELPHPGLGLKRGCWVLEVAEHVV 

LGKALLILLPYRFKRNILAMDDKTG 

MTRNPHFSHNNWIPTFFSTQYFWIIF 

KVRWPRLKDTTDLRILAPNCLADR 

LSRHRCNIWQFMQGIRPLVLNFGSC 

T*PSFQPQQLYTNLFQHPVFLDHL 

4988 

10485 

A 

5297 

61 

360 

YVSNSKCSNHRK*SLSSSSSSERESS 
FVPQVELHGRDLG*LQLWLPGFGK 
FPGLTPLRNGDDGPRPQPPANLGLL 
VKTGFSPVAHLGVNLGTLGDCPAL 
P 

4989 

10486 

A 

5298 

124 

351 

EREFRFVPQVELHDRDLGSLHPGTP 
GLRKFSGLTLPRSGDNGPGPPPPVN 
LGFLEETGFSHVAHFGLNFGT*GDC 
P 

4990 

10487 

A 

5300 

3 

388 

HERHERHEGALSQDALLRISIPLDSN 

MRPEKCRRFVHPQRQLLHLNGTFP 

NTSDADMEPCVDGWVHDIISFSSTI 

VTE*DLVCDSQSLTSVAKCAFMTG* 

TADGFLGAHLSHRVRASSNVCMGG 

SIVC 

4991 

10488 

C 

5301 

47 

269 

MPPLIQSGMSSRTKTRTSSPCWNVH 
PAPEQYEAPDKDFMIVALDCSAAW 
PRAWWTWSSWCPQQHHDIAVPV 
HA* 

4992 

10489 

A 

5302 

1 

253 

MYTQ/HPEQYEAPDKDFM1VAL/DL 
LSGLAEGLGGHVEQI/VARSN1MTL 
LFQCM/QAEFMPILGTNLNPEF/ISVC 
NNATWAIGEICMQW 


WO 01/79449 


SEQID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SE??IDNO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


PCT/USO 1/08656 


Amino acid sequelae ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 


4993 


10490 


5304 


229 


2984 


PCPCQNFLRCSTSFNFSLPCAMDWQ 

PDEQGLQQVLQLLKDSQSPNTATH 

RIVRDKLKQLNQFPDFNNYLIFVLT 

RLKSEDEPTRSLSGLILKNNVKAHY 

QSFPPPVADFIKQECLNN1GDASSL1 

RATIGILITTIASKGELQMWPELLPQ 

LCNLLNSEDYNTCEGAFGALQKICE 

DSSELLDSDALNRPLNIMIPKFLQFF 

KHCSPKIRSHAIGCVNQFIMDRAQA 

LMDNIDTFIEHLFALAVDDDPEVRK 

NVCRALVMLLEVRIDRLIPHMHSIIQ 

YMLQRTQDHDENVALEACEFWLTL 

AEQPICKEVLASHLVQLIPILVNGM 

KYSEIDIILLKGDVEEDEAVPDSEQD 

IKPRFHKSRTVTLPHEAERPDG SED 

AEDDDDDDALSDWNLRKCSAAAL 

DVLANVFREELLPHLLPLLKGLLFH 

PEWVVKESGILVLGAIAEGCM^GM 

VPYLPELIPHLIQCLSDKKALVRSIA 

CWTLSRYAHWVVSQPPDMHLKPL 

MTELLKRILDGNKKVQEAAC1AFAT 

LEEKACTELVPYLSYILDTLVFAFG 

KYQHKNLLILYDAIGTLADSVGHHL 

NQPEYIQKLMPPLIQKWNELKDED 

KDLFPLLECLSSVATALQSGFLPYC 

EPVYQCCVTLVQKXTLAQAMMYTQ 

HPEQYEAPDKDFM1VALDLFSGLAE 

GLGGHVEQLVARSNIMTLLFQCMQ 

DSMPEVRQSSFAFLGDFTKACSSHV 

KPCIAEFMPILGTNLNPEFISVCNNA 

TWAIGEICMQMGAEMQPYVQMVL 

NNLVEIINRPNTPKTLLENTGRLTSP 

SAIPAITIGRLGYVCPQEVAPMLQQF 

IRPWCTSLRNIQDNEEKDSAFRGIC 

MMIGVNPGGVVQDFILFCDAVASW 

VSPKDDLRDMFYKILHGFKDQVGE 

DNWQQFSEQFPPLLKERLAAFYGV 


4994 


10491 


5305 


47 


411 


4995 


10492 


5306 


20 


1020 


LSLTSRMEEAELVKGRLQAITDKRK 

IQEEISQKR\RKLGEDKPKA\QPLKT 

KAL\REKW\LPRWNPASGKEQEEM 

KKQNQQDPAPRSQVPRTKYPSGLR 

KRSQDLEKAELQISTKEEAILKKLKS 

IERTTEDIIRSVKVEREERAEESIEDI 

YANIPDLPKSYIPSRLRKEINEEKED 

DEQNRKALYAMEIKVEKDLKTGES 

TVLSSIPLPSDYFNVTGIKVYDEGQK 

SVYAVSSNHSAAYNGTDGLAPVEV 

EELLRQALERNSKSPTEYHEPVYAN 

PFYRPTTPQRETVTPGPNFQERITIK 

TNGLGIGYNESIHNMGNGLSEERGN 

NFNHISPI 


4996 


10493 


5307- 


95 


GTRTFLRTYLSEIARRHPEFYAPELL 
♦FAKR 


4997 


10494 


5308 


338 


GTSLSA*GLNIDGQLGLGHTEDIPY 
YTPCRSLFG*PIQQVACGWHVTIML 
TEHGQALLCGCNS1VQLAGPHGHL 
RRVGT*TIELRRENAVHIGAALMPH 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

flUCICir-ilUC 

sequence 

SEQ ID 
NO: of 

UCUMUC 

sequence 

Me 
tho 
u 

SST71D NO: 
in USSN 

Nucleotide 
location of 
first cod on 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







VALTTSRS1FQCR 

4998 

10495 

A 

5309 

3 

472 

VTEFAKTCVADESAENCDKSLHTLF 

GDKLCTVATLRETYGEMADCCAK 

QEPERNECFLQHKDDNPNLPRLVRP 

EVDVMCTAFHDNEETFLKKYLYEI 

ARRHPYFYAPELLFFAK/RLDELRD 

EGKASSAKQRLKCASLQKFGERAF 

KAWARLSQRFP 

4999 

10496 

A 

5310 

12835 

13995 

T1PIESDIFPSIFYLYLSSLAYADTYE 

ALSRFY*KKKLINLLLSLN*ATHFPK 

IMPVVQVELKAKFN*LFR\KCFLPST 

NPLLCRWR*YDEWNIATS*L1PAKC 

SLFYLLC*TVSCLAENT*LLFFRLLV 

RYTKKVPQVSTPTLVEVSRNLGKVS 

SKCCKHPEAKRMPCAEDYVSL*KHI 

IN***KNFPFRYC*CYLS*AEGSNVC 

VCMFCACVCACTCVYV*YWQSRPR 

G**FFFFF*DGVSLCCPGWSAWPSR 

LTATSASQVQAILLPQPPK*LGLQV 

HATMPG*FFVFLVENFQLHLF*ISAL 

LPVL*LSWLNQLCVLHEKTPVSDR 

VTKCCTESLVNRRPCFSALEVDETY 

VPKEFNAETFTFHADICTLSEKERQI 

KKQT 

5000 

10497 

A 

5311 

1 

349 

GTSKKLANKVVYNVGLCICLFDITK 

LEDAYVFPGDGASHTKVHFRCVEC 

HPFLHEILTGKIKGCSPEGAHHPLR* 

HPDFPLFSRPPAFLSPSQYILSPREIL 

VHPSILKFRTRRPY 

5001 

1049S 

A 

5312 

1 

410 

IEHGIVTNWDDMEK1WHHTFYNEL 

RVAPEEHPVLLTEAPLNPKANREK 

MT/QGSVPLPAFPP*SLQIMFETFNTP 

AMYVAIQAVLSLYASGRTTGIVMD 

SGDGVTHTVPIYEGYALPHAILRMD 

LAGRDLTDYLMKIL 

5002 

10499 

A 

5313 

216 

390 

GSADARAPPVLSPVIFCPS*FLTGRP 

LQGVMVGMGQKDSYVGDEAQSKR 

GILTLKYPIEHGIVTNWDDMEKIWH 

HTFYNELRVAPEEHPVLLTEAPLNP 

KANREKMTQVRLGRRPCSSRPFPSH 

FLPILISDGSSPAGRHGGHGPEGLLR 

GRRGPEQAWHPDPEVPH 

5003 

10500 

A 

5314 

4 

1254 

HAHAKLGTRAASSRTLFFRQLRRR 

VSLPVAMEEEIAALVIDNGSGMCK 

AGFAGGDA\PRA\VFPSIVGRPRHQG 

VMVG\MGQKVDSYVGDEAQSKRGI 

LTLKYPIEHGIVTN\WDDMEKIWHH 

TFYN\ELRV\APEE\HPVL\LTEAPLEP 

QGQTREKMTQ\IMFETFNTP\AMYR 

GPSRAVLSL*\ASGR\TTGHCHGTLG 

DGVTHTVPIYGGLPHCSTPFLRLGP 

GLARDLTDYLMKILT*SEGYSFTTH 

GPSGKFVRD1\KEKLCYVALDF\EQE 

MATAASSSSLEKSYELPDGQVITIG 

NERFRCPEALFQPSFLGMESCGIHET 

TFNSIMKCDVDIRKDLYANTVLSGG 

TTMYPGIADRMQKEITALAPSTMKI 

K1IAPPERKYSVWIGGSILASLSTFQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S>WID NO: 

inUSSN 

09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=l)nknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







yMWISK.yiiYDESGPSIVHRKCF 

5004 

10501 

A 

5315 

279 

418 

VEHSISNKENFLGQGTGCHACNLNT 
LGGRGGRITWRSGV*DQLDQH 

5005 

10502 

C 

5316 

274 

530 

MPC AED Y LS V VLNQLC VLHEKTPV 
SDRVTKCCTESLVNRRPCFSALEVD 
ETYVPKEFNAETFTFHADICTLSEKE 
XQIXKQTALV* 

5006 

10503 

A 

5317 

2 

736 

RLAKTYETTLEKCCAAADPHECYA 

KVFDEFKPLVEEPQNL1KQNCELFE 

QLGEYKFQNALLVRYTKKVP/SVVL 

LLRLAKTYETTLEKCCAAAHPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLGKVGSKCCKHPEA 

KRMPCAEDYLSVVLNQLCVLHEKT 

PVSDRVTKCCTESLVNRRPCFSALE 

VDETYVPKEFNAETFTFHADICTLS 

5007 

10504 

B 

5318 

120 

1070 

MPADLPSLAADFVESKDVCKNYAE 

AKDVFLGMFLYEYARRHPDYSVVL 

LLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNFHT 

ECCHGDLLECADDRADLAKYICEN 

QDSISSKLKECCEKPLLEKSHCIAEV 

ENDEMPADLPSLAADFVESKDVCK 

NYAEAKDVFLGMFLYEYARRHPDY 

SVVLLLRLAKTYETTLEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEVSRKPRKSGQQML* 



A 

A 


2 

zr zr o 

668 


5009 

10506 

c 

5320 

246 

365 

MDDFAAFXXXCCXXDXKGDLLXR 
RKVKNLLLQVQLPLGF* 

5010 

10507 

c 

5321 

261 

656 

MPCAEDYLSVVLNQLCVLHEKTPV 

SDRVTKCCTESLVNRRPCFSALEVD 

ETYVPKEFNAETFTFHADICTLSEKE 

RQIKKQTALVELVKHKPKATKEQL 

KAVXDDFXAFVEKCCKGDXKGELL 

XRRXVXNLL* 

5011 

10508 

c 

5322 

158 

607 

MLCQSVGSKCCKHPEAKRMPCAED 

YLSVVLNQLCVLHEKTPVSDRVTK 

CCTESLVNRRPCFSALEVDETYVPK 

EFNAETFTFHADICTLSEKERQIKKQ 

TALVELVKHKPKATKEQLKAVXDD 

FXAFVEKCCKGDXKGELLXRRXVX 

NLL* 

5012 

10509 

c 

5323 

158 

532 

MLCQSVPCAEDYLSVVLNQLCVLH 

EKTPVSDRVTKCCTESLVNRRPCFS 

ALEVDETYVPKEFNAETFTFHADIC 

TLSEKERQIKKQTALVELVKHKPKA 

TKEQLKAVMDDFAAFVEKCCKAD 

XKG* 

5013 

10510 

A 

5324 

2 

740 

PADLPSLAADFVESKDVCKNYAEA 
KDVFLGMFLYEYARRHPDYSWLL 
LRLAKTYETTLEKCCAAADPHECY 

A Jv V r UE,r JvrX V xiJbr \JN LIJSAj N CbLr 

EQLGEYKFQNALLVRYTKKVPQVS 
TPTLVEVSRNLGK/VCCTESLVNRR 


WO 01/79449 M PCT/US01/08656 


SEQ ID 
NO: of 

11 UHCU IIUC 

sequence 

SEQ ID 
NO: or 

pcpuuc 
sequence 

Me 
tho 
u 

SEQ1DNO: 
inUSSN 
00/770 ItfO 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







PCFSALEVDETYVPKEFNAETFTFH 

ADICTLSEKERQIKKQTALVELVKH 

KPKATKEQLKAVMDDFAAFVEKCC 

KADDKETCFAEEG*KLGAASQAAL 

GLY 

5014 

10511 

A 

5325 

1 

588 


5015 

10512 

A 

5326 

364 

1356 

TGDHAFQLWKSMKHTFQVSTPTLV 

EVSRNLGKVGSKCCKHPEAKRMPC 

AEDYLSWLNQLCVLHEKTPVSDR 

VTKCCTESLVNRRPCFSALEVDETY 

VPKEFNAETFTFHADICTLSEKERQI 

KKQTALVELVKHKPKATKEQLKAV 

MDDFAAFVEKCCKADDEMPADLPS 

LAADFVESKDVCKNYAEAKDVFLG 

MFLYEYARRHPDYSVVLLLRLAKT 

YETTLEKCCAAADPHECYAKVFDE 

FKPLVEEPQNLIKQNCELFEQLGEY 

KFQNALLVRYTKKVPQVSTPTLVE 

VSRNLGKVGSKCCKHPEAKRMPCA 

EDYLSVVLNQLCVLHEKTPVSDRV 

TKCCTESLVNRRPCFSALEVDETYV 

PSVNSNSCRGLKKPRKSGQQML*TS 

* SKKNALNSEDYLSV VLNQLC VLHE 

KTPVSDRVTKCCTESLWKGDHAFQ 

LWKSMKHTFPKSL/YAETFTFHADI 

CTLSEKERQIKKQTALVELVKHKPIC 

ATKEQLKAVMDDFAAFVEKCCKA 

DDEMPADLPSLAADFVESKDVCKN 

YAEAKDVFLGMFLYEYARRHPDYS 

WLLLRLAKTYETTLEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVE/VLKKPRKSGQQML* 

TS*SKKNALCRRLSIPWS*TSYVCC 

MRKRQ*VTESPISRNLGKVGSKCCK 

HPEAKRMPCAEDYLSVVLNQLCVL 

HEKTPVSDRVTKCCTESLVNRRPCF 

SALEVDETYVPKEFNAETFTFHADI 

CTLSEKERQIKKQTALVELVKHKPIC 

ATKEQLKAVMDDFAAFVEKCCKA 

DDEMPADLPSLAADFVESKDVCKN 

YAEAKDVFLGMFLYEYARRHPDYS 

WLLLRLAKTYETTLEKCCAAADP 

HECYAKVFDEFKPLVEEPQNLIKQN 

CELFEQLGEYKFQNALLVRYTKKV 

PQVSTPTLVEVSRNLGKVGSKCCK 

HPEAKRMPCAEDYLSRGPEPVMCV 

A 

5016 

10513 

A 

5327 

1468 

1946 

LHISWEGEPIDYSVVLLLRLAKTYE 

TTLEKCCAAADPHECYAKVFDEFK 

PLVEEPQNLIKQNCELFEQLGEYKF 

QNALLVRYTKKVPQVSTPTLVEVS 

RNLRKVGSKCCKHPEAKRMPCAED 

YLSVVLNQLCVLHEKRQ*VTESPNA 

AQNPWTGDHAFQLWKSMKHTFP 

KSLMLKHSPSMQIYENQDSISSKLK 

ECCEKPLLEKSHCIAEVENDEMPAD 

LPSLAADFVESKDVCKNYAEAKDV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

$Wu> NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X»Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 

uuvici/nuc insertion 1 







FLGMFLYEYARRHPDYSWLLLRL 

AKTYETTLEKCCAAADPHECYAKV 

FDEFKPLVEEPQNL1KQNCELFEQL 

GEYKFQNALLVRYTKKVPQVSTPT 

LVEVSRN/LRKSGQLR*I*TSCGRAS 

EFNQTKL*AF*AAWRVQIPECA1SSL 

HQESTPSVNSNSCRGLKKPRKSGQH 

TKKVPQVSTPTLVEVSRNLGKVGS 

KCCKHPEAKRMPCAEDYLSVVLNQ 

LCVLHE\KTPVSDRVTKCCTESLGG 

TGRPCFSSSGKSMETYVP\KGFNA\E 

TFTFPG SFCT/LS WEGEPIDYSVVLL 

LRLAKTYETTLEKCCAAADPHECY 

AKVFDEFKPLVEEPQNLIKQNCELF 

EQLGEYKFQNALLVRYTKKVPQVS 

TPTLVEVSRNLGKVGSKCCKHPEA 

KRMPCAEDYLSVVLNQLCVLHEKT 

PVSDRVTKCCTESLVNRRPVC 

5017 

10514 

A 

5328 

1 

2063 

MKKVKERDSFIMEDLGAEGLKSSA 

YSRGVFRRDAHKSEVAHRFKDLGE 

ENFKALVLIAFAQYLQQCPFEDHVK 

LVNEVTEFAKTCVADESAENCDKS 

LHTLFGDKLCTVATLRETYGEMAD 

CCAKQEPERNECFLQHKDDNPNLP 

RLVRPEVDVMCTAFHDNEETFLKK 

YLYEIARRHPYFYAPELLFFAKRYK 

AAFTECCQAADKAACLLPKLDELR 

DEGKASSAKQRLKCASLQKFGERA 

FKAWAVARLSQRFPKAEFAEVSKL 

VTDLTKVHTECCHGDLLECADDRA 

DLAKYICENQDSISSKLKECCEKPLL 

EKSHCIAEVENDEMPADLPSLAADF 

VESKDVCKNYAEAKDVFLGMFLYE 

YARRHPDYSVVLLLRLAKTYETTLE 

KCCAAADPHECYAKVFDEFKPLVE 

EPQNLIKQNCELFXEQLGKYKFQNA 

AISSVTPKKVPQVSTQLLTPTLVEVS 

K/NTLGKVGSKCCKHPESKKKCPVA 

EVNYLS\WLNQLC\LLHEKT\PVSDR 

VTKIAAQEPLAVNRRPVCFSALEVR* 

NIPFPKEVNA\ETF\TFHADICTLS\EK 

ERQI\RKQTALVELVETQAPRQQKE 

QLKA/VLWDDFAAFVKKIAAKA\DD 

KETCFAEET1SGNGAKKAIFLVNDE 

FILMSLTLIQNHRTYSSLPPCLYDSK 

KLLFHYLASIYPFVPPQDACKGVSE 

L 

5018 

10515 

A 

5329 

1 

339 

RRRRKKNEKRKRQRKIKDEKSRKN - 

SLRVEMRETWRQREKQKEEDREKR 

KGQQEKERRKREIEEKEST*CEQME 

IGKTKKVNIHCRWQTQLKLKFHLFS 

LFSIKMSLSSFSTRA 

5019 

10516 

A 

5330 

2 

189 

ARGGDAGDAFDGFGFGDDPSD*LS 
SCHIDVHRYLFSALCDCYTFYFVHI 
RVFLLSMRLADTA 



A 
/\ 

I'll 1 

3 

346 

HELETFP*CHNMPLLFYRDRLSASD 

MLQVRKVMDHVYESIJTLNNESQST 

SSSNNEHPGGQERSLARA 


WO 01/79449 PCT/US01/086S6 


SEQ ID 
NO: of 

nitr Ipfufirlp 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
d 

SWJlD NO: 

in USSN 

Nucleotide 
location of 
him cuuon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=«top 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5021 

10518 

A 

5332 

2 

442 

VFMDADTLVLANIDDLFDREELSA 

APDPGWPDCFNSGVFVYQPSVETY 

NQLLHLASEQGGDQGILNTFFSSWA 

TTDIRKHLPF1YNLSSISIYSYLPAI*S 

EDVSGAISHLVPLGGDSQAMAQAV 

LVFLGKEPGRGTEWGNKGPRA 

5022 

10519 

A 

5333 

1 

292 

VLANIDDLLTREEMSAAQTQGWPD 
C/FNSGVFVYQPSVET/YNQLLHLAS 
EQGSFDGGDQGILNTFFSSWATTDI 
RKHLPFIYNLSSISIYSYLPVLPE 

5023 

10520 

A 

5334 

81 

1163 

VTNLRLPRPPAHFVITMTDQAFVTL 

TTNDAYAKGALVLGSSLKQHRTTR 

RLVVLATPQVSDSMRKVLETVFDE 

VI M VD VLDSGDSAHLTLMKRPELG 

VTLTKLHCWS\LTQYSKCVFMDAD 

TL\VLANIDD\LFDRE\ELSAAP\DPG 

G\PDCFNSG\VF\VYQPSV\ETYNQLL 

HLAS\EQGSFDGG\DQGILNTFF*QL 

GQQQDIRKHLAFMYNLSNISIYSYLP 

AFKVFGASAKVVHFLG\RVKPWNY 

TY\DPKTKSVK\SEAHDPNMTHPEFL 

I\LWVGTSFTTNVLPLL\QQFGPWSK 

DTACS YVNWGRCLQGAISHLSLG E\I 

PA\MAQPF\VSSEERKERWEQGQAD 

YMGADSFDNIKRKLDTYLQ 

5024 

10521 

A 

5335 

1 

241 

GTSNSEHALDDRSTAQCRVQMQVV 
QQL*LQLAKDKERLQAMMTHLHV . 
KSTEPKAAPQPLNLVSSVTLSKSAL 
EAYALELT 

5025 

10522 

A 

5336 

13 

229 

ACPRSPPPDPRLGCCFPPPPAVC*AP 

AGPHPDGTTSLECTPAPHPSCEPVS 

VQQKPEPSALYGTGFPFGLQS 

5026 

10523 

A 

5337 

1 

341 

GLGSGTSSSSVKSSISPKRVARWSFS 
SRVCPVCPSSALSV*DSRSP*ASKSS 
SNASGSPFCRVKKLLSCELQSKADS 
FSSSSAVSRDRLSSSSSMLSRGQL*Q 
ETSKEAQMPR 

5027 

10524 

A 

5338 

3 

168 


5028 

10525 

B 

5339 

978 

1502 

MSNLTLVCISTKHTPGISRAKEKKK 

GTSRLPTSLCQRRVGLTEEKSCSPEL 

QQKFRSETITEEELVGLMNKFVEDT 

KKGVHQKEGWPSSAYGVTKIGVTV 

LSRIHARKLSEQRKGDKILLNACCP 

GWVRTDMAGPKATKSPEEGAETPV 

YLALLPPDAEGPHGQFVSEKRVEQ 

W* 

5029 

10526 

A 

5340 

3 

239 

HEAKSSPNLVKAIILQIQEATQIPRRI 
NKNKSTLRHIRIEFLKTKDKEKSLRT 
PREIYYL*GNKISITVNLESESMGT 

5030 

10527 

A 

5341 

3 

322 

HEAKSSPNLVKAIILQIQEATQIPRRI 

NKNKSTLRHIRIEFLKTKDKEKSLRT 

PREIYYL*GNKISITVNLSSETMEAR 

KKWHNYQMIIEKNCQPTILHPAKLS 

FK 

<m i 
DUJ1 

1 A CIO 

10528 

A 

5342 

4 

351 

VGRGRQSHLSHSHPPTDPKGQQASP 
GWNPGVRMLPGLKWLPQPPAASLS 
♦VPSSPTQQTSAGHLLSMSHEALTW 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
u 

SEIJ1D NO: 
in USSN 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 







VDRATGLAGNGEACVSGTQRHPGL 
SLAPPGCAPSPSSRAARA 

5032 

10529 

A 

5343 

3 

163 

HEEQPEGLSPNLDRFLGDRHCNQFS 
SRD*PIFLARCSHEYSGRHPRLADSI 
LL 

5033 

10530 

A 

5344 

112 

362 

EREQRFTGLNDVHYLPIMYIVVGCA 
IF1T*V*RGWSSPTKCRSTDTYCVNP 
STRLHAYMAPRHKLHSHCAERDPD 
QFTLLRHC 

5034 

10531 

B 

5345 

85 

206 

XFSDPEVKKETRPALGSTVLLAPFL 
HEHEPPSAEVLPGSWRX* 

5035 

10532 

A 

5346 

142 

653 

GFWHQR1LGASDQAHLLLPHKQDG 

SADGARRVLACARGQGDLRLLRLH 

LAAVPLQLPGGLRRRAVHVHGGGC 

QQDGGAESWS/PSPSSPRGPRTLHR 

VEKV\PGAPVTPLPVAFSCNPDHGIE 

DPAFP*PAAGPR*LQEGPCGGSRAS 

RAPTPTSTRSCCTECLRNSLILIC 

5036 

10533 

A 

5347 

261 

538 

GSRSRLLFSPRGPRTYPAWKRSTGA 
PVTPSPIAFSCNPDHGIEDPAFP*PAA 
GPR*LQEGPCGGSRASRAPTPTSTRS 
CCTKCLRNFLILIC 

5037 

10534 

A 

5348 

7 

264 

FQKISALPQRSDYTHNTPHTDPARV 
SYKHAGANHTHIHTPMTNVSTTIYP 
PHAYLHTHTQKTPPH1YSTHAP*I*L 
FISTYAHTKN 

5038 

10535 

A 

5349 

208 

713 

SVKMVRYSLDPENPTKSCKSRGS\N 

LRVHFKNTRETAQAIKGMHI\RKAT\ 

KYLKDVTLQKQCVPFRRYNGGI\GR 

CAQAKHWGWTQGR\WP*RVLNSL 

VIEHIQVNKAPKMRRRTYRAHGRIN 

PYMSSPCHIEMILTEKEQIVPKPEEE 

VAQKKKISQKKLKKQKLMARE 

5039 

10536 

C 

5350 

286 

591 

MVRLFNLNPEKRQRKSWQIRGFQS 

SCFTLGTLVKLAQAIKGMHIRKATE 

VSERWSLYRNSVYHSDGNNGGVG 

RRAQAKQWGLGHKVGGPKKECLN 

FLLHML* 

5040 

10537 

A 

5351 

1 

305 

GTSIYNVLYEVPLPPPGRSLKFSGVY 
GPIICQRPSTNELPLFDFPVKEVFELL 
GVDNVYQLFTWALLQKYILLYVQR 
* CN VTKALELSNLLLFHICDIKLV 

5041 

10538 

A 

5352 

15 

234 

[ LSCPDQVHPHSLVPYPEPRRATASV 
PETSGPPFPHPRRPYATTPPALGHNP 
HA*LSSSFAGSRYKLGEMLHI 

5042 

10539 

A 

5353 

3 

257 

HEVKYKNPAQ*QWHRLGPDAHVPE 
EFRYHKQLIQSQLFLHYHLSQTFTL 
QESADLQNAFLNSGQCILNKPLKFA 
DLHSDFMKTI 

5043 

10540 

A 

5354 

3 

334 

IIKFIWNPKRA*IAEAILSKKN1AGGI 
TLPDFRLYNKAIVI*TAWYWHKNR • 
HIDQWNRILNPEIKSHTYSQRIFDKI 
DKNIH*GKDTLFNKWCWERWIAIC 
RRIKLDSLV 

5044 

10541 

A 

5355 

1 

119 

QKSRW*TPPNSYMKVNVPEKSRNG 
ETSLRTKIAVCQYYM 

5045 

10542 

A 

5356 

3 

349 

HEPANADFAFRFYYLIASETPGKNIF 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 

nurlprutiflf* 

sequence 

SEQ ID 
NO: of 

npntiftp 

sequence 

Me 
tho 
d 

SESTID NO: 

in USSN 
09/770.160 

Nucleotide 
location of 

firct rnrlnn 

for peptide 
sequence 

Nucleotide 
location of last 

IUUU1I IUI Idal. 

amino acid of 

peptide 

sequence 

Ammo acia sequence ( X=Unkno\vn; *=Stop 
codon; A=possible nucleotide deletion; ^possible 

ntiplpfttiftf* i ncPt~tSf\n\ 
iiuhcuhuc iiiacriioni 







FSPPRFPAAYAMLSLGACSHSRSQIL 
EGLGFNLTELSESDARRRCRQ*VGT 
LDLTGHGLQTRGGQGPWPRARPSR 
GGDAAAGSARLPPR 

5046 

10543 

A 

5357 

i 

499 


5047 

10544 

B 

5358 

66 

641 

MASKINTKALQSPKRPRSPGSNSKV 

PE1EVTVEGPNNNNPQTSAVRTPTQ 

TNGSNVPFKPRGREFSFEAWNAKIT 

DLKQKVENLFNEKCGEALGLKQAV 

KVPFALFESFPEDFYVEGLPEGVPFR 

RPSTFGIPRLEK1LRNKAKIKFIIKKP 

EMFETA1KESTSSKSPPRKINSSPNV 

NTTASGVEDLNIIQ* 

5048 

10545 

A 

5359 

2 

306 

ARGVCGGCRCLGFCGSVVGDLMY* 

NSFDCFKKVLRY*GFFGLYWGLIP* 

LIWFAPEQAIYLTDNVFVRDKFT*R 

DGSDSLSAEVLAGGCALGSLVIVTN 

SL 

5049 

10546 

A 

5360 

3 

120 

HEGKEPDIPLYETVQTVGPSHARTY 
TVASHSEGR*TIC 

5050 

' 10547 

A 

5361 

2 

366 

SLPASDRPPISSPLATSGTIFSAISCF 

WDLPAPFLWLAPSCQPTMSSQIRQN 

YSTDVEAAVNSLVNLYLQASYTYL 

SVLQDIKKPAEDEWGKTPDAMKAA 

MALEKKLNQALLDLHALGSART 

5051 

10548 

A 

5362 

1 

108 


5052 

10549 

A 

5363 

2 

536 

ARAARDWKNYSTDVEAAVNSLVN 

LYLQASYTYLSLGFYFDRDDVALE 

GVSHFFRELAEEKREGYERLLKMQ 

NQRGGRA\LFQDIKKPAEDEWGKTP 

DAMK\AAMALEKKLNQALLDLHAL 

GSARTDPHL\CDFLEPHFIDEEVKLI 

KKMGDHLSNLHRAGWPRRLGLGE 

YLFERLTLKHD 

5053 

10550 

A 

5364 

3 

331 

HEQYPGSISISLTDLGCPDMPVHAR* 

TAAADESLVPTRLMLQLADYGPVI 

YSLVPVCLTAAFTLAQQHSKMEIY 

ADIIGSEDTTNEDYRSIALYFEREMR 

YLQAAKF 

5054 

10551 

A 

5365 

3 

52 

HEQSWKAENEAFTLADLKQLPELN 
PPVLMPRGNVGTPLRVFLELIRACR 
LPPRIITQLHFQIPKIGYSLRYCNVPF 
EYEDSDTAVQE*LT 

5055 

10552 

A 

5366 

3 

323 

STFFFFFLRQSLALVAQAGLRT\QW 

RNLGSLQAPPPGFTPFSCLSLPSSWD 

YRRPPPRLA\NFFFFFFFVFLAETGFH 

CVLARMVSIS*PRDQPASASQSAGIT 

GVSD 

5056 

10553 

A 

5367 

3 

337 

HERHEDTLTLKERNRGNKGILDDID 

DHNIIIYHLPDA*SEEYEYFKEQTTL 

LRASIPFSVGGSNQLIEAIGKMVRGR 

LYPWSDVKVENPQHNDFMKLITML 

ITHMHDLQDV 

5057 

10554 

A 

5368 

16 

313 

SHSVTQAGVQCWHRLHAQLIFLYF 
LVETGFHRVSQDGLYLLTS*SARLG 
LPKCWDYRRDDHAWPVQFFFKCST 
PRPQAILDFAFTSHELCLGSMRLLKS 


WO 01/79449 


PCTAJS01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SB^D NO: 

inllSSN 
09/770,160 

Nucleotide 
location or 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia sequence ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 

5058 

10555 

A 

5369 

1665 

1787 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLuLPKCWDYRHEPP 

5059 

10556 

A 

5370 

1431 

1553 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLuLPKCWDYRHEPP 

5060 

10557 

A 

5371 

1740 

1862 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLuLPKCWDYRHEPP 

5061 

10558 

A 

5372 

1173 

1295 

FFVLLVETGFHRVSQDGLDLLTS*S 

AHLuLPKCWDYRHEPP 

5062 

10559 

A 

5373 

1027 

1149 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 

5063 

10560 

A 

5374 

2250 

2372 

FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 



A 
A 

JO /D 

934 

1092 

FFVFLVETGFHRVSQDGLDLLTS*S 

ARLSLPKCWDYRREPPCPPRIYILTR 

SR 

5065 

10562 

A 

5376 

2588 

2824 

VAGTIGACHHAQL1FVFLVETGFHH 
VGQDGLDLLTS*STHLGLPKCWDS 
RREPLRPASPVVFQRTSAPVMADLT 
PTVS 



A 
A 

C2T7 

935 

1138 

RRGFTMFHHVSQGGLDLLTS*SARL 
GLPKCWDYRREPLCPAWKDY*CKL 
QDEVISQQGLKVSVVL1H 

5067 

10564 

B 

5378 

79 

1551 

MSEVTKNSLEKILPQLKCHFTWNLF 

KEDSVSRDLEDRVCNQIEFLNTEFK 

ATMYNLLAYIKHLDGNNEAALECL 

RQAEELIQQEHADQAEIRSLVTWGN 

YAWVYYHLGRLSDAQIYVDKVKQ 

TCKKFSNPYSIEYSELDCEEGWTQL 

KCGRNERAKVCFEKALEEKPNNPE 

FSSGLAIAMYHLDNHPEKQFSTDVL 

KQAIELSPDNQYVKVLLGLKLQKM 

NKEAEGEQFVEEALEKSPCQTDVLR 

SAAKFYRRKGDLDKA1ELFQRVLES 

TPNNGYLYHQIGCCYKAKVRQMQ 

NTGESEASGNKEMIEALKQYAMDY 

SNKALEKGLNPLNAYSDLAEFLETE 

CYQTPFNKEVPDAEKQQSHQRYCN 

LQKYNGKSEDTAVQHGLEGLSISK 

KSTDKEEIKDQPQNVSENLLPQNAP 

NYWYLQGLIHKQNGDLLQAAKCY 

EKELGRLLRDAPSGIGSIFLSASELE 

DGSEEMGQGAVSSSPRELLSNSEQL 

N* 



A 

5379 

fine 

925 

1127 

FFVFLVETGFHRVSQDGLDLLTL*S 

THLGLPKCWDYRREPLRPATFSSYQ 

RNNPDLILNDTIMPNIK 

5069 

10566 

A 

5380 

438 

815 

TRPSFSFNPLTLFFFFLRRSLALSPRL 
ECSGAISAHCKLRLLGSSHSPTSASR 
VAGTTSARHHAWLMFFFVFLVETG 
FHLVSQDSLDLLTS*SAPLGLPKCW 
DYRHEPPRPAHLHFLNFFLFSYT 

5070 

10567 

A 

5381 

7944 

10115 

KQCNYGHNLKTCSNFFFFWRWSLA 
PSPRLECNGAISAHCKLRPPGFTPFS 
CLSLPSSWDYRRSPPRAANFFVFLV 
JJ 1 ur riy V o(^l)uLULL 1 L*oAKLUL.r 
KCWDYRREPPCPESALIF 

5071 

10568 

A 

5382 

1 

211 

LKTSEKWRNRQDKSNKGSKKAEKR 


WO 01/79449 


PCT/US01/08656 


SEQ ID 
NO: of 

I1UUCU*~IIL1C 

sequence 

SEQ ID 
NO: or 

sequence 

Me 
tho 

u 

SEqiDNO: 
inUSSN 
00/770 ttZit 

Nucleotide 
location or 
iirsi couuii 
for peptide 
sequence 

Nucleotide 
location of last 

IrUUUlI III! IdSl 

amino acid of 

peptide 

sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
iiuLicuuuc insertion) 







RATHADRNREAARIRRKTYTNERK 
HYEHHRTAGKDQDERATEDSRE*S 
RE 

5072 

10569 

A 

5383 

2 

373 

ARECHHLCKJNYMDLVKEFMTLNA 

SAPLRSSFSDTMIRLPALTYPLFPAL 

ATCAGYSDKA*SSISYVLHNSALWR 

ASGPTDHRDAPA*A*LESRRSTLRIC 

ELRTLYSLIKSTASNFDPIKLFS 

5073 

10570 

A 

5384 

112 

913 

DFLSMPNRRGGVSLPPTPP*PPFSVT 

HTIFSVSFSFHWLKGSFLRRQFSYCF 

YGMVLVPFPSHPPLSLSAPSKCLRIP 

PLPWGWVTAPRLRSHPSVTGRAVL 

ERKPSVRG*AGSLNTQARDTPPQLP 

ERPPEG*ALFPPFPYSMAPPSQLKPT 

LKITAVRS*ASGGATGLGGWSPLGL 

P* EQGLRPTATLTQTSGIALNPRSLT 

PAPQLRLSCPPHFALTTRAVPGGPQ 

PLAWGPEPGTPPAQPRPSPDSAQSH 

TVYRRESILFFIL 

5074 

10571 

A 

5385 

2 

345 

SFWLLCGSSCSDLRSCQVLKCTRNI 

PYSLVPTASCEHLHGPCIYRPCSVQS 

VLTCTAAQATNILSAQSLLSGPTTQ* 

WGLTYPCLLVGAADLTPPTTPPPPT 

PAPPHLPSTPPP 

5075 

10572 

B 

.5386 

36 

340 

MFLDEYARRHPDYSVVLLLRLAKT 

YETTLEKCCAAADPHECYAKVFDE 

FKPLVEEPQNLIKQNCELFEQLGEY 

KFQNALLVRYTKKNALCRRLSIRGP 

EPVI* 

5076 

10573 

A 

5387 

3 

182 


5077 

10574 

C 

5388 

602 

877 

METTLRRKCCARLQILHGMAMPKV 
FRWNFKPLVGRSLRNLNPNKIVEAF 
WSQLGRSYKFPGMRYLVSFTPKES 
YPKCSNFPTLCRRVFKET* 

5078 

10575 

A 

5389 

1 

404 

GTRNDKMEPGLEQGTIPRLDSVTSS 
ECFASSGFHEDRSLSDVEEQEDSDG 
FYKEPITMEDL1SYSFQVAIGMESLS 
SRLCIHRDLEARNFHLSGNYCDTSL 
EF*IENYDIYL**FNIYSPTKLKPEDT 
RLLKET 

5079 

10576 

A 

5390 

110 

424 

LSLLQREREGHLNGSPSFMLKCSGF 
YRLA*GVCV*VSFVL*Y*HILIYSML 
TVLILCIYFFNMLISGIYTDYAYFYIC 
YIYYYCYIF*FILLCFYTLMTIFFGLI 

5080 

10577 

A 

5391 

2 

361 

ARETVKRIQYPIPLEGRLGLKPLIES 

LI*DGLLELCMSPYTTPILLVK*SDW 

*Y*LVEDLQAINQTVQTTHPWPNP 

YTILSKIPYDHQWFTEIDLKDAFWA 

CPLAEDS*D1FTFEWARA 

5081 

10578 

A 

5392 

3 

335 

QSQSWWRQKGVSRAGAGPIHPQGL 

LFGFS*GDLGPLGTLGEQGLIGQRG 

EPGLEGDSGPMGPDGLKGVRGDPG 

PDGEHGEKGQEGLMGEDGPPGPPG 

AAGVRGLHGKSGY 

5082 

10579 

A 

5393 

61 

497 


5083 

10580 

A 

5394 

16 

951 

RRPKIRDKFWGSV/KKLAHSEASPVI 
SGASKRAKKQINVYVGKGSS/QGK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
the 
d 

: S^IDNO: 
• in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=l/nkno>vn; *=Stop 
codon; Impossible nucleotide deletion; \=possible 
nucleotide insertion) 







MVVWVKKLDRDTVFALVNYIFFKG 

KWERPFEVKDTEEEDFHVDQATTV 

KVPMMKRLGMFNIQHCKKLSSWV 

LLMKYLGNATAIFFLPDEGKLQHLE 

N\ELTHD\IVTKFLEVNEDRRSASLHL 

PKLSITGTYDLK\TVLGQ\LGITKVFS 

NGAD\LSGVTEEAPLKLSKAVH*GC 

A*PSTEERGLKLAGGHVF*EGHYPC 

FIPPRGSSFNKPFVFLNGFEQN/SPSF 

PLFMGEKWVNPTPKITGLSLLNPSP 

PSLGPLPGMTLKKGLSWK 

.5084 

10581 

A 

5395 

2 

306 

GFDH V AQAGLEPLG SSDLPPSASQS 
AG1TGMSHHTQPAYILKISFITLPFIIR 
SLS*VPFVFSIMYKSSFNFSPCGESVF 
STNLLNNEYLLIDWWLHFIIY 


1 UJflZ 

A 
r\ 


1 

375 


5086 

10583 

A 

5397 

162 

426 


5087 

10584 

A 

5398 

140 

426 


5088 

10585 

A 

5399 

158 

705 

PSEKNKNNLLLGVVYVRHLPNLLD 

ETQIFSYFSQFG\PVTRFRLSR\NKRT 

GN\SKGYAF\LEFESEDVCQNSCLKQ 

WNNYLFGGKTLG/QCHFMPPEKVH 

K\NSFKDWDFPFKQPSYPSVKRV*S 

ESDTNTKA/DGMEERFKKKERLLRK 

KLAKKGIDYDFPSLILQKTESISKTN 

RQTSTKGQVFT 

5089 

10586 

A 

5400 

2 

388 

FLFFFFEMESRS VAQAGVQ WCDLG 

SLQPPPP\GLSDSPALASSVSWITDV 

RHHLWLIFVFLVETGFRHVGQASLK 

LPTSGDLPTLASQSAGITGVSHYAW 

LIFVFLVETEFHHVGQAGLELLAPS 

DPPA 

snon 

IUjo / 


3401 

197 

415 

MLLYVGLEPHHTHMLSLWPPRLMF 

PSVFFFFFFFFFLRQGLALLPRLECS 

GAILAHCNLHLLGSGDSLASAF* 

5091 

10588 

A 

5402 

671 

986 

KGVLFFFFFKTES\HSVAQAGV\QW 
CTLGSLQPP/PSRGSSDSPASASRVA 
GIRGVHHHARLIFVFLVETGFHYVG 
QAGLELPTSGDSPASASQSAGVTGV 

pi t/-\ a 

SHQCPA 

5092 

1 UJOy 

A 
r\ 


CD 

921 


5093 

10590 

A 

5404 

213 

442 


5094 

10591 

A 

5405 

1 

1506 


5095 

10592 

A 

5406 

1 

286 

DRLIYIPFPDEKSLVPILKANLGKSPX 
VPKDLDLEFLDLVP WG CGRLPRRG 
NQGCAHSLLHSPAGHACYSLTLDR 
GFLLQKSKPKAVKLPRFSFG 

5096 

10593 

A 

5407 

2 

158 


5097 

10594 

A 

5408 

1 

9064 

MLARAARGTGALLLRGSLLASGRA 

PRRASSGLPRNTVVLFVPQQEAWV 

VERMGRFHRILEPGLNILIPVLDRIR 

YVQSLKEIVINVPEQSAVTLDNVTL 

QIDGVLYLRIMDPYKASYGVEDPEY 

AVTQLAQTTMRSELGKLSLDKVFR 

ClsJsoLINAM VUAlNyAAUC WG1RCL 

RYEIKDIHVPPRVKESMQMQVEAE 

RRKRATVLESEGTRESAINVAEGKK 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SB^TONOi 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /"possible nucleotide deletion; \=possible 
nucleotide insertion) 


QAQILASEAEKAEQINQAAGEASAV 

LAKAKAKAEAIRILAAALTQHNGD 

AAASLTVAEQYVSAFSKLAKDSNTI 

LLPSNPGDVTSMVAQAMGVYGALT 

KAPVPGTPDSLSSGSSRDVQGTDAS 

LDEELDRVKMTWSPVPNFQLLNIPS 

NWGQPHAPGQTSTEVPADGDGATD 

GPLCLAHASLCCQVAGAAAAALPG 

AIAGGAVGWARIPLRLRSLSTGMQ 

KASVLLFLAWVCFLFYAGIALFTSG 

FLLTRLELTNHSSCQEPPGPGSLPW 

GSQGKPGACWMASRFSRWLVLID 

ALRFDFAQPQHSHVPREPPVSLPFL 

GKLSSLQRILEIQPHHARLYRSQVDP 

PTTTMQRLKALTTGSLPTFIDAGSN 

FASHAIVEDNLIKQLTSAGRRWFM 

GDDTWKDLFPGAFSKAFFFPSFNVR 

DLDTVDNGILEHLYPTMDSGEWDV 

LIAHFLGVDHCGHKHGPHHPEMAK 

KLSQMDQVIQGLVERLENDTLLVV 

AGDHGMTTNGDHGGDSELEVSAA 

LFLYSPTAVFPSTPPEEPEVIPQVSLV 

PTLALLLGLPIPFGNIGEVMAELFSG 

GEDSQPHSSALAQASALHLNAQQV 

SRFLHTYSAATQDLQAKELHQLQN 

LFSKASADYQWLLQSPKGAEATLP 

TVIAELQQFLRGARAMCIESWARFS 

LVRMAGGTALLAASCFICLLASQW 

AISPGFPFCPLLLTPVAWGLVGAIAY 

AGLLGTIELKLDLVLLGAVAAVSSF 

LPFLWKAWAGWGSKRPLATLFPIP 

GPVLLLLLFRLAVFFSDSFVVAEAR 

ATPFLLGSFILLLWQLHWEGQLLP 

PKLLTMPRLGTSATTNPPRHNGAY 

ALRLGIGLLLCTRLAGLFHRCPEETP 

VCHSSPWLSPLASMVGGRAKNLW 

YGACVAALVALLAAVRLWLRRYG 

NLKSPEPPMLFVRWGLPLMALGTA 

AYWALASGADEAPPRLRVLVSGAS 

MVLPRAVAGLAASGLALLLWKPVT 

VLVKAGAGAPRTRTVLTPFSGPPTS 

QADLDYVVPQIYRHMQEEFRGRLE 

RTKSQGPLTVAAYQLGSVYSAAMV 

TALTLLAFPLLLLHAERISLVFLLLF 

LQSFLLLHLLAAGIPVTTPGKYLSSD 

SLKDNSDSQGLRKRQQPPGNEADA 

RVRPEEEEEPLMEMRLRDAPQHFY 

AALLQLGLKYLFILGIQILACALAAS 

ILRRHLMVWKVFAPKFIFEAVGFIV 

SSVGLLLGIALVMRVDGAVLLSSAS 

TERHCQQTTRGRKPTLVSVLVLDSE 

QRKDGRLRSALVSSYRFLETPSAGA 

ELFRPASATMSRQTTSVGSSCLDLW 

REKNDRLVRQAKVAQNSGLTLRRQ 

QLAQDALEGLRGLLHSLQGLPAAV 

PVLPLELTVTCNFIILRASLAQGFTE 

DQAQDIQRSLERVLETQEQQGPRLE 

QGLRELWDSVLRASCLLPELLSALH 


WO 01/79449 


SEQID 
NO: or 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


PCT/US01/08656 


SEtTlD NO: 
in USSN 
09/770,160 


Nucleotide 
location or 
first codon 
Tor peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


RLVGLQAALWLSADRLGDLALLLE 

TLNGSQSGASKDLLLLLKTWSPPAE 

ELDAPLTLQDAQGLKDVLLTAFAY 

RQGLQELITGNPDKALSSLHEAASG 

LCPRPVLVQVYTALGSCHRKMGNP 

QRALLYLVAALKEGSAWGPPLLEA 

SRLYQQLGDTTAELESLELLVEALN 

VPCSSKAPQFLIEVELLLPPPDLASP 

LHCGTQSQTKHILASRCLQTGRAGD 

AAEHYLDLLALLLDSSEPRVGPCMP 

EVFLEAAVALIQAGRAQDALTLCEE 

LLSRTSSLLPKMSRLWEDARKGTKE 

LPYCPLWVSATHLLQGQAWVQLG 

AQKVA1SEFSRCLELLFRATPEEKEQ 

GAAFNCEQGCKSDAALQQLRAAAL 

ISRGLEWVASGQDTKALQDFLLSV 

QMCPVSAKRLRPSFESSLPLPLPLPL 

PPRGSGASVVRPTPRCRPRPARLAP 

LERTSGPGQVFRPTPPGRRPGALGR 

QSAVRPTTRRKPLVPGESRPREPEA 

PAGPEEDIKVQRLGNLPKITIKQWH 

NWNSDPMGLTIEFLLLTTLLSKGDD 

LSTAILKQKNRPNRLIVDEAINEDNS 

VVSLSQPKMDELQLFRGDTVLLKG 

KKRREAVCIVLSDDTCSDEKIRMNR 

VVRNNLRVRLGDVISIQPCPDVKYG 

KR1HVLP1DDTVEG1TGNLFEVYLKP 

YFLEAYRPIRKGDIFLVRGGMRAVE 

FKWETDPSPYCIVAPDTVIHCEGEP 

IKREDEEESLNEVGYDDIGGCRKQL 

AQ1KEMVELPLRHPALFKAIGVKPP 

RGILLYGPPGTGKTLIARAVANETG 

AFFFLINGPEIMSKLAGESESNLRKA 

FEEAEKNAPAIIFIDELDAIAPKREKT 

HGEVERRIVSQLLTLMDGLKQRAH 

VIVMAATNRPNSIDPALRRFGRFDR 

EVDIGIPDATGRLEILQIHTKNMKLA 

DDVDLEQVANETHGHVGADLAAL 

CSEAALQAIRKKMDLIDLEDETIDA 

EVMNSLAVTMDDFRVRTTPVPQW 

ALSQSNPSALRETVVEVPQVTWEDI 

GGLEDVKRELQELVQYPVEHPDKF 

LKFGMTPSKGVLFYGPPGCGKTLL 

AKAIANECQANFISIKGPELLTMWF 

GESEANVREIFDKARQAAPCVLFFD 

ELDSIAKARGGNIGDGGGAADRVIN 

QILTEMDGMSTKKNVFIIGATNRPDI 

IDPA1LRPGRLDQLIYIPLPDEKSRVA 

ILKANLRKSPVAKAGARSWADV\D 

LGVPGLKMTNGFSGS*P*QEILPACF 

AKLAINRESNREVKIKAKNREEGKT 

NPIKPMGRYE*WIDPVP\EIR\RDSLL 

KEAQSFCAPFLFSDNDIR\KY\EMFA 

QTLSQ/ESRGFGSFRFPSGNQGGAGP 

SQGSGGGTGGSVYTEDNDDDLYG 


5098 
5099 
5100 


10595 
10596 
10597 


5409 
5410 
A| 5411 


96 

174 

74 


299 
324 
242 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQlD NO: 
in USSN 
09/770,160 


PCT/US01/08656 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


5101 


10598 


5412 


129 


899 


AAPGLGRGGGAAAGGGAVCPGTE 

RPCAMAYAYLFKYIIIGRTTGVG*N 

PCPNALQFTD/KRGFQPSAMTLTIGV 

EFGA\RMIT1DGKQIKL\QIWDTAGQ 

ESFRS\ITRSYYRGAAGALLVYDITR\ 

*DTFNH\LTTW\LEDARQHSNSNM\V 

IMLIG\NKSD\LESRREVKKE/EKGEA 

FA\REHGLIFM\ETSAKTGFQCRKEG 

ILFNTAKEILLKKFPRKGVFLTFN*W 

RANGH/IKLGPQPAAYPIATHAGQS 

G\GQQAGGGCC 


5102 


10599 


5413 


408 


MQLKRANPGPRRAPVRETVMLLLC 

WGVPPGRPYKVDTESALLYQGPHN 

TLFGYSVVLHSHGANR\WGAFTAN 

WLANASVINPGAIYRCRIGKNPGQT 

CEQLQLGSPNGEPCGKTCLEERDNQ 

WLGVTLSRQPGENG 


5103 


10600 


5414 


1026 


MGLGIYLDQYTRQKGQDPVAELKQ 

LIPLVVSLSAPNLEMPLLKKKTTNPS 

TFLKSLSGGLNLFNFPFVETYTVEE 

VKVHPRNNTGGYNPEEEEDETASE 

NCFP WNVDGDLMEVASEVHIRRVQ 

KKEYVEENKIPRNPTYKGCEGPLQE 

NYKPLLNKIKEDTNKWKNIPCSWIG 

RTDTVKMA1LPKHDRVAEQRVVGA 

LVKQRASQCPRCRGGRSGPPGTAT 

ASPSPGRRPFGAVIAPRFPSHALSSW 

YAGCNAEKSEVNAFPGTQGMRF1S 

AASYKDWVQVLQQKDVSRNMGTK 

ARMMPLGSSGGCHTIRTEVTQDSE 

GQLAAVTTTGYTVVGLEPPKVSD* 


5104 


10601 


5415 


681 


5105 


10602 


5416 


779 


MNNGRNYRCQNLVDKGVGENRGP 

ADNRMLVAHQCSREEKLKEPDEQV 

TPAVCQQDSLAMERLGRSPTAEEK 

VPETTTRFWAPGVEAPGDDAERRR 

REASGPATRHSPLPTAGITAPKAGS 

AKVQLSILKPSKLDKCSHKTSHTKS 

SYHYFLHYPVSSTVQPVAAAATPSY 

ALIGSSLWPVNERGRQEESRTCIIDQ 

SAWHVGRAEIRKLLPYCSTQGGLK 

YSDVTSGMVKDPPDVL/DRQKCLD 

ALAALKHAKWSSEIRF 


5106 


10603 


5417 


1274 


MEMRRYEEDMYWRRMEEEQHHW 

DDRRRMPDGGYPHGPPGPLGLLGV 

RPGMPPQPQGPAPLRRPDSSDDRYV 

MTKHATIYPTEEELQAVQKIVSITER 

ALKLVSDSLSEHEKNKNKEGDDKK 

EGGKDRALKGVLRVGVFAKGLLLR 

GDRNVNLVLLCSEKPSKTLLSRIAE 

NLPKQLAFISPEKYD1KCAVSEAAI1 

LNSCVEPKMQVTITLTSPIIREENMR 

EGDVTSGMVKDPPDVLDRQKCLDA 

LAALRHAKWFQARANGLQSCVIIIR 

ILRDLCQRVP\TWS\DFPSWAMELLV 

EKAISSAS\SPQSPGDAL\RRVF\ECIS 

SGVILK\GSPG\LLDPCEKDPFDTLG 

QQ*PD\QQR\EDITSSAQFA\LRLLAF\ 


WO 01/79449 PCT/US01/086S6 


SEQ ID 
NO: of 
nuiicu-uuc 
sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 

SEJJlD NO: 

in USSN 

00/770 ifxft 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucieoiiuc insertion) 







RQIHKVLGMDPLPQMS\QRFN\IHNH 
QDR\RRDSDGVDGFEAEGKKDKKD 
YDNF 

5107 

10604 

A 

5418 

144 

522 

VDLLRAAGRQWQGPLRPRPSGRR* 

SARRA/LGKTTYCTDPAKFISVLWT 

YLATMLHVELPHMNLLSTMDLIEH 

YGKLAFNLDYYTEVLDLS*LLDHL 

AS/VPFLTAYRQVTEKLVQLIEDYIL 

RCFIHP 

5108 

10605 

A 

5419 

1 

2437 

MAVPGEAEEEATVYLVVSGIPSVLR 

SAHLRSYFSQFREERGGGFLCFHYR 

HRPERAPPQAAPNSALIPTDPAAEG 

QLLSQTSATDVRPLSTRDSTPIQTRT 

CCCVISVRGLAQAQRLIRMYSGRR 

WLDSHGTWLPGRCLIRRLRLPTEAS 

GLGSFPFKTRKELQSWKAENEAFTL 

ADLKQLPELNPPVLMPRGNVGTPL 

RVFLELIRACRLPPRIITQLQLQFPKT 

GSSRRYGNVPFEYEDSETVEQEELV 

YTAEGEEIPQGTYLADIPASPCGEPE 

EEVGKEEEEESHSDEDDDRGEEWE 

RHEALHEDVTGQERTTEQLFEEEIE 

LKWEKGGSGLVFYTDAQFWQEEE 

GDFDEQTADDWDVDMSVYYDRDG 

GDKDARDSVQMRLEQRLRDGQED 

GSVIERQVGTFERHTKGIGRKVMER 

QGWAEGQGLGCRCSGVPEALDSDG 

QHPRCKRGLG YHG EKLQPFGQLKR 

PRRNGLGLISTIYDEPLPQDQTESLL 

RRQPPTSMKFRTDMAFAVIGPPGSG 

KTTYCLGMSEFLRALGRRVAVVNL 

DPANEGLPYECAVDVGELVGLGDV 

MDALRLGPNGGLLYCMEYLEANL 

DWLRAKLDPLRGHYFLFDCPGQVE 

LCTHHGALRSIFSQMAQWDLRLTA 

VHLVDSHYCTDPAKFISVLCTSLAT 

MLHVELPHINLLSKMDLIEHYGKLA 

FNL\DYYTEVLDLSYLL*PPGLLTLS 

SATTRPASIEEA/MCKLIEDY\NLVSF 

IPLNIQDKESIQRVLQAVDKANGYC 

FGAQEQRSLEAMMSAAMGADFHFS 

STLGIQEKYLAPSNQSVEQEAMQL 

5109 

10606 

A 

5420 

2 

78 


5110 

10607 

A 

5421 

94 

253 


5111 

10608 

A 

5422 

2 

318 


5112 

10609 

A 

5423 

460 

672 


5113 

10610 

A 

5424 

357 

795 


5114 

10611 

A 

5425 

310 

478 


5115 

10612 

A 

5426 

1 

399 


5116 

10613 

A 

5427 

2 

390 


5117 

10614 

A 

5428 

3 

392 

GGKIIVGDATEKDASKKSDSNPXLTE 

ILKCPTKVVLLRNMVGAGEVDEDL 

EVETKEECEK\YGKVGKCVI\FEIPG 

APDDEAVRIFLEFERVEXSAIKAVVD 

LNGRYFG GRVVKACFYNLDKFRVL 

DLAEQV 

5118 

10615 

A 

5429 

837 

1005 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SBIJiDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


J UDiD 

A 


1 HA 

J /4 

z4/ 


J \ /A) 

1UOI / 

A 

J*tj 1 

1 
1 

ioU 



iuOlo 

A 
f\ 


1 

I 



5122 

10619 

A 

5433 

338 

442 


5123 

10620 

A 

5434 

1 

140 


5124 

10621 

A 

5435 

3 

339 

PINFESVGPTYRGSSCLAVWPEFLG 
MSVAFVPDWLRGKAEVNQETIQR\L 
LE*NDQLIRCI\LEYQNKARGNECVQ 
YQHVLHRNLIWLATIADAQSQPALS 
KAMGIIFQKQ 

5125 

10622 

A 

5437 

157 

371 


5126 

10623 

A 

5438 

150 

284 


5127 

10624 

A 

5439 

84 

901 

ARKSVRMASSRMTRRDPLTNKVAL 

VTASTDG1GFAIARRLAQDRAHVVV 

SSRKQQNVDQ\AVATL\QGEGLSVT 

GTVCHVGKAEDRGAAWWPPAVKL 

HGGIDILVSNAAVNPFFGSIMDVTE 

EV\WDKTLDI\NVKGPKP*MTKAVV 

PEMEKRGGGSWVIVSSIAAFSPSPG 

FSPYNVSKTALLGLAQT\LPIEL\APR 

NIRV\NCLAPG\LIKTSF\SRMLW\MD 

KEKEESMKETLRURRLGEPEDCAGI 

VSFLCSEDASYITGETVVVG\GGTPS 

RL 

J izo 


A 

5440 

z 

468 


5129 

10626 

A 

5441 

63 

219 


5130 

10627 

A 

5442 

3 

558 


5131 

10628 

A 

5443 

7 

909 

DQCEVCRNSEVRPAACPGHSGSPA 

QGPPRPFRMKAAVLTLAVLFLTGSQ 

ARHFWQQDEPPQSPWDRVKDLAT 

VYVDVLKDSGRDYVSQFEGSALGK 

QLNLKLLDNWDSVTSTFXSKLREQL 

GPVTQEFWDNLEKETEGLRQEMSK 

DLEEVKAKVQPYL\DDFQKKW\QEE 

MELYRQKVEPLRAELQEGARQKLH 

ELQEKLSPLGEEMRDRARAXHVDAL 

RTHLAPYSGELRQRLGAR\LGALRE 

NGGARMGQYHANQATEHLSTLSEK 

AKPALEDLRQGLLPVLESFKVSFLS 

ALEEYTKKLNTQ 



A 

A 

<AAA 

5444 

3 

195 



lUO^U 

A 

A 

^A A C 

1 Q€\ 

263 

PPGSHLGHPANAPSH*GPYPGLHS 


JUtX? J 

A 

A 

544o 

i fine 
1905 

2052 


5135 

10632 

A 

5447 

1903 

2050 


5136 

10633 

A 

5448 

1 

115 


5137 

10634 

A 

5449 

1 

402 

GKTSKLEFSIYLAPHSTTAAIEPYNSI 
LTTHTTLEHYDWAFMAYNGAIYDI 
CRRNLDIGRTTYTNLNTLIGQIESSIT 
. ASLRFDGALNGDLT*FQTNLVPYPR 
IHFPLATYAPVISAEKAYHEQLSVA 
E1TNAC 

5138 

10635 

B 

5450 

81 

319 

XVVEPYNSILTTHTTLEHSDCAFMV 
DNEAIYDICRRNLDIERPTYTNLNRL 
IGQ1VSS1TASLRFDGALNVDLTEFQ 
11NL* 

5139 

10636 

A 

5451 

1 

422 

GKKSKLEFSIYPAPQVSTAVVEPYN 
SILTTHTTLEHSDCAFMVDNEAIYDI 


WO 01/79449 PCT/L1S0 1/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SS^DNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
First codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqirenre ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







CRRNLDIERATYTNLNRIIGQIVSS1T 
AO-LKJ* VJDL 1 fir \l X IN L,vr Y rK 
MHLPLGTYAPVICAEK/AYHETAFV 
QKTTCLG*PSQQMW 

5140 

10637 

A 

5452 

771 

1640 

ALQLHPHHPHHPWSTLIVPFMVDN 

EAIYDICPvRNLDlERPTYTNLNRVIR 

A/QMGPSITASLRFDGA\LNV\DLTEF 

QTNPGAPTPR1HLP/LWPTYAPVHLL 

AGGKPYHGTAFL*AGGFTNGLVLE 

ARPTQMGGNVDPW\HGVNYMGLL 

AWLYRGDVGFPKIDNGWPLPTIKN 

QAQHSSFVDW/CGPTGLSRFGHSTY 

QPSTVVPGLETWAKV\QRAV\CML\ 

SNTTAIAE\A*ARLDHKFDLMYAKR 

ArWHWY VutOMKhObr obAREDM 
EY 

5141 

10638 

A 

5453 

89 

435 


5142 

10639 

A 

5454 

2 

287 

TNEIEPEEN* HTKARNFRRF VTAINN 
I rKNIKbU/UDHLLHH WIALLADCPI 
TAHMYEDVALIKDHTLDNSLIRELQ 
TLQEFNITLETALVKGIDI 

5143 

10640 

B 

5455 

218 

3940 

MSGGGGGGGSAPSRFADYFVICGL 

DTETGLEPDELSALCQYIQASKARD 

GASPFISSTTEGENFEQTPLRRTFKS 

KVLARYPENVEWNPFDQDAVGML 

CMPKGLAFKTQADPREPQFHAFIIT 

REDGSRTFGFALTFYEEVTSKQICSA 

MQTLYHMHNAEYDVLHAPPADDR 

DQSSMEDGEDTPVTKLQRFKSYDIS 

RDTLYVSKCICLITPMSFMKACRSV 

LQQLHQAVTSPQPPPLPLESYIYNVL 

YEVPLPPPGRSLKFSGVYGPIICQRP 

STNELPLFDFPVKEVFELLGVENVF 

QLFTCALLEFQILLYSQHYQRLMTV 

AETITALMFPFQWQHVYVPILPASL 

LHFLDAPVPYLMGLHSNGLDDRSK 

LELPQEANLCFVDIDNHFIELPEDLP 

QFPNKLEFVQEVSEILMAFGIPPEGN 

LHCSESASKLKRLRASELVSDKRNG 

NIAGSPLHSYELLKENETIARLQALV 

KRTGVSLEKLEVREDPSSNKDLKV 

QCDEEELRIYQLNIQIREVFANRFTQ 

MFADYEVFVIQPSQDKESWFTNRE 

QMQNFDKASFLSDQPEPYLPFLSRF 

LETQMFASFIDNKIMCHDDDDKDP 

VLRVFDSRVDKIRLLNVRTPTLRTS 

MYQKCTTVDEAEKAIELRLAKIDHT 

AIHPHLLDMKIGQGKYEPGFFPKLQ 

SDVLSTGPASNKWTKRNAPAQWRR 

KDRQKQHTEHLRLDNDQREKYIQE 

ARTMGSTIRQPKLSNLSPSVIAQTN 

WKFVEGLLKECRNKTKRMLVEKM 

GREAVELGHGEVNITGVEENTLIAS 

LCDLLERIWSHGLQVKQGKSALWS 

DSERRKSDASSLMPPLRISLIQDMR 
HIQNIGEIKTDVGKARAWVRLSME 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SBQTO NO: 
in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for fast 
amino acid of 
peptide 
sequence 

Ammo aciu sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







KKLLSRHLKQLLSDHELTKKLYKR 

YAFLRCDDEKEQFLYHLLSFNAVD 

YFCFTNVFTTILIPYHILIVPSKKLGG 

SMFTANPWICISGELGETQIMQIPRN 

VLEMTFECQNLGKLTTVQIGHDNS 

G LYAK WLVEYVMVRNEITGHTYKF 

PCGRWLGKGMDDGSLERILVGELL 

TSQPEVDERPCRTPPLQQSPSVIRRL 

VTISPNNKPKLNTGQIQESIGEAVNG 

IVKHFHKPEKERGSLTLLLCGECGL 

VSALEQAFQHG FKSPRLFKNVFI WD 

FLEKAQTYYETLEKNEVVPEENWH 

TRARNFCRFVTAINNTPRNIGQGWQ 

VbDAGVLGEPEITSYTTGICPAG* 

5144 

10641 

A 


Zjo 

Af\ A 



1 UUtA 

A 

J / 

Z 



5146 


A 


1 

A1 1 


5147 

10644 

A 

5459 

l 

225 


5148 

10645 

A 

5460 

3 

321 


5149 

-10646 

A 

5461 

1 

1257 

MSHRKFSAPRHGSLGFLPRKRSSRH 

RGKVKSFPKDDPSKPVHLTAFLGY 

KAGMTHIVREVDRPGSKVNKKEVV 

EAVTIVETPPMVVVGIVGYVETPRG 

LRTFKTVFAEHISDECKRRFYKNWH 

KSKKKAFTKYCKKWQDEDGKKQL 

EKDFSSMKKYCQVIRVIAHTQMRL 

LPLRQKK\AHLMGDQVERGALWPE 

KADWVARER\LEQQVPVNQVF\GQD 

EMIDVIG\VTQGQKAYKGV\TSRWH 

TQESCPRKDPTEGLRKWACIRAWNH 

PARVAFSVARA\GQ\KGYHHRTEIN 

K\KIYKIGQGYLIKGG\KLIKNNAST\ 

DYDL/SLDKSINPSGWAFVHLW*K* 

PNDFVML\KG\CVVGTKK\RVLTLR 

KSFAGCRRKRRGFGEELTLSSIDTTS 

KF\GHGRFQTMEEKKAFMG\PLKKD 

R1AKEEGA 

5150 

10647 

A 

5462 

114 

456 


5151 

10648 

A 

5463 

3 

76 


5152 

10649 

A 

5464 

2 

951 

CWNSGEVRWPLPPPPPRFVARRKM 

ADLEEQLSDEEKVR1F\LKFFIHAPPG 

EINEGFNDVRLLLNNDNLLREGAA 

HAFAQYNLDQFTPLKIEG\YEDQVLI 

TEHGRLGEMGKFL\DPKN\RICFKF* 

SL*GRRATDPKDPC\EV\ENAVESWR 

TSVETALRAYVKEHYPEWESGTVY 

GQKNRWDSQTIIACI\ESHQFQAKNF 

WNGRWRSEWKFTITPSTTQWGML 

KIQVHYYEDGNVQLVSHKDIQDSL 

TVSNEVQTAKEFIKIVEAAENEYQT 

AISENYQTMSDTTFKALRRQLPVTR 

TKIDWNKILSYKIGKEMQNA 

5153 

10650 

A 

5465 

3 

553 


5154 

10651 

B 

5466 

26 

384 

MHHEALSEALPGDNVGFNVKNVSV 

/nVR I? CihJ\7A nr^c vxrr>DDA/f a a/™ 1 !? 
1SJL/ v iv£\vjin V AOlJolvrNlJi'rMliAAvJjr 

TAQVIILNHPGQISAGYALYWIAIVD 
MVPGKPMCVESFSDYPPLGRFAVR 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 

II UvlCU~llUC 

sequence 

SEQ ID 
NO: of 

sequence 

Me 
tho 
d 

SEiyiD NO: 
in USSN 

00/770 1/M 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







DMRQTVAVGVIKAVDKKAAGLAS* 

5155 

10652 

A 

5467 

1 

1254 


5156 

10653 

A 

5468 

1 

1386 


5157 

10654 

A 

5469 

33 

1653 

KLPLKAKMGKEKTHINIVVIGHVDS 

GKSTTTGHLIYKCGGIDKRTIEKFEK 

EAAEMGKGSFKYAWVLDKLKAER 

ERGITID1SLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQAD\CAVL\IVAA 

GVGEFEAGMSKNGQTREHALLAYT 

LGVKQ\LIV\GVNKMDSTEPPYSQK 

RYEEIVKEVSTYIKKIGYY\PDTLAF 

EPISGWNGDDMLEPSANMPWFKG 

WKVTRKDGVNAS\GTTLLEAL\DC\IL 

PPTRPT\DKPLR\LPLQ\DVYKIGGIG\ 

TVPVG\RVETGVLKPG\MGVTFYAPS 

QRLQREVKICPKMHHEAFE*SSFLG 

DNVGF\NVKNVSCQGCSVRGNV*H 

GDSK\NDPPMEA/SLGFTAQVII\LNH 

PGPNKAPG*CPWYWDCHTAH\IAC 

KVCLSLKEKI*F/DRSW*KSLEDGP*I 

LGSLGDAGHWLIWVPGQAPCVFEK 

LLKTIPPNLGRFAWRDNEDRQLCGW 

VSIKSSWTKKAAGSWAKVTKXSAQ 

KSSERLKWNIIPNTCHPTLYQVWEE 

RSQELFGSIGHLSLSSKRLVNDNNA 

S 

5158 

10655 

A 

5470 

2 ' 

4966 


5159 

10656 

A 

5471 

2 

4821 

RWPRRARLLRRGRGG GG VESLPHF 

GAPVPRARLQLTARRGHAGLRARM 

REAAAALVPPPAFAVTPAAAMEEPP 

PPPPPPPPPPEPETESEPECCLAARQE 

GTLGDSACKSPESDLEDFSDETNTE 

NLYGTSPPSTPRQMKRMSTKHQRN 

NVGRPASRSNLKEKMNAPNQPPHK 

DTGKTVENVEEYSYKQEKKIRAAL 

RTTERDHKKNVQCSFMLDSVGGSL 

PKKSIPDVDLNKPYLSLGCSNAKLP 

VSVPMPIARPARQTSRTDCPADRLK 

FFETLRLLLKLTSVSKKKDREQRGQ 

ENTSGFWLNRSNELIWLELQAWHA 

GRTINDQDFFLYTARQAIPDIINEILT 

FKVDYGSFAFVRDRAGFNGTSVEG 

QCKATPGTKIVGYSTHHEHLQRQR 

VSFEQVKRIMELLEYIEALYPSLQAL 

QKDYEKYAAKDFQDRVQALCLWL 

NITKDLNQKLRIMGTVLGIKNLSDI 

GWPVFEIPSPRPSKGNEPEYEGDDT 

EGELKELESSTDESEEEQISDPRVPEI 

RQPIDNSFDIQSRDCISKKLERLESE 

DDSLGWGAPDWSTEAGFSRHCLTSI 

YRPFVDKALKQMGLRKLILRLHKL 

MDGSLQRARIALVKNDRPVEFSEFP 

DPMWGSDYVQLSRTPPSSEEKCSA 

VSWEELKAMDLPSFEPAFLVLCRVL 

LNVIHECLKLRLEQRPAGEPSLLSIK 

QLVRECKEVLKGGLLMKQYYQFM 

LQEVLEDLEKPDCNIDAFEEDLHKM 

LMVYFDYMRSWIQMLQQLPQASHS 


WO 01/79449 ^ PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^DNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid seqfl^R ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LKNLLEEEWNFTKEITHYIRGGEAQ 

AGKLFCDIAGML\LKSTGSFLEFGLQ 

ESCAEFWTSADDSSASDEIIRSVIEIS 

RALKELFHEARERASKALGFAKML 

RKDLEIAAEFRLSAPVRDLLDVLKS 

KQYVKVQJPGLENLQMFVPDTLAE 

EKSIILQLLNAAAGKDCSKDSDDVL 

IDAYLLLTKHGDRARDSEDSWGTW 

EAQPVKVVPQVETVDTLRSMQVDN 

LLLVVMQSAHLTIQRKAFQQSIEGL 

MTLCQEQTSSQPVIAKALQQLKND 

ALELCNRISNAIDRVDHMFTSEFDA 

EVDESESVTLQQYYREAMIQGYNF 

GFEYHKEVVRLMSGEFRQKIGDKYI 

SFARKWMNYVLTKCESGRGTRPR 

WATQGFDFLQAIEPAFISALPEDDFL 

SLQALMNECIGHV1GKPHSPVTGLY 

LAIHRNSPRPMKVPRCH SDPPNPHLI 

IPTPEGFRGSSVPENDRLASIAAELQ 

FRSLSRHSSPTEERDEPAYPRGDSSG 

STRRSWELRTLISQSKDTASKLGPIE - 

AIQKSVRLFEEKRYREMRRKNIIGQ 

VCDTPKSYDNVMHVGLRKVTFKW 

QRGNKIGEGQYGKVYTCISVDTGEL 

MAMKEIRFQPNDHKTIKETADELKI 

FEGIKHPNLVRYFGVELHREEMY1F 

MEYCDEGTLEEVSRLGLQEHVIRLY 

SKQITIAINVLHEHGIVHRDIKGANIF 

LTSSGLIKLGDFGCSVKLKNNAQTM 

PGEVNSTLGTAAYMAPEVITRAKG 

EGHGRAADIWSLGCVVIEMVTGKR 

r W nil Y xirlNr VcMJVl Y K V OMUHlvrr IP 

5160 

10657 

A 

5472 

3 

425 


5161 

10658 

A 

J5473 

1 

234 


5162 

10659 

A 

5474 

3 

260 


5163 

10660 

A 

547S 


JHO 1 

L M K.N LOLIr r r r r r r r r ETA SRS VT\R 

5164 

10661 

A 

5476 

i 

4497 


5165 

10662 

A 

5477 . 

2 

891 


5166 

10663 

A 

5478 

1 

9786 


5167 

10664 

A 

5479 

27 

13959 

VPFSVAAAEEPAQPARAARPRPGRS 

PGAAPPQLAMDPPRPALLALLALPA 

LLLLLLAGARAEEEMLENVSLVCPK 

DATRFKHLRKYTYNYEAESSSGVP 

GTADSRSATRINCKVELEVPQLCSFI 

LKTSQCILKEVYGFNPEGKALLKKT 

KNSEEFAAAMSRYELKLAIPEGKQV 

FLYPEKDEPTYILNIKRGIISALLVPP 

ETEEAKQVLFLDTVYGNCSTHFTV 

KTRKGNVATEISTERDLGQCDRFKP 

IRTGISPLALIKGMTRPLSTLISSSQS 

CQYTLDAKRKHVAEAICKEQHLFL 

PFSYKNKYGMVAOVTOTLKLEDTP 

KINSRFFGEGTKKMGLAFESTKSTS 

PPKQAEAVLKTVQELKKLTISEQNI 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: or 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

^PlDNO: 

inUSSN 
09/770,160 

Nucleotide 
location or 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon Tor last 
amino acid of 
peptide 
sequence 

Amino acid scqWPe ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







QRANLFNKLVTELRGLSDEAVTSLL 

PQLIEVSSPITLQALVQCGQPQCSTH 

ILQWLKRVHANPLLIDWTYLVALI 

PEPSAQQLREIFNMARDQRSRATLY 

ALSHAYNNYHKTNPTGTQELLDIA 

NYLMEQIQDDCTGDEDYTYLILRVI 

GNMGQTMEQLTPELKSSILKCVQST 

KPSLMIQKAAIQALRKMEPKDKDQ 

EVLLQTFLDDASPGDKRLAAYLML 

MRSPSQADINKIVQILPWEQNEQVK 

NFVASHIANILNSEELDIQDLKKLVK 

EVLKESQLPTVMDFRKFSRNYQLY 

KSVSIPSLDPASAKIEGNLIFDPNNY 

LPKESMLKTTLTAFGFASADLIEIGL 

EGKGFEPTLEALFGKQGFFPDSVNK 

ALYWVNGQVPDGVSKVLVDHFGY 

TKDDKHEQDM VNG IMLS VEKLIKD 

LKSKEVPEARAYLRILGEELGFASL 

HDLQLLGKLLLMGARTLQGIPQMI 

GEVIRKGSKNDFFLHYIFMENAFEL 

PTGAGLQLQISSSGVIAPGAKAGVK 

LEVANMQAELVAKPSVSVEFVTNM 

GIIIPDFARSGVQMNTNFFHESGLEA 

HVALKPGKLKFIIPSPKRPVKLLSGG 

NTLHLVSTTKTEVIPPLIENRQSWSV 

CKQVFPGLNYCTSGAYSNASSTDSA 

SYYPLTGDTRLELELRPTGE1EQYSV 

SATYELQREDRALVDTLKFVTQAE 

GAKQTEATMTFKYNRQSMTLSSEV 

QIPDFDVDLGTILRVNDESTEGKTS 

YRLTLDIQNKKITEVALMGHLSCDT 

KEERKIKGVISIPRLQAEARSEILAH 

WSPAKLLLQMDSSATAYGSTVSKR 

VAWHYDEEKIEFEWNTGTNVDTKK 

MTSNFPVDLSDYPKSLHMYANRLL 

DHRVPQTDMTFRHVGSKLIVAMSS 

WLQKASGSLPYTQTLQDHLNSLKE 

FNLQNMGLPDFHIPENLFLKSDGRV 

KYTLNKNSLKIEIPLPFGGKSSRDLK 

MLETVRTPALHFKSVGFHLPSREFQ 

VPTFTIPKLYQLQVPLLGVLDLSTN 

VYSNLYNWSASYSGGNTSTDHFSL 

RARYHMKADSVVDLLSYNVQGSG 

ETTYDHKNTFTLSCDGSLRHKFLDS 

NIKFSHVEKLGNNPVSKGLLIFDASS 

SWGPQMSASVHLDSKKKQHLFVKE 

VKIDGQFRVSSFYAKGTYGLSCQRD 

PNTGRLNGESNLRFNSSYLQGTNQI 

TGRYEDGTLSLTSTSDLQSGIIKNTA 

SLKYENYELTLKSDTNGKYKNFAT 

SNKMDMTFSKQNALLRSEYQADYE 

SLRFFSLLSGSLNSHGLELNADILGT 

DKINSGAHKATLRIGQDGISTSATT 

NLKCSLLVLENELNAELGLSGASM 

KLTTNGRFREHNAKFSLDGKAALT 

ELSLGSAYQAMILGVDSKNIFNFKV 

SQEGLKLSNDMMGSYAEMKFDHT 

NSLNIAGLSLDFSSKLDNIYSSDKFY 


in 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seq^^( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







KQTVNLQLQPYSLVTTLNSDLKYN 

ALDLTNNGKLRLEPLKLHVAGNLK 

GAYQNNEIKHIYAISSAALSASYKA 

DTVAKVQGVEFSHRLNTDIAGLAS 

AIDMSTNYNSDSLHFSNVFRSVMAP 

FTMTIDAHTNGNGKLALWGEHTGQ 

LYSKFLLKAEPLAFTFSHDYKGSTS 

HHLVSRKSISAALEHKVSALLTPAE 

QTGTWKLKTQFNNNEYSQDLDAY 

NTKDKIGVELTGRTLADLTLLDSPI 

KVPLLLSEPINIIDALEMRDAVEKPQ 

EFTIVAFVKYDKNQDVHSINLPFFET 

LQEYFERNRQTIIVVLENVQRNLKH 

INIDQFVRKYRAALGKLPQQANDY 

LNSFNWERQVSHAKEKLTALTKKY 

RITENDIQIALDDAKINFNEKLSQLQ 

TYMIQFDQYIKDSYDLHDLKIAIANI 

IDE1IEKLKSLDEHYHIRVNLVKTIH 

DLHLFIENIDFNKSGSSTASWIQNVD 

TKYQIRIQIQEKLQQLKRHIQNIDIQ 

HLAGKLKQHIEAIDVRVLLDQLGTT 

ISFERJNDVLEHVKHFVINLIGDFEV 

AEKINAFRAKVHELIERYEVDQQIQ 

VLMDKLVELAHQYKLKETIQKLSN 

VLQQVKIKDYFEKLVGFIDDAVKK 

LNELSFKTFIEDVNKFLDMLIKKLKS 

FDYHQFVDETNDKIREVTQRLNGEI 

QALELPQKAEALKLFLEETKATVA 

VYLESLQDTKITLI1NWLQEALSSAS 

LAHMKAKFRETLEDTRDRMYQMDI 

QQELQRYLSLVGQVYSTLVTY1SD 

WWTLAAKNLTDFAEQYSIQDWAK 

RMKALVEQGFTVPEIKTILGTMPAF 

EVSLQALQKATFQTPDFIVPLTDLRI 

PSVQINFKDLKNIKIPSRFSTPEFTIL 

NTFH1PSFTIDFVEMKVKIIRTIDQML 

NSELQWPVPDIYLRDLKVEDIPLARI 

TLPDFRLPEIAIPEFIIPTLNLNDFQVP 

DLHIPEFQLPHISHTIEVPTFGKLYSI 

LKIQSPLFTLDANADIGNGTTSANE 

AGIAASITAKGESKLEVLNFDFQAN 

AQLSNPKINPLALKESVKFSSKYLR 

TEHGSEMLFFGNAIEGKSNTVASLH 

TEKNTLELSNGVIVKINNQLTLDSN 

TKYFHKLNIPKLDFSSQADLRNEIKT 

LLKAGHIAWTSSGKGSWKWACPRF 

SDEGTHESQISFTIEGPLTSFGLSNKI 

NSKHLRVNQNLVYESGSLNFSKLEI 

QSQVDSQHVGHSVLTAKGMALFGE 

GKAEFTGRHDAHLNGKVIGTLKNS 

LFFSAQPFEITASTNNEGNLKVRFPL 

RLTGKIDFLNNYALFLSPSAQQASW 

QVSARFNQYKYNQNFSAGNNENIM 

EAHVGINGEANLDFLNIPLTIPEMRL 

PYTIITTPPLKDFSLWEKTGLKEFLK 

TTKQSFDLSVKAQYKKNKHRHSIT 

NPLAVLCEFISQSIKSFDRHFEKNRN 

NALDFVTKSYNETKIKFDKYKAEKS 


VIA 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

9h)NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqDWe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







HDELPRTFQIPGYTVPVVNVEVSPF 
TIEMSAFGYVFPKAVSMPSFSILGSD 
VRVPSYTLILPSLELPVLHVPRNLKL 
SLPDFKELCTISHIFIPAMGNITYDFS 
FKSSV1TLNTNAELFNQSDIVAHLLS 
SSSSVIDALQYKLEGTTRLTRKRGL 
KLATALSLSNKFVEGSHNSTVSLTT 
KNMEVSVATTTKAQ1PILRMNFKQE 
LNGNTKSKPTVSSSMEFKYDFNSSM 
LYSTAKGAVDHKLSLESLTSYFSIES 
STKGDVKGSVLSREYSGTIASEANT 
YLNSKSTRSSVKLQGTSKIDDIWNL 
EVKENFAGEATLQRIYSLWEHSTKN 
HLQLEGLFFTNGEHTSKATLELSPW 
QMSALVQVHASQPSSFHDFPDLGQ 
EVALNANTKNQKIRWKNEVRIHSG 
SFQSQVELSNDQEKAHLDIAGSLEG 
HLRFLKNIILPVYDKSLWDFLKLDV 
TTSIGRRQHLRVSTAFVYTKNPNGY 
SFSIPVKVLADKFIIPGLKLNDLNSV 
LVMPTFHVPFTDLQVPSCKLDFREI 
QIYKKLRTSSFALNLPTLPEVKFPEV 
DVLTKYSQPEDSLIPFFEITVPESQLT 
VSQFTLPKSVSDGIAALDLNAVANK 
IADFELPTIIVPEQTIE1PS1KFSVPAGI 
AIPSFQALTARFEVDSPVYNATWSA 
SLKNKADYVETVLDSTCSSTVQFLE 
YELNVLGTHKIEDGTLASKTKGTFA 
HRDFSAEYEEDGKYEGLQEWEGKA 
HLNIKSPAFTDLHLRYQKDKKGIST 
SAASPAVGTVGMDMDEDDDFSKW 
NFYYSPQSSPDKKLTIFKTELRVRES 
DEETQIKVNWEEEAASGLLTSLKDN 
VPKATGVLYDYVNKYHWEHTGLT 
LREVSSKLRRNLQDHAEWVYQGAI 
REIDDIDERFQKGASGTTGTYQEWK 
DKAQNLYQELLTQEGQASFQGLKD 
NVFDGLVRVTQEFHMKVKHLIDSLI 
DFLNFPRFQFPGKPGIYTREELCTMF 
IREVGTVLSQVYSKVHNGSEILFSYF 
QDLV1TLPFELRKHKLIDVISMYREL 
LKDLSKEAQEVFKAIQSLKTTEVLR 
NLQDLLQFIFQLIEDNIKQLKEMKFT 
YL1NYIQDEINTIFNDYIPYVFKLLKE 
NLCLNLHKFNEFIQNELQEASQELQ 
Q1HQYIMALREEYFG\PSGVGWTVK 
YYEGEEKIVSLIKNLLVALKDFHSE 
YIVSASNRTSQLSSQVEQFLHRNIQ 
EYLSILTDPDGKGKEKIAELSATAQ 
EIIKSQAIXATKKIISDYHQQFRYKLQ 
DFSDQLSDYYEK\FIAESKRLI\DLSI 
QN\YHTFLDYTSREFNWKKLAIQPQ 
NPYMKI APfiFI YYHPf IPI KFIFN 
LFFFSNLNFSHRHRICNCKI PH 1KPY 
SEPALO 

5168 

10665 

A 

5480 

2 

316 


5169 

10666 

A 

5481 

2 

401 


5170 

10667 

A 

5482 

126 

415 



WO 01/79449 PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09mO,I60 

Nucleotide 
location of 
first codon 
for peptide 

sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqamK ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5171 

10668 

A 

5483 

3 

499 


5172 

10669 

A 

5484 

1 

241 


5173 

10670 

A 

5485 

12 

308 


5174 

10671 

B 

5486 

394 

565 

MSAEERLRSSGVLSQKVIAHSLGFD 
KHGNRLGRGKGYYDAYLKRCLOH 
QEVKPYTLALAFKEQICLQVPVNEN 
DMK* 

5175 

10672 

B 

5487 

674 

807 

MSAEERLRSSGVLSQKVIAHSEYQK 

SKRIS1FLSMQDEIETEE1IKDIFQRGK 

ICFLPSVRVPEOSHGYGLGFDKHGN 

RLGRGKGYYDAYLKRCLQHQEVK 

PYTLALAFKEQICLQVPVNENDIK* 

5176 

10673 

A 

5488 

113 

339 


5177 

10674 

A 

5490 

2 

388 

FLFFFFEMESRSVAQAGVQWCDLG 

SLQPPPP\GLSDSPALASSVSWITDV 

RHHLWL1FVFLVETGFRHVGQASLK 

LPTSGDLPTLASOSAGITGVSHYAW 

LIFVFLVETEFHHVGQAGLELLAPS 

DPPA 

5178 

10675 

c 

5491 

197 

415 

MLLYVGLEPHHTHMI ^1 WPPR1 MF 

XTXXuX^t X V VJLiLiI A 11 111 AlVAJLiOIv VV * JT IVL/lVir 

PSVFFFFFFFFFLRQGLALLPRLECS 
GAILAHCNLHLLGSGDSLASAF* 

5179 

10676 

A 

5492 

768 

1081 

KGVLFFFFFKTES\HSVAQAGV\QW 
CTLGSLQPP/PSRGSSDSPASASRVA 
GIRGVHHHARL1FVFI VFTfJFHYVfi 

OAGLELPTSGDSPASASOSAGVTGV 
SHQCPA 

5180 

10677 

A 

5494 

305 

477 


5181 

10678 

A 

5495 

1 

903 


5182 

10679 

A 

5496 

111 

295 

KPATSVPVIVCVCSSAKPELPl CPAT 
YTEHHAGOPHWWYHAAR/DLVSW 
K* QISQRGEINPH 

5183 

10680 

A 

5497 

1 

505 


5184 

10681 

A 

5498 

*> 

345 


5185 

10682 

A 

5499 

1 

1416 


5186 

10683 

A 

5500 

618 

707 


5187 

10684 

C 

5501 

1729 

2511 

MDIASTNTSNKSDTNMEQVPATND 

TIKRLESKLLKNQAKQQSESGRLSL 

GASRGSSVESLPPTSEGKRMSADMS 

EIEARIAATTGNGQPRRRSIQDLTVT 

GTEPGQVSSRSSSPSVRMITTSGPTS 

EKPTRSHPWTPDDSTDTNGSDNSIP 

MAYLTLDHQLQPLAPCPNSKESMA 

VFEQHCKMAQEYMKVQTEIALLLQ 

RKOELVAELDODFKDOONTSRT Vf) 

EHKKLLDENKSLSTYYQQCKKQLE 

VIRSQQQKRQGTS* 

5188 

10685 

A 

5502 

1 

3489 


5189 

10686 

A 

5503 

1 

246 


5190 

10687 

A 

5504 

40 

.124 

NVPQFTAKAPCKHEKCLNTNSPDLF 
EAC*DNIDOTAVSLTAPKTGKRK*R 

NKVQLS**PQFTAKAPCKHEKCLNT 
NSPDLFEAC 

5191 

10688 

A 

5505 

156 

1001 

GIQQFGQYCLNMLQINQLLSKIKLA 
NPKEKTAMYLVNELARFNRVQPQY 
KLLD* RGPAHSKMFSVQLSLGEQT 
WESEGSSIKKAQQAVGNKALTESTL 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

9VPTDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Ammo acid seqmlK ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; V=possible 
nucleotide insertion) 







PKPPKPPKSNVNNNPGCITPTVELN 
GLAMKRGRACHPQAIRSKAIPK**S 
*LQLSSHV*SEVS\FPIPKIFYVQLTV 
GNNEFFGEGKTRQAARHNAAMKA 
LQALQNEPI/LRKISSGMVNQERIW 

ivuvi x ivriAi iNivoZilOij V r JDi./iL*lvt\JN ivlr 

VSFEVIKESflPPHMK <sFVTft VWfiP 
FSAEGEGNSKK 

5192 

10689 

A 

5506 

175 

411 


5193 

10690 

A 

5507 

198 

381 


5194 

10691 

A 

5508 

137 

346 


5195 

10692 

A 

5510 

3 

136 


5196 

10693 

A 

5511 

2 

673 


5197 

10694 

A 

5512 

1 

257 


5198 

10695 

A 

5513 

1 

712 

PRKT/PPAPH\DGDRKELPRTKLLPP 

API\STD*SQHADRGTEP/GPIRPSIEP 

GPPVQFGTSDKDSDLRLVVGDSLIA 

EKELPASVTEAIPVSRDWQLLGSGA 

ASAEPQSKNLDSGHCVPEHSSSGQR 

LYPEVFYGSAGPSSSQISGGAMDFVH 

LAFGSGQGRHLEKGPPDGQRSLGPE 

fiTR^f fSPPHP AP^VPT A DVDD VI 

SSPFPWSPVPGAVC 

5199 

10696 

A 

5514 

2 

322 


5200 

10697 

A 

5515 

1 

6470 

MSDRSGPTAKGKDGKKYSSLNLFD 

TYKGKSLEIQKPAWAPRHGLQSLG 

KVAIARR/MRPPANLPSLKAENKGN 

DPNVSLVPKDGTGWASKQEQSDPK 

SSDASTAQPPESQPLPASQTPASNQP 

KRPPAAPENTPLVPSGVKSWAQAS 

VTHGAHGDGGRASSLLSRFSREEFP 

TLQAAGDQDKAAKERESAEQSSGP 

GPSLRPQNSTTWRDGGGRGPDELE 

GPDSKLHHGHDPRGGLQPSGPPQFP 

PYRGMMPPFMYPPYLPFPPPYGPQG 

PYRYPTPDGPSRFPRVAGPRGSGPP 

MRLVEPVGRPSILKEDNLKEFDQLD 

QENDDGWAGAHEEVDYTEKLKFS 

DEEDGRDSDEEGAEGHRDSQSASG 

EERPPEADGKKGNSPNSEPPTPKTA 

WAETSRPPETEPGPPAPKPPLPPGDY 

PDRGGPPCKPPAPEDEDEAWRQRR 

KQSSSEISLAVERARRRREEEERRM 

QEERRAACAEKLKRLDEKFGAPDK 

RLKAEPAAPPAAPSTPAPPPAVPKE 

LPAPPAPPPASAPTPETEPEEPAQAP 

PAQSTPTPGVAAAPTLVSGGGSTSS 

TSSGSFEASPVEPQLPSKEGPEPPEE 

VPPPTTPPVPKVEPKGDGIGPTRQPP 

SQGLGYPKYQKSLPPRFQRQQQEQ 

LLKQQQQHQWQQHQQGSAPPTPVP 

PSPPQPVTLGAVPAPQAPPPPPKALY 

PGALGRPPPMPPMNFDPRWMMIPP 

YVDPRLLQGRPPLEFYPPGVHPSGL 

VPRERSDSLGLSSEPFDRHAPAMLR 

ERGTPPVDPKLAWVGDVFTATPAE 


WO 01/79449 


SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


tho 
d 


Mel^^^NO: 


inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


cq^^n^l 


PCTAJS01/08656 


Amino acid scqUWfe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


5201 


10698 


5516 


119 


5202 


10699 


5517 


325 


PRPLTSPLRQAADEDDKGMRSETPP 

VPPPPPYLASYPGFPENGAPGPPISR 

FPLEEPGPRPLPWPPGSDEVAKIQTP 

PPKKEPPKEETAQLTGPEAGRKLPA 

SRSGAGPPPPRRESRTETRWGPRPG 

SSRRGIPPEEPGAPPRRAGPIKKPPPP 

TKVEELPPKPLEQGDETPKPPKPDPL 

KITKGKLGGPKETPPNGNLSPAPRL 

RRDYSYERVGPTSCRGRGRGEYFA 

RGRGFRGTYGGRGRGG/RSEFRSYR 

EFRG DDGRGGGTGGPNHPPAPRGR 

HASETRSEGSEYEEIPKRCRQRGSET 

GSETHESDLAPSDKEAPTPKEGTLT 

Q/VPLAPPPPGAPP\SP\APARFTC/RG 

GRRVFTPR/GVPSRRGRGGGR/PPPQ 

VCPGWSPPAKSLAPKKPPTGPLPPS 

KEPLKEKLIPGPLSPVARGGSNGGS 

NVGMEDGERPRRRRHGRAQQQDK 

PPRFRRLKQERENAARGSEGKPSLT 

LPASAPGPEEALTTVTVAPAPPRAA 

AKSPDLSNQNSDQANEEWETASESS 

DFTSERRGDKEAPPPVLLTPKAVGT 

PGGGGGGAVPGISAMSRGDLSQRA 

KDLSKRSFSSQRPGMERQNRRPGPG 

GKAGSSGSSSGGGGGGPGGRTGPG 

RGDKRSWPSPKNRSRPPEERPPGLP 

LPPPPPSSSAVFRLDQVIHSNPAGIQ 

QALAQLSSRQGSVTAPGGHPRHKP 

GPPQAPQGPSPRPPTRYEPQRVNSG 

LSSDPHFEEPGPMVRGVGGTPRDSA 

GVSPFPPKRRERPPRKPELLQEESLP 

PPHSSGFLGSKPEGPGPQAESRDTG 

TEALTPHIWNRLHTATSRKSYRPTS 

MEPWMEPLSPFEDVAGTEMSQSDS 

GVDLSGDSQVSSGPCSQRSSPDGGL 

KGAAEGPPKRPGGSSPLNAVPCEGP 

PGSEPPRRPPPAPHDGDRKELPREQP 

LPPGPIGTERSQRTDRGTEPGPIRPS 

HRPGPPVQFGTSDKDSDLRLWGDS 

LKAEKELTASVTEAIPVSRDWELLP 

SAAASAEPQSKNLDSGHCVPEPSSS 

GQRLYPEVFYGSAGPSSSQISGGVA 

MDSQLHPNSGG/FRPGTPSLHPYRS 

QPLYLPPGPAPPSALLSGVALKGQF 

LDFSTMQATELGKLPAGGVLYPPPS 

FLYSPAFCPSPLPDTSLLQVRQDLPS 

PSDFYSTPLQPGGQSGFLPSGAPAQ 

QMLLPM\VDSQLPVV\NFGSLPPAPP 

PAPPPLSLLPVGPALQPPSFVVRPQS 

SPSTGVL\P*LARPFPVYRGRTELH\P 

VNIKPFRDF\QKLSSNLGGPGSSRTP 

P\TGRRPSSLRSFSGLNSRLQSQRLS 

NLTSGVF\RNQAASTFYQAGLPHPD 

ALRWIPKPWERTG\RPPR\DGPSRR\ 

AEEP\GSRGDKEP\GLPPPR 


FFFFF*DRVSLLLPKLECNGTISAHC 
NLRLPGSSDSPASASSSFFTIHVAPLP 


WO 01/79449 


PCTYUS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

Sin^DNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqnme ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







OLRHY*IFYDTiTR^I VAf5*V<:r>MT I I 

V^IjIXI 11 IF I U\J i I\.OI_i I /YU I OVilNJjJLl 

YSAPRQPQYHFKDMNKILDSIQRSY 
TKI 

5203 

10700 

A 

5518 

228 

481 

QFFRNT1FF*DRVSLLLPKLECNSA1S 
AHHN1 CI Pfi^r^PA^ASRVAniTr: 

TCHHTRLL\FVFLVETGFYHVSQSG 
LELLTSGD 

5204 

10701 

A 

5519 

175 

431 

LIVKMPFLK*SWKIF*MSK**VML1H 
•GFVFI FVP\FF*T"iRV<JT I T PPI PPM 

GPISAHRNLHLPDSSDSPASAYIKGF 
VRQLSHEE 

5205 

10702 

A 

5520 

257 

453 

TKfSGfiYTORTATOFlI F1VI FIV*r»r: 

VSLLLPRLE*NGAISAHCNLHLPGSS 
DSQKKTKKNFCTQ 

5206 

10703 

A 

5521 

277 

1230 

ISFHLSTFGAPSFFFFFEMEFSLLLPR 

LECNGAISAHRNLRLPGSSDSPASAS 

PVGWDYRHVHPRSANFVFFFSRDG 

VSPCWSGLVSNSRPQMIPPSRPPKV 

LDTGLATMPGLCLANFCGRNRVSL 

MCPSWSPELKQSTCLSLPKCWDYR 

RAAVPGLFILFFLRHRCPTLTQDEV 

QWCDHSSLQPSTPEIKHPPASASQSS 

WDQRHAPLHLANFYFYF*FFETES\ 

HSVT\RLECSGAILAHCNLCLPGSSY 

^PA PA K*\fAnTTn AU/PRI AMETA/ITT 
Or Arno V r\KJ 1 1 OrVrl/X\JvLAlVrr VrL» 

VEMGFHHVRQVDARSLDLVICLPR 
PPKVLGLQDVSHHRPAYF 

5207 

10704 

A 

5522 

1 

467 

FFFLF*EGVSLLLPRLECSGAISA/HC 
NLHLPGSSDSPASASQEDGITGVRY 
HAWLIL/VFLVEIGFHHVGQADLKP 

♦PQVIHPPLFFFFLRQSFALVAQAGV 

nwrni OTPPPRvrw^n i AmyDc 

YLVAGFTGMRHHTRLFFFFAFLVET 
GFHPC 

5208 

10705 

A 

5523 

293 

681 

QGHLIGLCPFDJTPAIVDILLAFWHV 

R\CPRPTVSCFCKKWLLV*NFFFFF 

FFF\ETESCSVTRLECSGVILAHCNL 

WP1FVFT VFTRFHHVfiOAGT FT 1 TQ 

GD 

5209 

10706 

A 

5524 

274 

321 


5210 

10707 

A 

5525 

2 

733 


5211 

10708 

A 

•5527 

1 

3555 

MHYVLNSSSMETFVGEQNYEGSSR 

LCVCKRTREADDPSARDSVCEGVR 

ARFNICGINQIVLKCPIWGCENPAQ 

MGCPPVGKADRCGLLANSATCEKG 

MFCHADLVGITPTVFPSHPRCKTTA 

SAKLACQQDVDLDRQSLSSIDKNPS 

ERGQSQLSNPTDDSWKGRPYANQK 

LFASLLIKCVVQLELIQTIDNIVFYPA 

TSKKEDAEHMVAAQQDTLDADIHI 

ETEDQGMYKYMSSQHLFKLLDCLQ 

ESHSFSKAFNSNYEQRTVLWRAGF 

KGKSKPNLLKQETSSLACCLRILFR 

MYVDENRRDSWEEIQQRLLTVCSE 

ALAYFITVNSESHREAWTSLLLLLL 

TKTLKINDEKFKAHASMYYPYLCEI 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ 10 
NO: of 
peptide 
sequence 


Me 
tho 
d 


NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for Inst 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acidseqaWe" ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


MQFDLIPELRAVLRKFFLRIGVVYKI 

WIPEEPSQARCRAILPGFECEAERRQ 

ERVVPATVRGWGSLLRFCIPTSSYN 

KCLLNMYCVPDPIAMELSDANLQT 

LTEYLKKTLDPDPAIRRPAEKFLESV 

EGNQN YPLLLLTLLEK.SQDN VIKVC 

ASVTFKNYIKRNWRIVEDEPNKICE 

ADRVA1KANIVHLMLSSPEQIQKQL 

SDAISIIGREDFPQKWPDLLTEMVN 

RFQSGDFHVINGVLRTAHSLFKRYR 

HEFKSNELWTEIKLVLDAFALPLTN 

LFKICDNAALYAQKYDEEFQRYLPR 

FVTAIWNLLVTTGQEVKYDLLVSN 

AIQFLASVCERPHYKNLFEDQNTLT 

SICEKVIVPNMEFRAADEEAFEBNS 

EEYIRRDLEGSDIDTRRRAACDLVR 

GLCKFFEG P VTGIFSG YVNSMLQEY 

AKNPSVNWKHKDAAIYLVTSLASK 

AQTQKHGITQANELVNLTEFFVNHI 

LPDLKSANAIMRSFSLLQEAIIPYIPT 

LITQLTQKLLAVSKNPSKPHFNHYM 

FEAICLS1RITCKANPAAVVNFEEAL 

FLVFTEILQNDV/PSESVDQYRKQIFI 

LLFQRLQNSKTTKFIKSK*NHLDVL 

QK**KK\MFGMVLEK1IIPEIQKVSG 

NVEKKICAVGITKLLTECPPMMDTE 

YTKLWTPLLQSLIGLFELPEDDTIPD 

EEHFIDIEDTPGYQTAFSQLAFAGK 

KEHDPVGQMVNNPKIHLAQSLHKL 

STACPGRSCGSSPVEDGVCIGAPRSP 

TASVCFPSLVGSINGPAPAPPPPTVR 

TTSSGWHCGGACARKARRGPSGRS 

ALSRLDRSGPS 


5212 


10709 


5528 


4611 


5213 


10710 


5529 


58 


3051 


CQLRSAAGVPSSVSVSPRDPIAMEL 

SDANLQTLTEYLKKTLDPDPAIRRP 

AEKFLESVEGNQNYPLLLLTLLEKS 

QDNVIKVCASVTFKNYIKRNNWRIV 

EDEPNKICEADRVAIKANIVHLMLS 

SPEQIQ\KQ\LSDAISI\IGREDFPQ\KW 

PDL\LTEM\VNRFQSGDFHVINGVLR 

TAHSLFKRY\RHEFK\SNE\LWTE\IK 

LVLDAFALP\LTYLF\KATIELCST\H 

ANDASALRILFSSLILISKLFYSLNFQ 

DLPEFFXEDNMETWMNNFHTLLTLD 

NKLLQTDDEEEAGLLELLKSQICDN 

AALYAQKYDEEFQRYLPRFVTA1W 

NLLVTTGQEVKYDLLVSNAIQFLAS 

VCERPHYKNLFEDQNTLTSICEKVI 

VPNMEFRAADEEAFEDNSEEYIRRD 

LEGSDIDTRRRAACDLVRGLCKFFE 

GPVTGIFSGYVNSMLQEYAKNPSV 

NWKHKDAAIYLVTSLASKAQTQKH 

G1TQ AN ELVNLTEFFVNHILPDLKSA 

NVNEFPVLKADGIKYIMIFRNQVPK 

EHLLVSIPLLINHLQAGSIVVHTYAA 

HALERLFTMRGPNNATLFTAAEIAP 

FVEILLTNLFKALTLPGSSENEYIMK 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: or 
peptide 
sequence 

Me 
tho 
d 

SflVDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqUHKE ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 







AIMRSFSLLQEA1IPYIPTLITQLTQK 

LLAVSKNPSKPHFNHYMFEAICLSIR 

ITCKANPAAWNFEEALFLVFTEILQ 

NDVQEFIPYVFQVMSLLLETHKNDI 

PSSYMALFPHLLQPVLWERTGN1PA 

LVRLLQAFLERGSNTIASAAADKIP 

GLLGVFQKLIASKANDHQGFYLLNS 

IIEHMPPESVDQYRKQIFILLFQRLQ 

NSKTTKFIKSFLVFINLYCIKYGALA 

LQEIFDGIQPKMFGMVLEK1IIPE1QK 

VSGNVEKKICAVGITNLLTECPPMM 

DTEYTKLWTPLLQSLIGLFELPEDD 

T1PDEEHFIDIEDTPGYQTAFSQLAF 

AOK'VPHrjPvnnMVTsJMPvim Anci 

/WJIS-JVC/nur V vJV^lvl V lNfNrJS.IrlLAl^oLi 
HMI ^TArPfiRVPSMVST^I WAPAI 
OYLOGYLOAA^VTI I 

5214 

10711 

A 

5530 

J 

396 


5215 

10712 

A 

5531 

1 

1095 


5216 

10713 

A 

5532 

1 

1077 


5217 

10714 

A 

5533 

I 

986 


5218 

10715 

B 

5534 

214 

975 

MEVKTKARELRDECTSLSSRFDQLE 

ERVLVMENQMNQMKQEEKFREKRI 

KRNEQSLQEIWDYVKRPNLRVIGVP 

ESDGENGTKLENTLQDIIQENFPNL 

ARKANIQIQETQRMPQRYSSRRATP 

RHIIVRFTKVEMKETMLRAAREKG 

RVTHKGKPIRLTADLSAETLQAKRE 

WGPIFNILKEKNFQPRISYPAKLSFIS 

Jc»OJciiJS.or l l^ls^lviJLl\X/r V 1 1 t\r ALIsJd 

I T TCP AT >J\ZfFTJ"NTMnvni4Pk'"NJ\yfPTsJP 

KDHPG* 

5219 

10716 

A 

5535 

3 

1135 


5220 

10717 

A 

5536 

1 

1023 


5221 

10718 

A 

5537 

2 

2747 

LHLWGQGTDKQKDSSNLCRLKCPC 

LTALKRAVVLPARSWRSENGQTAS 

SKGKLTTRKDIYTENPSVHHHHQRP 

KVDKTTKMGKKQNRKTGNSKKQS 

ASPPPKERSASPPPKERSSSPATEQS 

WREN/DLFDFDELRAEGFKRSNYSE 

LWEDIQTKGKEVENFEKNLEECITRI 

TNTEKCLKELMELKTKARELCEEC 

RSLRSRCDQLEERVSAMEDEVKMN 

EMNEMKREGKFREKR1KRNEQSLQ 

EI WD Y VKRPNLRLTG VPESDGENG 

TKLENTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVRFTK 

VEMKEKILRAAREKGRVTLKGKPIR 

LTADLSAETLQARREWGPIFNILKE 

KNFQPRISCPAKLSFISEGEIKYFTDK 

QMLRDFWTTKPALQELLKEALNME 

RNNRSPSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKEVEN 

FEKNLEECITRITNTEKCLKELMELK 

TKARELREECRSLRSRCDQLEERVS 

AMEDEMNEMKREGKFREKRIKRNE 

OSLOEIWDYVKRPNLRLIGVPESDV 

ENGTKLENTLQDIIQENFPNLARQA 

NVQIQEIQRTPHRFSSRRATTRNLIV 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

VPIDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seflWe ( X*=Unkm»vn; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 







RFTKVEMKEKMLRAAREKGRVTH 

KGKPIRLTADLLAETLQARREWGP1 

FNILKEKNFQPRISYPAKLSFISEGEI 

KYFTEKQMLRDFVTTSPALEELLKE 

ALNMERNNRTTRQKVNKDIQELNS 

ALHQADLIDISRTLHPKSTEYTFFSA 

PHHTYSKIDHIVGSKALLSKCKRTEI 

ITKCLSDHSAIKLELRIKKLTQNCTT 

TWKLNNLLLNDYWVQNEMKAEIK 

MFFFXTNFAIK' nTTVTVMT WHTPF A V 
CRGKFTAI "NAHKRKOK R<sTtTTYn TQ 
OLKELEKEFKHIOKT AFGKK 

5222 

10719 

A 

5538 

99 

432 


5223 

10720 

A 

5539 

100 

732 


5224 

10721 

A 

5540 

242 

1300 

NPRRSGHSLEAKLRDSSYSELLRDIL 

QKHEAVHMEALDELYEALAETLM 

AKESTQGHRSYLLPSGGSVTLSEST 

AHSHGTTGLVTWDATLYLAEWAIE 

NPAAFTNRTVLELGSGAGLTGLAIC 

KDVPPPGIHLQRTCHSRVLEQLRGN 

VPSXNGLSLEADITAKLDSPRVTVAQ 

LDWDVATVHQLSAFQPDWIAADV 

LYCPEAIMSLVGVLRRLAACREDQ 

RAPEVYVAFTVRNPETCQLFTTELA 

PSTCEGVLSLSHLTDKDIRTHRGQA 

TLELLQTAARPPGSRASTIHPSLPMP 

PAQADA DDCIJCDO\^l/f r YD^" , A rWAXJTi/^f^ 

I^oArArrilooroWyrUAv^MHr(jy 

PI PAHTJnTnTsIPVPVHVnOPVMVP A 
xLji r\rii\x/ 1 i^inx vrvnv VJV^Jr V IN x t\J\ 

NKOA^T 

5225 

10722 

A 

5541 

3 

167 


5226 

10723 

A 

5542 

2 

378 


5227 

10724 

A 

5543 

3 

359 


5228 

10725 

A 

5544 

15 

347 


5229 

10726 

B 

5545 

141 

371 

DFG YF YG SSY VAAPDSSRTPGLSRS 

KMTGRYEMYARELAEAVKSNYSPT 
IVKE* 

5230 

10727 

A 

5546 

1 

1154 

MAGAEWKSLEECLEKHLPLPDLQE 

VKRVLYGKELRKLDLPREAFEAAS 

REDFELQGYAFEAAEEQLRRPRIVH 

VGLVQNRIPLPANAPVAEQVSALHR 

RIKAIVEVAAMCGVNIICFQEAWTM 

PFAFCTREKLPWTEFAESAEDGPTT 

RFCQKLAKNHDMWVSPILERDSE 

HGDVLWNTAVVISNSGAVLGKTRK 

NHIPRVGDFNESTYYMEGNLGHPV 

FQTQFGRIAVNICYGRHHPLNWLM 

YSINGAEIIFNPSAT1GALSESLWPIE 

ARN\AAIANHCFTCAINRVGTEHFP 

NEFTSGDGKKAHQDFGYFYGSSYV 

a APnctcpTPnr cpcpnm t vAi^r ni 
AArUooivl rUJuoKoxvlJVjJ-»L V AxvLUL* 

MT POnVNnVVX/Tf Plf TTnPVP\yTVAP 
IN L#^V^Vtf V IN IV V W JVr Ivl 1 VJIv i nivi J Al\. 

FT AEAVK^NY^PTTVICF 

5231 

10728 

A 

5547 

424 

604 


5232 

10729 

A 

5548 

52 

318 


5233 

10730 

A 

5549 

3 

148 


5234 

10731 

A 

5550 

258 

458 



-no 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

SCLf UCIILC 

Amino acia seqOMR ( X=Unknown; *=Stop 
codon; /= possible nucleotide deletion; \=possib!e 
nucleotide insertion) 

5235 

10732 

A 

5551 

1 

217 


5236 

10733 

A 

5552 

246 

361 


5?**7 


c 

5553 

fit) 

754 

MDHl VMYYYYYYYYYYYYYYYY 
IviJL/rlJL, I IN A^ A A A A A A»A^ A-AA. AA.A. 

XXXXXXXXXEIQFXXXXERERNKN 
PFPAGDDIKRfiVfiO* 


10735 

A 

5554 

32 

JU7 

NPVPPYPf TP AT VFFT T I TYT T TY*P^ 
PLLRMSAPAGKOFf FT ST 

5239 

-J As J J 

10736 

A 

5555 

417 

490 


5240 

10737 

A 

5556 

2 

121 


5241 

10738 

A 

5557 

69 

398 


5242 

10739 

A 

5558 

2 

732 

GRVPSQCGWIRMRSRSCREDQKPG 

MDDQRDL1SNNEQLSMLGRRPGAP 

ESKCSRGCPLHSAFSILVTLLLWQA 

INAY\FLYH*HGRLDKLTVTPQNLQ 

LENL\RMKLP\KPPKPVSKMRMATP 

LUMQALPMGALPQGPMQNATKYG 

NMTEDHVMHLLQNADPLKVYPPL 

fc'f.QFPFlVJT PT-TT l^XITIVjfPTiriU/I^VFnC 
ISAJor r CrNUi\JrlL»iN.iN 1 {VIE. 1 1JL/ W JvVrJtio 

WMHT4WT T FFMSftFKT FOKPTT»APP 

KESLELEDPSSG LG VTKQDLGPVPM 

5243 

10740 

A 

5559 

2 

359 


5244 

10741 

A 

5560 

2444 

2755 

DYYYFFEMESCSVAQAGVQWRDL 
GSLQPPPPVSSRDSSASASRVAGTTG 
IviHJrl/rlXNv^i/or vrJL» VlviviurHri VUl^A 
DFELLTSSDLPVSASQSAGITGVSHR 
ARPLSS 

J^H-J 


A 




AUT I V"ic\i/Il7trt7T7l7I?T7C\ylT7CtJC\/ A C\ A 

AnLLiDWlrrrrrrrcMtonbVAvA 

nvT wphi <i^T nAPPPn\<inQri^PAQ 

A SWV A OTTft A C H H A T? HF WNFK r 

5246 

10743 

A 

5562 

2 

362 


5247 

10744 

A 

5563 

138 

236 


5248 

10745 

A 

5564 

1 

278 


5249 

10746 

A 

5565 

80 

591 

RGCKREGLSMSSLIRRV1STAKAPG 
AMGPPTVQAVLWDRTHLHFRDQIG 
HGPLPSWTSLCPGGVAGRSLNKLL 

KNMGEIPESLPGCDF\TNWKTTCSS 

m rMXirvi r\i i ttmi?tt ox\/ircDcxT'i?t>A 
UbJuirHi/byi^JLrlNJitJUV^ 1 VroKoNJrrA 

PAAVPQWI T T VCM HQPTVPTF AWATPk 

gpt ttaftt snnprrvvwnf* 

5250 

10747 

A 

5566 

141 

340 


5251 

10748 

A 

5567 

209 

386 


5252 

10749 

A 

5568 

1 
1 

346 


5253 

10750 

A 

5569 

i \>\j 

391 


5254 

10751 

A 

5570 

101 

i V J 

332 


5255 

10752 

A 

5571 

500 

752 


5256 

10753 

A 

5572 

2 

82 


5257 

10754 

A 

5573 

j 

165 


5258 

10755 

A 

5574 

i 
i 

219 


5259 

10756 

A 

5575 

i 

327 


5260 

10757 

A 

5576 

2 

160 


59£1 


A 
r\ 

J J 1 1 

1 
1 

toy 

v^v^L»lxriJr^LHLv^KKDv^Ayv^ 

t PPK'TDfiMPwnT pnp 

5262 

10759 

A 

5578 

2 

224 


5263 

10760 

A 

5579 

i 

i 

1392 


5264 

10761 

A 

5580 

1 

1272 

PGCGRPRAFSLN1AD1EEKRGFTSHF 
VRQTPSPSPNNL* YLI YRRYRQFHA 


WO 01/79449 ^^^^^^ PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

3SR>NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio seqMR ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







LQSKLEERFGPDSKSSALACTLPTLP 

GRRPLPSCCCRAAVRIPALNAYMK 

VPVGLATLARGRALPPWDPLQGSG 

CLWSLSTQSQPSVSPDLCAWSLVR* 

PRQALGARVLDVRIFFYQSPYDSEQ 

VPQALRRLRPRTRKV*VTSPWAST 

WPEPAAPRAEVTPAPTLARLSHCNF 

KAGDVIFLLSRINKDWLEVSSEVRM 

EVRLKVFVKILKDFPEEDDPTNWLR 

CYYYEDTISTIKSVAWEGGACPAFL 

PSLRPLPLTSPSHGSLSHSKAPSGSQ 

MSHNAVTSHQRPGWPGQPHSPFPH 

PTLKDLLELTR*GAGNGAGELDTLD 

AEGDLVRI T ^nFTWAT MVROARfil 

PSOKRLFPWfCI HTTOKDNYRVYNT 

MP 

5265 

10762 

A 

5581 

437 

728 


5266 

10763 

A 

5582 

570 

1648 

TQPGTGWARLSTCSLGPSPTMAVA 

QQLRAESDFEQLPDDVAISANIADIE 

EKRGFTSHFVFVIEVKTKGGSKYLI 

YRRYRQFHALQSKLEERFGPDSKSS 

ALACTLPTLPAKVYVGVKQEIAEM 

RIPALNAYMKSLLSLPVWVLMDED 

VRIFFYQSPYDSEQVPQALRRLRPR 

TRKVKSVSPQGNSVDRMAAPRAEA 

LFDFTGNSKLELNFKAGDVIFLLSRI 

NKDWLEGTVRGATGIFPLSFVKILK 

DFPEEDDPTNWLRCYYYEDTISTIK 

DIAVEEDLSSTPLLKDLLELTRREFQ 

rfdiat NVRr»APf?nr vrt i cnpnv 

ALMVROARfiT P'sOKRI FPWTC I HIT 
OKDNYRWYNTMP 

5267 

10764 

A 

5583 

1705 

2233 


5268 

10765 

A 

5584 

1 

354 


5269 

10766 

A 

5585 

270 

390 


5270 

10767 

A 

5586 

3 

132 


5271 

10768 

A 

5587 

234 

362 


5272 

10769 

A 

5588 

1 

402 


5273 

10770 

A 

5589 

2 

509 


5274 

10771 

A 

5590 

3 

1607 

SPRPGIPRCFHLVISTEHRRVMTEFG 

LSWVFLVAIFKGVQCEVQLVESGG 

DLVQPGGSLRLSCAASGFTFSSYAM 

HWVRQAPGKGLKYVSGISSNGRRT 

YYANSVKGRFTISRDNSKNTLYLQ 

MGSLRAEDMAVYYCARGGDHIVP 

AAVAPFHMDVWGQGTTVTVSSASP 

TSPKVFPLSLCSTQPDGNVVIACLPG 

PGLLPPGATQCDLERKRTGRDRQK 

LPTQPGCLRGPVHHEQPADPAGHT 

VPSRQVRDMPREALHESQPGCDCA 

LPSSLNSTYPISLNSTYPISLMLPPPT 

VTAPTGPSKDLFLGSKATFTCTLPG 

L\RDASGVTFTWDALKVGKSAVQG 

P\*RRDLCG\CYSV\SSVLPGCAEAH 

GTHGEGPSLWHCWPYPESKDPA*PP 

TLFKIRGNTFPGPRFHLLAPPPSEGAG 

PWNELVTLXTCLGIGLSAPRMLLVC 


A 


WO 01/79449 ^ PCTAJS01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO; of 
peptide 
sequence 

Me 
tbo 
d 

d^PbNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqMH ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







WVAGGHRSLLREKY\LTWA\SRQKP 
SQGTTTFAVTSILRVAAEDWKkGD 
TFSCMVGHEALPLAFTQKTIDRLAG 
KPTHVNVSVVMAEVDGTCY 

5275 

10772 

A 

5592 

2 

315 


5276 

10773 

A 

5593 

245 

455 


5277 

10774 

A 

5594 

1 

2863 

MIFPAESSCALPQEGSAGPGSPGSAP 

PSRKRSWSSEEESNQATGTSRWDG 

VSKKAPRHHLSVPCTRPREARQEAE 

DSTSRLSAESGETDQDAGDVGPDPI 

PDSYYGLLGTLPCQEALSHICSLPSE 

VLRHVFAFLPVEDLYWNLSLVCHL 

WREIISDPLFIPWKKLYHRYLMNEE 

QAVSKVDGILSNCGIEKESDLCVLN 

L1RYTATTKCSPSVDPERVLWSLRD 

HPLLPEAEACVRQHLPDLYAAAGG 

VNIWALVAAVVLLSSSVNDIQRLLF 

CLRRPSSTVTMPDVTETLYCIAVLL 

YAMREKGINISNSKKT1QLTHEQQLI 

LNHKMEPLQVVKIMAFAGTGKTST 

LVKYAEKWSQSRFLYVTFNKSIAK 

QAERVFPSNVICKTFHSMAYGHIGR 

KYQSKKKLNLFKLTPFMVNSVLAE 

GKGGFIRAKLVCKTLENFFASADEE 

LTIDHVPIWCKNSQGQRVMVEQSE 

KLNGVLEASRLWDNMRKLGECTEE 

AHQMTHDGYLKLWQLSKPSLASFD 

AIFVDEAQDCTPAIMNIVLSQPCGKI 

FVGDPHQQIYTFRGAVNALFTVPHT 

HVFYLTQSFRFGVE1AYVGATILDV 

CKRVRKKTLVGGNHQSGIRGDAKG 

QVALLSRTNANVFDEAVRVTEGEF 

PSRIHLIGPEEERRKREYPPGLGALE 

GRTQVTGTRKKQAQSESGTRFPPEK 

GELVLLSSHDEGENLVIKDKFIRRW 

VHKEGFSGFKRYVTAAEDKELEAKI 

AVVEKYNIR1PELVQRIEKCHIEDLD 

FAEY1LGTVHKAKGLEFDTVHVLD 

DFVKVPCARHNLPQLPALR\VEPFS\ 

EDEWVNLLYVAVTRAKKRLIM\TKS 

LENILTLAGEYFLQAELTSNVLKTG 

WR\CCVG\QCNNAIPVDTVLTMKK 

L\PITY*ATGK\ENKGGYLCHSCAFO 

RIGPLAFLTASPEOVRAMERTVENI 

VLPRHEALLFLVF 

5278 

10775 

A 

5595 

3 

613 


5279 

10776 

A 

5596 

2 

1419 

PPHLLSSPFVAAPRARATAGAFTLS 

ASAMQEIAHLQAGQCGNQIGAKFW 

EVISDEHGIDPTGTYHGDSDLQLERI 

NVYYNEATG\GNYVPRAVLVDLEP 

GTMDS VRSG PFGQIFRPDNFVFGQS 

GAGNNWAKGHYTEGAELVDAVLD 

WRKEAESCDCLQGFQLTHSLGGG 

TGSGMGTLLISKlREEFPDRlMNTFS 

WPSVPKCQDTVVEPYNATLSVHQL 

VENTDETYCIDNEALYDICFRTLKL 

TTPTYGDLNHLVSATMSGVTTCLRF 

PGQLNADLRKLAVNMVPFPRLHFF 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

9Wu> NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence - 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seq^ffie ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







MPAFAPLTSRGSQQYRGLTVPELTQ 

QMFDAKNMMAACDPRHGRYLTVA 

AVFRGRMSMKEVDEQMLSVQSKN 

SSYFVEWIPNNVKTAVCDIPPRGLK 

MAVTFIGNSTAIQELFKRISEQFTAM 

FRRKAFLHWYTGEGMDEMEFTFAF 

SNMNDLVSEYQQYQDATAEQGEFE 

EEAEEEVA 

5280 

10777 

A 

5603 

1 

384 


5281 

10778 

A 

5604 

185 

700 


5282 

10779 

A 

5605 

1 

414 


5283 

10780 

A 

5606 

3 

138 


5284 

10781 

A 

5607 

1 

433 

NNPDFKAGV/MALPTL/LQIQRHDD 
YLVMLKAIRILVQERLTQDAVAKA 
NQTKEGLPVALDKHILGFDTGDAV 
LNEAAOILRLLHIEELRELOTKINEA 

*— ' t — tt w V * l\J_/i«/l XX X^tX*/X^tX\ 1, tt *\S X 1 N Li/A 

IVAVQA1IHFWHVWKSKCHILGGGS 
PENWVCSRDLPPLLIAFFFNKV 

5285 

10782 

A 

5608 

1 

459 


5286 

10783 

A 

5609 

118 

375 

VAVVQI1FLPVFIAEKYKDLVPDNSK 
TADNATKNAEPLINLDVNNPDFKA 
GVMALANLLQIQRHDDYLVMLK\A 
IRILVQERLTQD 

5287 

10784 

A 

5610 

344 

513 


5288 

10785 

A 

5611 

3 

116 


5289 

10786 

A 

5612 

3 

869 

HEVFSRPRPGEPNREAGTMFRRRLT 

VLDYHNPAGFNCKDETEFRNFIVW 

LEDQKIRHYKIEDRG\NLRNIHSSDW 

PK\FFEKY\LRDVNCPFKIQDRQE\AI 

DWLLGFAVRPEYG\DNAEKY\KDLV 

P\DNSK\TADNAPKNAEPWIN\LDVN 

NPDFK\AGVMALG*PAFRFQRHDD\ 

FLVNA*RQFRIWVQE\RLT\QDA\VA 

KAKSNKKRALPVALAQTHILGFD\T 

GDASSLMKLLEILRIACTYFFI RFI T 

i^i±^^I^XTXX^l^X^X^Xl^X\JLJx\*r X 1 1 « I 1 1 il\ i . | t y 

DOKSTKAI VA VOAI YC* SORODHRL 
GKSLEDEHFEDLQLSPLL 

5290 

10787 

A 

5613 

298 

403 


5291 

10788 

A 

5614 

3 

611 


5292 

10789 

A 

5615 

192 

340 


5293 

10790 

A 

5616 

187 

361 


5294 

10791 

A 

5617 

187 

385 


5295 

10792 

A 

5618 

2 

340 


5296 

10793 

A 

5619 

1 

702 

EKYIQLVRQRALEGALGNTHYKSQ 

TAKGTPQETEGTSSG SKSNVRSGKR 

VPSGRMV/IHSHFPAEVT*E*TRVH 

WIWQS*CQGESWKQPVPFLCHSGS* 

RNALL\CLRHDVDALLWQPHSSKQ 

DDMWEHIATFNALGYVQASKRDK 

KFFACAPNYSYAALCECLRRVFIYR 

OPAPMSTVLYNKKGROAYVGOVAK 

OOVASLETNDPNLGIOAT\NERLFV 

LTTKNLFLIKVNTEN 

5297 

10794 

A 

5620 

3 

357 


5298 

10795 

A 

5621 

1 

1926 


5299 

10796 

A 

5622 

1 

362 

LQTSDEETGFSCLFEYVCAATSFVL 
VCIINNWSCKAD*DTRWTFRIKIGR 


WO 01/79449 PCT/US01/086S6 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

3VD NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seq^ffe ( X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







T/SVVDLLYWRDINITGVVFfiATT FT 
LLSLTVFSIVSVTAYIALALLSVTISF 
TIYKGVSHAIPKSDEGHPF 

5300 

10797 

A 

5623 . 

247 

533 

KSFPGWQTYFSCGWVGCGCLGRGS 
ONASPPASPLPOLPPG*rriwpi nn 

TACRSWSALSGWAAGLYHPPRMPP 

LMWEAGAGSPGELRGTRIRRER 

5301 

10798 

A 

5624 

128 

667 


5302 

10799 

A 

5625 

12 

3756 

VPRLSRPSPSQSSPTPTTARGSETRP 

RRRRQQLQHHLHPPAMEDLDQSPL 

VSSSDSPPRPQPAFKYQFVREPEDEE 

EEEEEEEEDEDEDLEELEVLERKPA 

AGLSAAPVPTAPAAGAPLMDFGND 

FVPPAPRGPLPAAPPVAPERQPSWD 

PSPVSSTVPAPSPLSAAAVSPSKLPE 

DDEPPARPPPPPPASVSPQAEPVWTP 

PAPAPAAPPSTPAAPKRRGSSGSVD 

ETLFALPAASEPVIRSSAENMDLKE 

QPGNTISAGQEDFPSVLLETAASLPS 

LSPLSAASFKEHEYLGNLSTVLPTE 

GTLQENVSEASKEVSEKAKTLLIDR 

DLTEFSELEYSEMGSSFSVSPKAESA 

VIVANPREEIIVKNKDEEEKLVSNNI 

LHNQQELPTALTKLVKEDEVVSSEK 

AKDSFNEKRVAVEAPMREEYADFK 

PFERVWEVKDSKEDSDMLAAGGKI 

ESNLESKVDKKCFADSLEQTNHEK 

DSESSNDDTSFPSTPEG IKDRSGA YI 

TCAPFNPAATESIATNIFPLLGDPTSE 

NKTDEKK1EEKKAQIVTEKNTSTKT 

SNPFLVAAQDSETDYVTTDNLTKV 

TEEWANMPEGLTPDLVQEACESEL 

NEVTGTKIAYETKMDLVQTSEVMQ 

ESLYPAAQLCPSFEESEATPSPVLPD 

IVMEAPLNSAVPSAGASVIQPSSSPL 

EASSVNYESIKHEPENPPPYEEAMS 

VSLKKVSGIKEEIKEPENINAALQET 

EAPYISIACDLIKETKLSAEPAPDFSD 

YSEMAKVEQPVPDHSELVEDSSPDS 

EPVDLFSDDSIPDVPQKQDETVMLV 

KESLTETSFESMIEYENKEKLSALPP 

EGGKPYLESFKLSLDNTKDTLLPDE 

VSTLSKKEKIPLQMEELSTAVYSND 

DLFISKEAQIRETETFSDSSPIEIIDEF 

PTLISSKTDSFSKLAREYTDLEVSHK 

SEIANAPDGAGSLPCTELPHDLSLK 

NIQPKVEEKISFSDDFSKNGSATSKV 

LLLPPDVSALATQAEIESIVKPKVLV 

KEAEKKLPSDTEKEDRSPSAIFSAEL 

SKTSVVDLLY\WRDIKKT\GVVFGA/ 

SAVFLLLS\LTVF\S1VSVTAYIALAL 

LSVT\ISF\RIYKGVIQAIQKS\DEGHP 

FRAISGNL/ESCLYLRELGSGRYSNS\ 

ALGSMWNCTVKGNFRAPSFFSWM 

DLVDSL/RSFAVLMWVFTYVGCLG 

LMVLDTTGFWALNF/1SSSGSWLIYE 

RHQAQ\IDH\YLGLANKNVKDAMA 

KIQAKIPG\LKRKAE 


WO 01/79449 PCT/US01/086S6 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

9Vd NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqlnWc ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 

5303 

10800 

A 

5626 

2 

436 

RRQFEERQQEMEHVYELLENKMQL 
LQEESRLAKNEAARMAALVEAEKE 
CNLELSEKLKGVTKNWEDVPGDQV 

\C Pr^PiWT'T? A T Ar\DriV*\/DO\n "CT \r> T 

ivruv^M i JbALAyrvDJv* VroVLrLvKL 
or rtriov^vjii^v^JLpO^oJLorv l/i\V£ ii-Lrl I 

F*DFMGPQPKTFFSGLNFQWYPL 

5304 

10801 

A 

5627 

3 

309 



10X02 

R 

u 

5628 



M i Js.JSJC.fN r oLivLLi Y r LbblxMQQK. 
x E,/\oivC/JL>l I Js.l\.IN 1 V fc VrjoL»JVKtl 

5306 

10803 

A 

5629 

] 

294 


5307 

10804 

A 

5630 

14 

228 


5308 

10805 

A 

5631 

201 

350 


5309 

10806 

A 

5632 

262 

626 

PSARPHCFGLEAMHARSLPCWNCS 

SRRLLILAFS/WGSE/CCTRKPRIIDV 

VYNASNNELVRTKTLVKNCIVLIDS 

TPYR\QWYESH\YALPLGRKKGAKL 

TPEEEEILNKKRSKKIQKKYDERKE 

NAKISSLLEEQFQQGKLLACIASRPK 

QCGRADGYVLEGKELEFYLRKMKA 

KJvK^iNrCr Vr lHONKuVYCrVPTF 

JVlJL»r Jb YMl VroAlrrCrAJvLiWOUUL 

QPLALTSASYCPETGSPHC 

5310 

10807 

A 

5633 

3 

452 


5311 

10808 

A 

5634 

26 

477 

NSTDSERTHHGARLLPDKTNVKAA 
WG\KVGAHAG\EYGAEALERMFLSF 
PT\TKTYFPHFDL\SHG\SAQVKG/HT 
GKKVADALTNAVANV\DDMPN\AL 

CAT OT"\T UAUV1 0\7I"*iTM F^tT^VI T PYini 

a A LbULHA HK.LRVDP VNFKLLSH CL 

A t~l(~lV>\\f A A Uf DDDCOTDPP A TDOl TTr\ 

AOVjr WAAHJLrKriscj 1 ruuA J roLfcQ 
SSWASC 

5312 

10809 

A 

5635 

1 

147 


5313 

10810 

A 

5636 

1 

503 

AAAARAARGTAGPWRSAARLPALP 

ASSLGAAAMAASAKRKQEEKHLK 

MLRDMTGLPHNRKCFDCDQRGPTY 

VNMTVGSFVCTSCSGSLRG*NPPHR 

VKalbMTTFTQQEIEFLQKHGNEVC 

rvriiyAKV VASVriAM&lJboASSrSS 

TPEVRPLKSLLGDSAPTLHLN 

5314 

10811 

A 

5637 

272 

360 


5315 

10812 

A 

5638 

1 

1934 

WRRRRRLSRLCRLVWPVSPRTTAP 

GPRRAQYSQAAAAGSGAGGARRR 

RAAAAARAARGTAGPRRSAARLPA 

LPASSLGAAAMAASAKRKQEEKHL 

KMLRDMTGLPHNRKCFDCDQRGPT 

YVNMTVGSFVCTSCSGSLRGLNPPH 

KA/GKSISMTTFTQQEIEFLQKHGNE 

VCKQIWLGLFDDRSSAIPDFRDPQK 

VKEFLQEKYEKKRWYVPPEQAKW 

ASVHASISGSSASSTSSTPEVKPLKS 

LLGDSAPTLHLNKGTPSQSPVVGRS 

QGQQQEKKQFDLLSDLGSDIFAAPA 

PQSTATANFANFAHFNSHAAQNSA 

NADFANFDAFGQSSGSSNFGGFPTA 

°.H^!PFOPfYn7"i(";5IA ACVMATvIFAWPn 

NFPKSSSADFGTFNTSQSHQTASAV 
SKVSTNKAGLQTADKYAALANLDN 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acta seqawe ( X=Unlino\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







IFSAGQGGDQGSGFGTTGKAPVGSV 

VSVPSQSSASSDKYAALAELDSVFS 

SAATSSNAYTSTSNASSNVFGTVPV 

VASAQTQPASSSVPAPFGRTPSTNPF 

VAAAGPSVASSTNPFQTNARGATA 

ATFGTASMSMPTGFGTPAPYSLPTS 

FSGSFQQPAFPAQAAFPQQTAFSQQ 

AG VS^NPFMTG A PTGOFPTf5<?<I<;TN 
PFL 

5316 

10813 

A 

5639 

1 

307 


5317 

10814 

A 

5640 

957 

3132 

GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLCGHAEKQAR 

*PLGPWCSRR\KKKGAEEEKPKRRR 

QEKQAACPFYNHEQMGLLRDEALA 

EVKDMEQLLALGKEARACPYYGSR 

LAIPAAQLVVLPYQMLLHAATRQA 

AG IRLQDQ VVIIDEAHNLIDTITGMH 

SVEVSGSQLCQAHSQLLQYVERYG 

KRLKAKNLMYLKQILYLLEKFVAV 

LGGNIKQNPNTQSLSQTGTELKTIN 

DFLFQSQIDNINLFKVCVPSAPQMK 

HGHCRLNPKLVTQISNSDCPRVQRY 

CEKSMISRKLFGFTERYGAVFSSRE 

QPKLAGFQQFLQSLQPRTTEALAAP 

ADESQASTLRPASPLMHIQG FLAAL 

TTANQDGRVILSRQGSLSQSTLKFL 

LLNPAVHFAQVVKECRAWIAGGT 

MQPVSDFRQQLLACAGVEAERVVE 

FSCGHVIPPDNILPLV1CSG1SNQPLE 

FTFQKRELPQMMDEVGRILCNLCG 

VVPGGWCFFPSYEYLRQVHAHWE 

KGGLLGRLAARKKIFQEPKSAHQV 

EQVLLAYSRCIQACGQERGQVTGA 

LLLSWGGKMSEGINFSDNLGRCV 

VMVGMPFPN1RSAELQEKMAYLDQ 

TLPRAPGQAPPGKALVENLCMKAV 

NQSIGRAIRHQKDFASVVLLDQRYA 

PPPV1 A VI PA WTP APVTJVV ATTm>A 
I A A V CMC VI nwnTQl PT XIJ-TT ^IfT 

TFYPNTSNYAKGR 

5318 

10815 

A 

5641 

1 

1668 


5319 

10816 

A 

5642 

947 

2782 

GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLCGHAEKQAR\ 

KKKGAEEEKPKRRRQEKQAACPFY 

NHEQMGLLRDEALAEVKDMEQLL 

ALGKEARACPYYGSRLAIPAAQLV 

VLPYQMLLHAATRQAAGIRLQDQV 

VIIDEAHNLIDTITGMHSVEVSGSQL 

CQAHSQLLQYVERYGKRLKAKNL 

MYLKQILYLLEKFVAVLGGNIKQNP 

NTQSLSQTGTELKTTNDFLFQSQIDN 

INLFKVQRYCEKSMISRKLFGFTER 

YGAVFSSREQPKLAGFQQFLQSLQP 

RTTEALAAPADESQASTLRPASPLM 

HIOGFI AAI TTANOnfiRVIT <5ROn<i 

LSQSTLKFLLLNPAVHFAQWKECR 
AWIAGGTMQPVSDFRQQLLACAG 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleotide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqiiHH ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 







VEAERWVEF/SCGHVIPPDNILPLVI 
CSGISNQPLEFTFQKRELPQMIFQEP 
KSAHQVEQVLLAYSRCIQACGQER 
GQVTGALLLSWGGKMSEGINFSD 
NLGRCVVMVGMPFPNIRSAELQEK 
MAYLDQTLPRAPGQAPPGKALVEN 

I CMKAVNn^IfiD ATRPDKDFAQVV 
ju^ivjivrv v iv\^oi\ji^s\iF*Ti\£rLiJrj\& v v 

LLDQRYARPPVLAKLPAWIRARVE 
VKATFGPAIAAVQKFHREKSASS 

5320 

10817 

A 

5643 

1143 

3233 

GEEEPLWQGCSAGLPWLPAEPLCK* 

RREKPRFCAAYQRPLRGHAEKQARX 

KKKGAEEEKPKRRRQEKQAACPFY 

NHEQMGLLRDEALAEVKDMEQLL 

ALGKEARACPYYRSRLAIPAAQLV 

VLSYQMLLHAATRQAAGIRLQDQV 

VIIDEAHNLIDTITGMHSVEVSGSVQ 

LCQAHSQLLQYMERYGKRLKAKN 

LMYLKQILYLLEKFVAVLGGN1KQ 

NPNTQSLSQTGTELKTINDFLFQSQI 

DNINLFKVQRYCEKSM1SRKLFGFT 

ERYGAVFSSREQPKLAGFQQFLQSL 

QPRTTEALAAPADESQASVPQPASP 

LMHIEGFLAALTTANQDGRVILSRQ 

GSLSQSTLKFLLLNPAVHFAQVVKE 

CRAVVIAGGTMQPVSDFRQQLLAC 

AGVEAERVVEFSCVFGPSLALT\GH 

VIPPDNILPLVICSG ISNQPLEFTFQK 

RELPQMMDEVGRILCNLCGWPGG 

WCFFPSYEYLRQVHAHWEKGGLL 

GRLAARKKIFQEPKSAHQVEQVLL . 

AYSRCIQACGQERGQVTGALLLSV 

VGGKMSEGINFSDNLGRCVVMVG 

MPFPNIRSAELQEKMAYLDQTLPRA 

PGQAPPGKALVENLCMKAVNQSIG 

RA1RHQKDFASIVLLDQRYARPPVL 

AVI PA WTP APVPVV ATPr:PATA A V 
OKVSPTFFFI RA^PPRDHTWrT 1 <iA 
OFHREKSASS 

5321 

10818 

A 

5644 

3 

744 


5322 

10819 

A 

5645 

40 

126 


SI?'? 




lo/ 


MDFRn^HPPYI T QWTTA KHTni AP 
jVll^C»l\J-/OriV_/Jr I J^I^OOXL I 1 f\r%AJ 1 \JLiJ\Ij 

SAGKEDPVELDSSLEARVRRRRPST 
SMPLTSAPC* 

5324 

10821 

A 

5647 

1 

382 

TADCAKPVPLAVVSLDSRYGQWES 
RSSIHA\VTN*ASSSSSSSSSSS\FSR\V 

YPR FIFFIHFDin^TftO/R IT^R *HPPR / 

DLRDALF*LNSLIPLVRTSSKSAARR 
RPNGEAPRGTAVPGADPAGGTRPR 

5325 

10822 

A 

5648 

3 

684 

QGPRAALGALFPCWAPGKYVHGV 

RAKHPRATARAPRGSP/LPPHRVSE 

KTIRVVVFHRRPAGPADPAPGPSRG 

HRGGAG/EPPTYSTPLMSLHRARLE 

SSSTGSSFPADSAKPVPLAVVSLDSR 

*GQWESRSS1HA\VTN*ASSSSSSSSS 

SS\FSR\VYPRFIEFLHFDIQSTGQ/RIT 

SROHPPR/DLRDALF*LNSRIPLVRTS 

SKSAARRRP\GEAPRGTAAPGADPA 

GGP 


T/Irt 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^PD NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia scqnWe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5326 

10823 

A 

5649 

2 

331 


5327 

10824 

A 

5650 

3 

340 


5328 

10825 

A 

5651 

1 

94 


5329 

10826 

A 

5652 

2 

496 

ASMGCSSPLLSLLSLLVGAWLKLG 
H*TAGHAGGAGKGDGALRPGGREP 
EAPLPASGMRLQPPAGEVALGAQG 
ASPPCAFNFLLWNLSIQAQLRRVRG 

PTRROPVGRAAPAPAASST TPADPA 

GREVTOVVVVOVWNSSS 

5330 

10827 

A 

5653 

3 

997 


5331 

10828 

A 

5654 

3 

131 


5332 

10829 

A 

5655 

112 

289 


5333 

10830 

A 

5656 

35 

5228 

LDPLGRMVMGIFANC1FCLKVKYLP 

QQQKKKLQTDIKENGGKFSFSLNPQ 

CTHI I LDN ADVLSQYQLNSIQKNH V 

H1ANPDFIWKSIREKRLLDVKNYDP 

YKPLDITPPPDQKASSSEVKTEGLCP 

DSATEEEDTVELTEFGMQNVEIPHL 

PQDFEVAKYNTLEKVGMEGGQEA 

VVVELQCSRDSRDCPFL1SSHFLLDD 

GMETRRQFAIKKTSEDASEYFENYI 

EELKKQGFLLREHFTPEATQLASEQ 

LQALLLEEVMNSSTLSQEVSDLVE 

MIWAEALGHLEHMLLKPVNRISLN 

DVSKAEGILLLVKAALKNGETAEQ 

LQKMMTEFYRLIPHKGTMPKEVNL 

GLLAKKADLCQLIRDMVNVCETNL 

SKPNPPSLAKYRALRCKIEHVEQNT 

EEFLRVRKEVLQNHHSKSPVDVLQ1 

FRVGRVNETTEFLSKLGNVRPLLHG 

SPVQNIVGILCRGLLLPKVVEDRGV 

QRTDVGNLG SGI YFSDSLSTS1KYSH 

PGETDGTRLLLICDVALGKCMDLH . 

EKDFSLTEAPPGYDSVHGVSQTASV 

TTDFEDDEFVVYKTNQVKMKYI1KF 

SMPGDQIKDFHPSDHTELEEYRPEF 

SNFSKVEDYQLPDAKTSSSTKAGLQ 

DASGNLVPLEDVHIKGRIIDTVAQVI 

VFQTYTNKSHVPIEAKYIFPLDDKA 

AVCGFEAFINGKH1VGEIKEKEEAQ 

QEYLEAVTQGHGAYLMSQDAPDVF 

TVSVGNLPPKAKVLIK1TYITELSILG 

TVGVFFMPATVAPWQQDKALNEN 

LQDTVEKICIKEIGTKQSFSLTMSIE 

MPYVIEFIFSDTHELKQKRTDCKAVI 

STMEGSSLDSSGFSLHIGLSAAYLPR 

MWVEKHPEKESEACMLVFQPDLD 

VDLPDLANESEVIICLDCSSSMEGVT 

FLQAKEIALHALSLVGEKQKVNIIQF 

GTGYKELFSYPKHITSNTAAAEFIM 

SATPTMGNTDFWKTLRYLSLLYPA 

RGSRNILLVSDGHLQDESLTLQLVK 

RSRPHTRLVFACGIGSTANRHVLRIL 

SQCGAGVFEYFNAKSKHSWRKQIE 

DOMTRLCSPSCHSVSVKWOOLNPD 

APEALQAPAQVPSLFRNDRLLVYGF 

IPHCTQATLCALIQEKEFCTMVSTTE 


n a t 


WO 01/79449 


SEQ1D 
NO: of 
nuclco-iide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 


NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/USO 1/08656 


Amino acid seqtallce ( X=l)nknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


LQKTTGTMIHKLAARALIRDYEDGI 

LHENETSHEMKKQTLKSLIIKLSKE 

NSLITQFTSFVAVEKRDENESPFPDI 

PKVSELIAKEDVDFLPYMSWQGEP 

QEAVRNQSLLASSEWPELRLSKRK, 

HRK1PFSKRKMELSQPEVSEDFEED 

ALGVLPAFTSNLERGRVEKLLDLS 

WTESCKPTATEPLFKKVSPWETSTS 

SFFPILAPAVGSYLTPTTRAHSPASL 

SFASYRQVASFGSAAPPRQFDASQF 

SQGPVPGTCADW1PQSASCPTGPPQ 

NPPSAPYCG1VFSGSSLSSAQSAPLQ 

HPGGFTTRPSAGTFPELDSPQLHFSL 

PTDPDPIRGFGSYHPSAYSPFHFQPS 

AASLTANLRLPMASALPEALCSQSR 

TTPVDLCLLEESVGSLEGSRCPVFAF 

QSSDTESDELSEVLQDSCFLQIKCDT 

KDDSIPCFLEVKEEDEIVCTQHWQD 

AVPWTELLSLQTEDGFWKLTPELG 

LILNLNTNGLHSFLKQKG1QSLGVK 

GRECLLDLIATMLVLQFIRTRLEKE 

GIVFKSLMKMDDPSISRNIPWAFEAI 

KQASEWVRRTEGQYPSICPRLELGN 

DWDSATKQLLGLQPISTVSPLHRVL 

HYSQG 


5334 
5335 


10831 


5657 


10 


82 


10832 


5658 


189 


396 


MVHPAGPLASQXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXELWLHHLSSSS 


5336 


10833 


5659 


54 


485 


MXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXRPEDFATYYCQ 

QNYISPLTFGGGTKVEIXRTVAAPS 

VFIFPPSX* 


5337 


10834 


5660 


417 


5338 


10835 


5661 


398 


5339 


10836 


5662 


12 


451 


MXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXFSSYYCQ 
QSYSVPFTFGPGTKVDIKRTVAAPS 
VFIFPPSDEQ* 


5340 


10837 


5663 


5341 


10838 


679 


B 


5664 


94 


AWWNSETPAQLLFLLLLWLPYTSG 

EIVLTQAPGTLSLSPGERATLSCRAS 

QTIGSTYLAWYQQRPGQAPRFLIYG 

ASSRATGIPDSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSQQYYTSPLTFGGGTKV 

EIRRTVAAPSVF1FPPSDEQLKSGTA 

SVVCLLNNFYPREAKVQWKVDNA 

LQSGNSQESVTEQDSKDSTYSLSST 

LTLSKADYEKHKVYAXCEVTHQG 


321 


XDRVTITCQATQDIGNYLNWYQHK 

PGKAPNLLIYDASNLETGVPSRFSG 

RGSGTHFTFTISSLQPEDIATYYCQQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

S^^DNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
Tor peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seqMffe ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possiblc 
nucleotide insertion) 







YX* 

5342 

10839 

A 

5665 

J 

764 

AWLESISPTMRVPAQLLGLLLLWIP 

GSVADIMMTQTPLSLSVSPGQSASIS 

CKSSQSLLHSDGKTHVYWYLQKPG 

QSPQLLIYEVSSRFSGVPDRFSGSGS 

GTDFTLKITRVEAEDVGVYYCQQY 

NSYLLFTFGPGTKVDIKRTVAA\PSV 

FIFPP\SDEQLKSG\TASWCLL\NNFL 

FP\RRAKVQWEGGINALQSGNSQEC 

EKHKVYACEVTHQGLSSPVTKSFN 
RGEC 

5343 

10840 

A 

5666 

1 

534 

RRPRREPWKPQRSFSSSCYS/ELPDT 

TGE1VLTQSPGTLSLSPGERATLSCR 

ASQSVSNNYLAWYQQKPGQAPRLL 

IYDTSSRATGIPDRFSGSASGTDFTL 

TISRLEPEDFAVYYCQQYGSSPPMY 

EQLKSGTASWCLLNNFYPREAKV 
QW 

5344 . 

10841 

A 

5667 

184 

621 

LHECISVLFPISDTTGEI VLTQSPATL 

SLSPGERATLSCRASQSVNNNYLA 

WYQQKPGQPPRLLIYDASNRITGIP 

GD/IKRTVAAPSVFIFPPSDE 

5345 

10842 

A 

5668 

156 

364 


5346 

10843 

A 

5669 

2 

2143 

SSDGSWWTGFQWREWRQAGRSVN 

S WDNPKQEVRASSKDKSRG SIQEA 

MRMQSSAKLLCSAWTLAYSIAVRT 

LSSDSEGQPPLVIHRQTGSGEDLQQ 

TPTDLQLRVLTIRRKTNKQKGHPHQ 

NPISSRRQEITKIRAELKKIETQKPFK 

KINESRSWFFEKINKIDRLLARLIKK 

KIEKNQIDAIKNDKGNITTNPTEIQT 

TIREYYKHLYANKLEHLEEMDKFL 

D1YTLPRLNQEEVESVNRPITGSEIE 

AIINSLPTKKSPGPDRFTAELYQRYK 

EELVPFLLKLFQSIEKEGILPNSFYEA 

SIILISKPGRDTTKKENFRPISLMNID 

AKILNKILANQIQQHIKKLIHHHQV 

GFIPGMQGWFNILKSINVIHHINRTK 

DKNHMIISIEAEKAFDKIQQPFMLKT 

LNKLGIDGTYLTYLKIIRAIYDKPTA 

N1ILNGQKLEAFPFKTGTRQGCPLSP 

LLFNIVLEALARAIRQEKEIKGIQLG 

KEDVKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSEVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKMAIL 

PKTLNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAPKST 

KRKT YOOYT PHHTni? T? PPH VQWPP 

rvINXvLj I V<VJ X -Lfl VJ 1 Iv'XvIVdLVj VOW K^JT 

GGP 

5347 

10844 

A 

5670 

1 

2781 


5348 

10845 

A 

5671 

1 

2988 



WO 01/79449 ^^^^ PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid stqmm( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5349 

10846 

A 

5672 


3516 


5350 

10847 

A 

5673 

j 

2850 


5351 

10848 

A 

5674 

J 

2850 


5352 

10849 

A 

5675 

J 

3087 


5353 

10850 

A 

5676 


3111 


5354 

10851 

A 

5677 


2742 


5355 

10852 

A 

5678 


3474 


5356 

10853 

B 

5679 


3264 

MGDFNTPLSTLDRSMRQKVNKDTQ 

ELNSALHQADL1D1YRTLHPKSTEYT 

FFSAPHHTYSKTDHIVGSKALLSKC 

KRTEIITNCLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNQLLNDYWAHNEMK 

AEIKMFFETNENKDTTYQNLWDTF 

KAVCRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKILQKINESRSWFF 

ERINKIDRPLARLIKKKREKNQ1DAI 

KNDKGDITTDPTEIQNTIREYYKHL 

YTNKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGPEIVAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPFLLK 

LFQS1EKEGILPNSFYEASIILIPKPGR 

DTTKKENFRPISLMNIDAKILNKILA 

KRIQQHIKKLIHHDQVGFIPGMQGW 

FNIHKSINVIQHINRPKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGIDGT 

YFKIISAIYDKPTANIILNGQKVEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFSKVS 

GYKTNVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLKEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAIPIK 

LPMTFFTELEKTTLKF1WNALITKSI 

LSQKNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRD1DQWNRTEPSE1T 

PHIYNYLIFDKPEKNKQWGKDSLLN 

KWCWENWLAICRKLKLDPFLTPYT 

KINSRWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMATKAK 

IDKWDLIKLKSFCTAKQTTIRVNRQ 

PTKWEKIFATYSSDKGLISRIYNELK 

QIYKKKTNNPIKKWAKDMNRHFSK 

EDIYAAKKHMKKCSSSLAIREMQIK 

TTMRYHLTPVRMAHKKSGNNRTW 

EYNILCSLVPLLCSLLWLHLTDHHL 

KEDRTKHLTASDNLEKTELSRWKE 

RALLYEHRVLRPA ID^OHSPAPRR T 

OGHLVCGSDLTGFMDDVAVILIDVS 

PF* 

5357 

10854 

A 

5680 

1 

3780 


5358 

10855 

A 

5681 

1 

3290 

MGELITPLSTLDRSTRQKVNKDTQE 

LNSALHQGDLIDIYRTLHPKSTEYTF 

FSAPHHTYSKIDHILGSKALLSKCKR 

TEIITNYLSDHSAIKLELRIKNLTQN 

RSTTWKLNNLLLNDYWIHNEMKAE 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


ID NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

sequence 


eq^^^"i 


PCT/US01/08656 


Amino acid seqbHIEe ( X=Unkno>vn; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 


1KMFFETNENKDTTYQNLWDAFKA 

VCRG KFIALN AHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQK1NESRSWFFERI 

NKIDRPLARLIKKKREKNQIDTIKND 

KGDIATNPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQEE 

VESLNRPITGAEIVAIINSLPTKKSPG 

PDGFTAESYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGRDTT 

KKENFRLISLMNIDAKILNKILANRI 

QQHIKKL1HHDQVGFIPGMQGWFNI 

RKSINVIQH1NRAKDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDGTYF 

KIIRAIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLARAIR 

QEKEIKGIQSGKEEVKLSLFADDMI 

VYLENPIVSDQNLLKLISNFSKVSGY 

K1NVQK.SQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKDLFK 

ENYKPLLKEIKEDTNKWKNIPCSW 

VGRISIVKMAILPKVIYRFSAIPIKLP 

MTFFTELEKTTLKFIWNQKRARIAK 

AILSQKNKAGGITLPDFKLYYKATV 

TKTARYWYQNRDIDQWNRTEPSEI 

TPHIYNYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAICRKLKLDPFLTPY 

TKINSRWIKDLNIRPKTIKTLEENLG 

STIQDIGMGKDFMSKTPKAMATKD 

KIDIWDLIKLKSFCTAKETTIRVNGQ 

PTKWEKIFATYSSDKGLISRICNELK 

QIYKKKTNNPIKKWAKDMNRHFSK 

ED1YAAKKHMKKCSSSLAIRQMQIK 

TTMRYHLTP/VKFRSTSHQSP*REAR 

GPGPLANAGSPGLRQIPETCHLKHP 

LGMLLLSHHSALSATHNPTPCKLQS 

SVMFTTSAAMLSDPWGLRKGLGRE 

MFSCKTTEGNQLEAGAAEQSLYAL 

PKPSDLQT 


5359 


10856 


5682 


3780 


5360 


10857 


5683 


2877 


5361 


10858 


5684 


3126 


5362 


10859 


5685 


3244 


5363 


10860 


5686 


1540 


3288 


SSGLHPWDARLVQYTQINKCNPAY 

KQSQRQKPHYYQLEAFPLKTGTRQ 

QPFMLKT/LYSIVLEVLARAIRQKKE 

IKG1QLGKEEVKLSLFADDMIVYLE 

NPIVSAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTKNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPMTFFT 

ELEKTTLKFIWNQKRARIAKSILSQK 

NKVGGITLPDFKLYYKATVTKTAW 

YWYQNRVIDQWNRKEPSEITPHTY 

NYLIFDKPEKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLTPYTKINS 

RWIKDLNVRPKTIKTLEENLG1TIQD 


-1AC 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ-1D 
NO: of 
peptide 
sequence 

Me 
tho 
d 

WDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino aciu seqnmre ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 







IGMGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQPTT 

WEKIFTTYSSDKGLISRIYNELKQIY 

KKKTNNPIKKWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIIKKSGNNRCWRG 

CGFIGTI T HrWWTVIf T VAPT WlfCV 
N^vjjuivj i Li bnv^ w w Li^r^JL* v v^jr L* w rvo V 

WRFLRDLELEIPFDPAIPLLG1YPND 

YKSCCYKDTCT 

5364 

10861 

A 

5687 

1182 

3406 

YQSLAETQPKKENFRPISLMNIDAKI 

LNKILAKR1QQHIKKLIHHDQVGFIP 

GMQGWFNIRKSINVTQHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLKTLN 

KLGIDGTYFKIIRAIYDNPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEEVK 

LSLFADNMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYTNNR 

QTESQIMSQLPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDTNK 

WKNIPCSG\EGRINIVKMAILP/KELE 

KTTLKFIWNQKRAHIAKSILNQKNK 

AGGITLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEITQHIYSYLI 

FDKPEKNKQWGKDSLFNKWCWEN 

WLAICRKLKLDPFLTPYTKINSRW1 

KDLNVRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATKDKIDKWDL 

VKLKSFCTAKETTIRVNRQPTKWEK 

IFATYSSDKGLISRIYNELKQIYKKK 

TNNPIKKWAKDMNRHFSKEDIYAA 

KKHMKKCSSSLAIREMQ1KTTMRY 

HLTPVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPNDYKS 

CCYKDTCTRMFIAALFTIAKTWNQP 

jSA^r 1 UU W1JS.JS.IV1 Wrll I 1 ivlc, I i AAlJs. 
INL^nr V or WlVlJSJjJC.lllLroJS.L»oV^J&v< 

KTTHRIFSLIGGN 

5365 

10862 

A 

5688 

1 

7578 


5366 

10863 

A 

5689 

16775 

19999 

KMIKGISPPIPQKYKTTIREYYKHLY 

ANKLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRSITGSEIEAIINSLPTKKSP 

GPDGFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYESSSILIPKPGRDT 

TKKENFRPISPISLMNIDAKILNKILA 

KRIQQHIKKLMHHDQVGFIPGMQG 

WFNIRKSINVIQHINRAKDKNHMIIS 

IDAEKAFDKIQQPFMLKTLNKLGID 

GTYFK1IRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVLEVL 

ARAIRQEKEIKGIQLGKEEVKLSLFA 

DDMIVYVENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNRQTE . 

SQ1MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPI I KFfKFDTNKWK 

NIPCSWVGRINTVKMAILPKVIYRF 

NAIPIKLPMPFFTELEKTTLKFIWNQ 


WO 01/79449 PCTAJS01/08656 


SEQID 
NO: of 
nucleo-tide 
sequence 

SEQID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SVPlDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid scqT^e ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







KRAR1AKSILRQKNKAGG1TLPDFK 

LYYKATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFHKPEKNKQ 

WGKDSLFNKWCWENWLAICRKLK 

LDPFLTPYTKINSRWIKDLNVRPKTI 

KTLEENLG1TIQDIGMGKDFMSKTP 

KAMATKDKIDKWDLIKLKSFCTAK 

ETTITVNRQPTKWEKIFATYSSDKG 

LISRIYNELKQIYK\KKTNNPIKKWA 

RDMNRHFSKEDIYAAKKHMKKCSS 

SLAIREMQIKTTMRYHLTPVRMA1I 

KKSGNNRSWYFEKINKIDRLLARLI 

KKKREKNQIDAIKNDKGDITTDPTEI 

QTTTREYYKHLYANKLENLEEMDK 

FLDTYNLPRLKQEEVESLNRPIRGSE 

IVAIINSLPTKKSPGPDGFTAEFYHR 

YKEELVPLLLKLFQSIEKEVILPNSF 

YEAS1ILIPKPDRDTAKKENFRPISLM 

NIDAKILNKILANRIQQHIKKLIHHD 

QVGF1PGMQGWFNIRKSVNVIQHIN 

RTKDKNHMIISIDAEKSFDKIQQHF 

MLKTLNKLGIDG SYLKIIRATYDKP 

TANIILNGQKLEAFPLKTGTRHGCP 

LSPLLFNIVLEVLARAIRQEKEIKGIQ 

LGKEEVKI SI FTDDMTVYI FNPIfSA 

ONLLKLISNFS^I RIONOfTKTT^n V 

HQ 

5367 

10864 

A 

5690 

78 

308 


5368 

10865 

A 

5691 

I 

611 

GASLGGFLAQKFAEYTHKSPRVHSL 

ILCNSFSDTSIFNQTWTANSFWLMP 

AFMLKKIVLGNFSSGPVDPMMADA 

IDFMVDRLESLGQSELASRLTLNCQ 

NSYVEPHKIRDIPVTIM\DVFDQSAL 

STEAKEEMVQA\YPNA\RRAHLKTG 

GNFPYLPR*5AFf5N\I MVOTHI T nPH 

GTKYAAIDPSMVSAFFT FVOKH^T 
GISQEEQ 

5369 

10866 

A 

5692 

3 

301 


5370 

10867 

A 

5693 

75 

361 


5371 

10868 

A 

5694 

3 

356 


5372 

10869 

A 

5695 

1 

583 

SPLAAKSPPSLHLLE/AFKNITSSSPE 

RHIFGEDRVVSEQPQVGTLEERNDV 

VEALTGSAASRLRGGTSSRRLSSTP 

LPKAKRSLESEMYLEGLGRSHIASP 

SPCPDRMPLPSPTESRHSSSIPPWSSP 

PEOKVGLYRROTFI ODKSPFSDVn 

KLAFKDNEEFESSFECVDQKQIEEQ 
KEEEKIREQQVKERRQR 

5373 

10870 

A 

5696 

306 

4412 

RLMMAQSNMFTVADVLSQDELRK 

KLYQTFKDRGILDTLKTQLRNQLIH 

ELMHPVLSGELQPRS1SVEGSSLLIG 

ASNSLVADHLQRCGYEYSLSVFFPE 

SGLAKEKVFTMQDLLQLIKINPTSSL 

YKSLVSGSDKENQKGFLMHFLKEL 

AEYHQAKESCNMETQTSSTFNRDS 

LAEKLQL1DDQFADAYPQRIKFESL 

EIKLNEYKREIEEQLRAEMCQKLKF 

FKDTEIAKIKMEAKKKYEKELTMF 


1 /It 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ 10 
NO: of 
peptide 
sequence 

Me 
tho 
d 

WD NO: 

in USSN 
09A770.160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqlffe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 







QNDFEKACQAKSEALVLREKSTLE 

R1HKHQEIETKE1YAQRQLLLKDMD 

LLRGREAELKQRVEAFELNQKLQE 

EKHKSITEALRRQEQNIKSFEETYDR 

KLKNELLNFHRLHGVCLALGILPL 

WQVLEFGGSSPQECFYFLLEPKGQL 

VTAGKGK*NCENVPFGIANPDIMLL 

AVGSQDCA*SLSTKVLTLVGGGQM 

VQVDWK*PSDYHLGLSLLCAV*I*F 

TPLLF VSVETN* KVIAFSK*PYDNTT 

LHFV*LSFGTQFIGSRKGFTGHFMFR 

GYIPGFSIEDFEVYKLSCLAPSGAPV 

P*1SSCTDNSLSRKMPEELIFSHSDS\ 

RYQLELKDDYIIRTNRLIEDERKNK 

EKAVHLQEELIAINSKKEELNQSVN 

RVKELELELESVKAQSLAITKQNHM 

LNEKVKEMSDYSLLKEEKLELLAQ 

NKLLKQQLEESRNENLRLLNRLAQP 

APELAVFQKELRKAEKAIVVEHEEF 

ESCRQALHKQLQDEIEHSAQLKAQI 

LGYKASVKSLTTQVADLKLQLKQT 

QTALENEVYCNPKQSVIDRSVNGLI 

NGNVVPCNGE1SGDFLNNPFKQENV 

LARMVASRITNYPTAWVEGSSPDS 

DLEFVANTKARVKELQQEAERLEK 

AFRSYHRRVIKNSAKSPLAAKSPPS 

LHLLEAFKNITSSSPERHIFGEDRVV 

SEQPQVGTLKEERNDVVEALTGSE 

ASRLRGGTSSRRLSSTPLPKAKRS\L 

ECEMYLEGLGRSHIASPSPCPDRMP 

LPSPTESRHSLSIPPVSSPPEQKVGLY 

RRQTELQDKSEFSDVDKLAFKDNE 

EFESSFEFNSFNYENTLTSKYVAKW 

LCWELHRILLGKGAPSYFGFSSRAP 

VSCPHTALPFFVLVLLLRTHGTIVPH 

AAAGNMPRQLEMGGLSPAGDMSH 

VDAAAAAVPLSYQHPSVDQKQIEE 

QKEEEKIREQQVKERRQREERRQSN 

LQEVLERERRELEKLYQERKM1EES 

LKIKIKKELEMENELEMSNQEIKDK 

SAHSENPLEKYMKIIQQEQDQESAD 

KVPVPWAGQSVGGGHPGLPWLNFL 
GRP^VF^lPnKK^cjK'ifMvnprjc'i vn 

Vjrvl_/0 V JT 01JDl^IVJ\,OOJVIv[Vl V \^E\JOLt V Ls 

LEAETGPSPDIEPASAFLDLRLP<?T 

5374 

10871 

A 

5697 

3 

721 


5375 

10872 

A 

5698 

3 

265 


5376 

10873 

A 

5699 

2 

216 


5377 

10874 

A 

5700 

3 

268 


5378 

10875 

A 

5701 

2 

465 


5379 

10876 

A 

5702 

1 

196 


5380 

10877 

A 

5703 

2 

213 


5381 

10878 

A 

5704 

1 

438 

LQTWGPKQVC/SFFRRGGFEERVLL 

KNIRENGITGALLPCLDESRFENLGV 

SSLGERKKLLSYIQRLVQIHVDTMK\ 

VGYLAGCLVHALGEKQPELQISERD 

VLCVQIAGLCHDLGHGPFSHMFDG 

RFIPLARPEVKWTVCIHTVNSQ 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tbo 
d 

S^IDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 

Amino ana seq^ffie ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5382 

10879 

A 

5705 

2 

1925 


5383 

10880 

A 

5706 

330 

590 


5384 

10881 

A 

5707 

3 

139 


5385 

10882 

A 

5708 

2 

126 


5386 

10883 

A 

5709 . 

I 

157 


5387 

10884 

A 

5710 

85 

489 

EKPLRWDSHLSCMLCWQAGFEAEQ 

KVSGSSRKLAISHALLEMLTPPPAG 

AMIPPPPSLPGPPRPGMMP\APHMG 

GPPMMPMN/fnPPPPfSMN/TPVOPA Pn 
vj r i ivi i vi r i vi ivivj rrrru ivi ivi Jr V vjx /\r O 

MRPPMGGHMPMMPGPPVTRPPARP 
MMVPTRPGMTRPDR 

5388 

10885 

A 

5711 

235 

874 

VVRRSGFLFCLFVLFLSSMNSASVD 

GHLSGCRLFLFLSPLFRFYCDYCDT/ 

YLSPHDSPSVRQTHCSGK\KHIENV 

KDYYQK\WMEK\QSQSLI\DKTTA\A 

FQQGK1PPTPFSAPPP\AGA\MIPPPPK 

/SFPGPPSPLV*MPKHPHMGGPFPW 

ivi \nivl IVlvj r or LtJLAj DO W r V 0\JrAoVJC.L» 

RP\PMG\GHYCQLIAWGPPMDVGPS 
CPFH*WCPLGPGMTRPDR 

5389 

10886 

A 

5712 

2 

406 

FRSPADPPVHCDKE*VLEVQREDED 
YHDSAKEKDEEDDSITRLLEVFELEA 
YSLSHNDYDGIKKLLQQLFLKAPVN 

TAP! TKJF1 THO>JHTr;QVTk r UTnA/Q*rv 

SIDDMDEDEAFGFISLLNLPDRKGT 
QCGEQIQE 

5390 

10887 

A 

5713 

3 

379 

AVERGVPHPFDSPVQRDEEEEKEVD 
TEDDDDDDSDQEKDDEDNALDEEV 

AAPVNTAKLPDLLIQQNHIGSAIKQ 
TDV^FD^NDnMnFFFA W^lHRI YM 

1 U V OI3rJLJ01NJ^I^iVJJ~/JLr|j«.Ct/\0 I OXXSl\jLi I IN 

5391 

10888 

B 

5714 

65 

188 

MWriFPTPAHAT TnRDFFFFKFVI MP 
DFDDDDSnK FKHFFDU Y* 

5392 

10889 

A 

5715 

3 

365 


5393 

10890 

A 

5716 

3 

356 


5394 

10891 

A 

5717 

1 

168 


5395 

10892 

A 

5718 

281 

422 


5396 

10893 

A 

5739 

1 

107 


5397 

10894 

A 

5720 

3 

291 


5398 

10895 

A 

5721 

1 

1260 

WRTAAFWAFTVFLGDIILLTDVVIH 

EDQWIGETVLQSTFSSQLLNLGSYS 

SIQPEEYSSVVCEWLQDLLAYVSS 

KHSYLRDLPPRQPQRVNSIDFV\EL\ 

EHLQPDVLVHGSTKELLDFTILTEG 

S/VYSYRGQKQ\KKVMLTV\DQAQG 

QHYALVLWGSWGQPGYPQLQRKK 

GYIWEFKYLFVOCNYTLENLELHTT 

PWSSCECLFDDDIRAITFKAKFQKS 

APSFVKISDLATHLEDKCSGVVL1K 

AQISELAFPITASQKIALNAHSSLKSI 

FSSLPNIVYTGCAKCGLELETDENRI 

YKQCFSCLPFTMKKIYYRPALMTAI 

DGRHDVCIRVESKLIEKILLNISADC 

I MR VTVPQQt?ITVY";A/fVVA TX\ FIJCT T 
JLlNXx v J v.rooE.1 I i OM V VAJJJLrriol^JL 

AVSAEPCVLKIQSLFVLDENSYPLQ 
QDFSLLDFYPDIVKHGANARL 

5399 

10896 

A 

5722 

122 

390 

TFCVRSGLLDFAFPEPWRWGEKWK 


WO 01/79449 


SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SBPIDNO: 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequ"WWE( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 


NWPESLEVWVLVLAVPLTHCDLGI 
LCCEDISQVLHVSQQI*PTRPGKR*L 
LGCAEVVLSSSASPG 


5400 


10897 


5723 


605 


902 


5401 


10898 


5724 


116 


470 


5402 


10899 


5725 


1 


9786 


5403 


10900 


5726 


10996 


13825 


MLTLRTRRSDGKMKSGFILGLSRAR 

SSFPMTKKRATPGHCRDPLEGHLRF 

LKNIILPVYDKSLWDFLKLDVTTSIG 

RRQHLRVSTAFVYTKNPNGYSFSIP 

VKVLADKF1TPGLKLNDLNSVLVM 

PTFHVPFTDLQVPSCKLDFREIQIYK 

KLRTSSFALNLPTLPEVKFPEVDVLT 

KYSQPEDSLIPFFEITVPESQLTVSQF 

T\LPKSVSDG1AALDLNAVANK1ADF 

ELPTIIVPEQTIEIPSfKFSVPAGIVIPS 

FQALTARFEVDSPVYNATWSASLK 

NKADYVETSLDSTCSSTVQFLEYEL 

NVLGTHKIEDGTLASKTKGTLAHR 

DFSAEYEEDGKFEGLQEWEGKAHL 

NIKSPAFTDLHLRYQKDKKGISTSA 

ASPAVGTVGMDMDEDDDFSKWNF 

YYSPQSSPDKKLTIFKTELRVRESDE 

ETQIKVNWEEEAASGLLTSLKDNVP 

KATGVLYDYVNKYHWEHTGLTLR 

EVSSKLRRNLQNNAEWVYQGAIRQ 

IDDIDVRFQKAASGTTGTYQEWKD 

KAQNLYQELLTQEGQASFQGLKDN 

VFDGLVRVTQKFHMKVKHLIDSLID 

FLNFPRFQFPGKPGIYTREELCTMFI 

REVGTVLSQVYSKVHNGSE1LFSYF 

QDLVITLPFELRKHKLIDVISMYREL 

LKDLSKEAQEVFKAIQSLKTTEVLR 

NLQDLLQFIFQLIEDNIKQLKEMKFT 

YLINYIQDEINTIFNDYIPYVFKLLKE 

NLCLNLHKFNEFIQNELQEASQELQ 

QIHQYIMALREEYFDPS1VGWTVKY 

YELEEK1VSLIKNLLVALKDFHSEYI 

VSASNFTSQLSSQVEQFLHRNIQEY 

LSILTDPDGKGKEKIAELSATAQEII 

KSQAIATKKIISDYHQQFRYKLQDF 

SDQLSDYYEKFIAESKRLIDLSIQNY 

HTFLIYITELLKKLQSTTVMNPYMK 

LAPGELTIIL 


5404 


10901 


5727 


182 


5405 


10902 


5728 


221 


5406 


10903 


5729 


577 


722 


5407 


10904 


5730 


176 


5408 


10905 


5731 


496 


LLGVAPSRAFQEEILR/DRASFHE/RP 

NLFALKHPTSKAECTAEKCYRVTK 

GRGIFPSGSPFKSVTLEDGKTF1PGQ 

GNNAYVFPGVALGVIAGGIRHIPDEI 

FLLTAEQIAQEVFEQHLSQGRLYPP 

LSTIRDVSLRIAIKVLDYAYKHNLDS 

YTWPKEAMNVQTV 


5409 
5410 


10906 
10907 


5732 
A I 5733 


228 


448 
1877 


EGEDRGLPRTMGAALGTGTRLAPW 


WO 01/79449 ^^^^ PCT/US01/08656 


SEQIO 
NO: of 
nucleo-lide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

VDNO: 

inUSSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqmfe ( X=Unknown; *=Stop 
codon; A=possibIe nucleotide deletion; ^possible 
nucleotide insertion) 







PGRACGALPRWTPTAPAQGCHSKP 

GPARPVPLKKRGYDVTRNPHLNKG 

MAFTLEERLQLGIHGLIPPCFLSQDV 

QLLRIMRYYERQQSDLDKY1ILMTL 

QDRNEKLFYRVLTSDVEKFMPIVYT 

PTVGLACQHYGLTFRRPRGLFITIHD 

KGHLATMLNSWPEDNIKAVVVTDG 

ERILGLGDLGCYGMGIPVGKLALYT 

ACGGVNPQQCLPVLLDVGTNNEEL 

LRDPLYIGLKHQRVHGKAYDDLLD 

EFMQAVTDKFGINCLIQFEDFANAN 

AFRLLNKYRNKYCMFNDDIQGTAS 

VAVAGILAALRITNNKLSNHVFVFQ 

GAGEAAMGIAHLLVMALEKEGVPK 

A EATRKI WMVDSKGLI VKGRSHLN 

HEKEMFAQD\HPESNSLDEWRLVK 

PTAIIGVAAIAEA\FTEQ1LRNMASF\ 

RRAPIIFALSNPPRKAECTA\EKCYR 

VTEGPRGFFASG\SPF* G VLI WEMGK 

TFIPGGRGNNA\YVFPG\VATG\VIA\ 

GGIRHIP\DEIFLLDSRAKLPQEVSEQ 

HL\SQGRLYPPLSTIRDVSLRIAIKVL 

U I /\ I rvniN JLi V \o I I r CrlSX'JVC.Ar i^ivl 

PGSYTPDYDSFYT/vr)^ vi wa Cknvr a 
MNVOTV 

5411 

10908 

A 

5734 

14 

304 


5412 

10909 

A 

5735 

3 

413 


5413 

10910 

A 

5736 

2 

328 


5414 

10911 

A 

5737 

3 

472 

VTEFAKTCVADESAENCDKSLHTLF 
GDKLCTVATLRETYGEMADCCAK 
QEPERNECFLQHKDDNPNLPRLVRP 
EVDVMCTAFHDNEETFLKKYLYEI 

EGKASSAKQRLKCASLQKFGERAF 
KAWARLSQRFP 

5415 

10912 

A 

5738 

1 

2975 

MKWVTFISLLFLFSSAYSRGVFRRT 

PLGPASSLPQSFLLKCLEQVRKIQGD 

GAALQEKLCATYKLCHPEELVLLG 

HSLGIPWAPLSSCPSQALQLAGCLS : 

QLHSGLFLYQGLLQALEGISPELGPT 

LDTLQLDVADFATTIWQQMEELGM 

APALQPTQGAMPAFASAFQRRAGG 

VLVASHLQSFLEVSYRVLRHLAQPG 

GGGDAHKSEVAHRFKDLGEENFKA 

LVLIAFAQYLQQCPFEDHVKLVNEV 

TEFAKTCVADESA*/ENCDKSLHTLF 

GDKLCTVATLRETYGEMADCCAK 

QEPERNECFLQHKDDNPNLPRLVRP 

EVDVMCTAFHDNEETFLKKYLYEI 

AR\RHPTCIAPVELLFFAK\RYKAAFT\ 

ECCQAADKAACL\LPKLDEL\RDEG 

KASSAKQRLKCASLQKFGRKSFSK 

HGAVARL\SQEVFPKLEFCQEVSQV 

*WTGL*PKFPHGNC\CHGRSCFECC 

WMDR/RRDLWPKYILWKIQDFDLP 

S*TGRDCC\EKPLVWGKIPTCICRK 

WEN*WRLPGLDFAFH*ACL1FVWK 

VKGCFGQNYCLRAKDVFPGACFLY 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

9VIDNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqVffe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







\DYARRAS*FTLFVPAAEDLPRTYET 

TLEECCAAADPHECYAKVFDEFKPL 

VEEPQNLIKQNCELFEQLGEYKFQN 

A\LLVRYT\KKVPQVSTPTLVEVSRN 

LGKVGSKCCKHPEAKRMPCAEDYL 

SVVLNHLCVLHEKTPVSDTVTKCC 

TESFVNTPPCFSALEVDETYVPKHF 

NAETFTFHAHISTLSQKERQIKKQT 

ALVDLVKHKPKATKEQLKAVMDD 

FAAFVEKCCKADDKETCFAEEGKK 

LVAASQAALGLTPLGPASSLPQSFL 

LKCLEQVRKIQGDGAALQEKLCAT 

YKLCHPEELVLLGHSLGIPWAPLSS 

CPSQALQLAGCLSQLHSGLFLYQGL 

LQALEG1SPELGPTLDTLQLDVADF 

ATTIWOOMEELGMAPALOPTOGA 

MPAFASAFQRRAGGVLVASHLQSF 
LEVSYRVLRHLAQP 

5416 

10913 

A 

5739 

132 

918 


5417 

10914 

A 

5740 

59 

335 


5418 

10915 

A 

5741 

219 

642 

KGWFLGAFHKLVKTMKHLLLLTMG 
C/VF*VKSQGVNDN\EEGFFSARGHR 
P\LDKKREEAP\SLRPAPPPISGRWAI 
RASSOPKOLATSKGK*ERKSPWIAfi 

KWFSRLDPDLGWVCCSLQGCSVC 
QGGFFLTTRGKGPFQELVV 

5419 

10916 

A 

5742 

1 

359 


5420 

10917 

A 

5743 

1 

322 


5421 

10918 

A 

5744 

2 

862 

FVDGKLHGRGSTDDKGPVAGWINA 

LEAYQKTGQEIPVNVNRFCLEGMEE 

SGSEGLDELIFARKDTFFKDVDYVC 

ISDNYWLGKKKPCITYGLRGICYFFI 

EVECSNKDLHSGVYGGSVHEAMTD 

LILLMEEHKLYDDIDFDIEEFAKDV 

GAQILLHSHKSHLHLDLLPVWRLL 

GQALFHTAHFPDNIPSSSKDILMHR 

WRYPSLSLHGIEGAFSGSGAKTVIP 

RKWGKFSIRLVPNMTPEVVGEOA 

CGAGTRESMSSLGYPSRAEDDSGLS 
ALPSQPQPFILYAT 

5422 

10919 

A 

5745 

455 

601 

SLAICGSCPFLKTFTTTGVFLSSL*YD 
PSKPALTGRMILSQFVLLNKK 

5423 

10920 

A 

5746 

25 

458 


5424 

10921 

A 

5747 

3. 

396 


5425 

10922 

A 

5748 

2 

797 

AGPAALGGAGLCRAADAGLCSAGC 

GFVKVVKNKAYFKRYQVKFRRRXR 

KGKT\DYYARKR\LV1QDKNKYNTP 

KYRM1V\RVTNRDIICQIAYA\RIEGD 

MIVCAA*CTPNLPKYGV\KVGLTNY 

AAAY\CT\GLLL\ARRL\LNRFG\MDN 

\IYEGQV\EVTG\DEYNVESIDWSAQ 

GARTCY\LDAGLAR\TT\TGNKVFG\ 

ALKGMLWMGGI SIPHSSKRFI GI <;i 

PHSTK*ILGYDSEMKFFNAFVRRK'HT 

MGQKFADDLHCLIEEDENASKK 

5426 

10923 

A 

5749 

172 

333 


5427 

10924 

A 

5750 

2 

282 

SLSREVQRQMHLVFFSKNKLKAGY - 


WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
(ho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location offast 
codon for last 
amino acid of 
peptide 
sequence 

Amino acia seq^ff e ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; ^possible 
nucleotide insertion) 







MPPSTVLOOIO^A/ AM ATM IN A A KKV 
VS/GQKSMAAGGNLGHTPLVDEL 

5428 

10925 

A 

5751 

813 

998 


5429 

10926 

A 

5752 

1 

1418 

MKLLTRAGSFSRFYSLKVAPKVKA 

TAAPAGAPPQPQDLEFTKLPNGLVI 

ASLENYSPVSRIGLFIKAGSRYEDFS 

NLGTTHLLRLTSSLTTKGASSFKITR 

GIEAVGGKLSVTATRENMAYTVEC 

LRGDVDILMEFLLNVTTAPEFRRWE 

VADLQPQLKIDKAVAFQNPQTHVTE 

NLHAAAYQNALANPLYCPDYRIGK 

VTSEELHYFVQNHFTSARMALIGLG 

VSHPVLKQVAEQFLNMRGGLGLSG 

AKANYRGGEIREQNGDSLVHAAFV 

AESAVAGSAEANAFSVLQHGPRVL 

GHHVKSGQQQPPAHLHQ\AVAKA\T 

QQP\FDVSAFNASYSDS\GLFGI\YTIS 

QGHQLAGDCIK\AA\YNQVKTIA\QG 

N\LSNTDV\QAAQEPS*KAG1P*WSV 

ESSE\CF\LEEVRVPRALVAGSY\MPP 

v noor lJor ]\.s\\j wvjOAJ\.JVlrlJli 

i^vjuivjxor v ourc v v< vy /\r\oljOlN J_*\j 1 

LHLFV 

5430 

10927 

A 

5753 

150 

355 


5431 

10928 

A 

5754 

2 

388 

FLFFFFEMESRSVAQAGVQWCDLG 
SLQPPPPVGLSDSPALASSVSWITDV 

RHHLWLIFVFLVETGFRHVGQASLK 

i PT^nrn PTT A CHQ A nTTn\/CUV A Wl 
isir l OVJJ_/l_#r 1 JL/\ov^ orVOl lUV ort YAW 

LIFVFLVETEFHHVGQAGLELLAPS 
DPPA 

5432 

10929 

c 

5755 

197 

415 

PSVFFFFFFFFFLRQGLALLPRLECS 
GAILAHCNLHLLGSGDSLASAF* 

5433 

10930 

A 

5756 

764 

1079 

KGVLFFFFFKTES\HSVAQAGV\QW 
CTLGSLQPP/PSRGSSDSPASASRVA 

rJTPnVHHW A P T TPVPT VPTHPUVA/^ 
vjiivij v nnnAxvLJr v r Ltv c, 1 Orri Y VO 

OAfil ft PT^nn^PA^A^nQAnvTriv 
SHOCPA 

5434 

10931 

A 

5757 

213 

383 


5435 

10932 

A 

5758 

1 

981 


5436 

10933 

A 

5759 

124 

354 


5437 

10934 

A 

5760 

2 

646 

CGGIHGNHTFKMALNQFSDMSFAEI 

KHKYLWSEPQNCSATKSNYLRGTG 

PYPPSVDWRKKGNFVSPVKNQGAC 

GSCWTFSTTGALESAIAIATGKMLS 

LAEQQLVDCAQDFNNHGCQGGLPS 

QAFEYILYNKGIMGEDTYPY\QGKD 

CiVCKWnP\nV A f r5FVRTvV\ A "MTTTVTk 
vJ I Oxx\r yr\UIvnlUr Vlxl/ V \AlNl Hi U 

FFAMVFAVAI VTMPV^FAFFVTnnp 
MMYRTGIYSSTSCHKTPDK 

5438 

10935 

A 

5761 

1 

218 


5439 

10936 

A 

5762 

272 

364 


5440 

10937 

A 

5763 

1 

1956 


5441 

10938 

A 

5764 

105 

533 


5442 

10939 

A 

5765 

292 

568 


5443 

10940 

A 

5766 

1 

279 



WO 01/79449 PCT/US01/08656 


SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

Si^DNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acio sequWe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 

5444 

10941 

A 

5767 

3 

352 


5445 

10942 

A 

5768 

375 

485 

TPOI K*f^pt r»i t wru/nvo rcn/u 
ir\jL>i\. roxiL>ULiL,N^ WD YixL^cl Vn 

LAEIAQVSEKQI 

5446 

10943 

A 

5769 

3 

221 


5447 

10944 

A 

5770 

793 

1039 

SFSFTFKMLSGRRETFFFGGRFFWF 
v VWrrrrLAuKAJorALVAQAGVQ 
WRDLRSLQPPPRGFRRFFCLSLPGA 
CGPRYLGG 

5448 

10945 

C 

5771 

33 

334 

MSDSGKSSPVAHSILW1WGRDSDA 
YRDKQHILWPKRADCTESYPRVPA 

Clfl'CX DTVCT DDCXIVPT T"> TT TT?T \Tpr\rv 

uufcLKl YrLrPbNK.GLRIHELNSDD 

VQTPT7C A ATOPir^CTXrMT^TD t> UTI cvt 
V 

5449 

10946 

A 

5772 


■J J J 


5450 

10947 

A 

5773 

1 

877 


5451 

10948 

A 

5774 

2 

352 


5452 

10949 

A 

5775 

3 

726 

EQEVDYDPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNL1KQNCEL 

FEQLGEYKFQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLSWVLNQLCVLH/EK 

TPVSDRVTKCCTESLVNRRPCFSAL 

EVDETYVPKEFNAETFTFHADICTL 

SEKERQIKKQTALVELVKHKPKAT 

KEQLKAVMDDFAAFVEKCCKADD 

EMPADLPSLAADFVESKDVCKNYA 

EAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYETTLEKCCAAADPHEC 

YAKVFDEFKPLVEEPQNLIKQNCEL 

rbQLubYKrQNALLVRYTKKVPQV 

STPTLVEVSRNLRKVGSKCCKHPEA 

KRMPCAEDYLSRGPEPVMCVA 

5453 

10950 

A 

5776 

4274 

5255 

HTLFGDKLCTVATLRETYGEMADC 

CAKQEPERNECFLQHKDDNPNLPR 

LVRPEVDVMCTAFHDNGETFLKK* 

VIRCL *FKIKKHG VTP*ANTL*KLP* 

QKYFQH*DLEVLL**FFKEVVFDTT 

KFYTAKNMIKDILKFIETGYNLSQK 

FKIDKFFNVFRRYVYMWIIDFVLV 

SNIILPKFNHLCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG*L\ESLEF 

GGSGENVDYNYFCNIVCYRK/ADCF 

SFLKFRYLYEIARRHPYFYAPELLFF 

AKKYKAAr rbLCQAADKAACLLPK 

\/T OnrD T - CL r V CT T CXTT II CTT \\71 HI OT* 

VIA, I KixiKIvoLLDNLILolL WLDLG I 

IUO V 

5454 

10951 

A 

5777 

15 

218 


5455 

10952 

A 

5778 

141 

318 


5456 

10953 

A 

5779 

1 

290 

TMSLNRLQEFGTSLVTLDAPHILPE 
GDELLEENOEGCFS*SF1 FATNATT 

GPRLWSPWLASGLSLPEACASPKH 
AAQGPHPQKPPRLQPPQHSVCQ 
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SEQ 10 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SH^rONO; 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


PCT/US01/08656 


Amino acid sequeWe ( X-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


5457 


10954 


5780 


643 


GTRLFEQLGEYKFQNALLIRYTKKV 

PQVSTPTLVEVSRNLGKVGSKCCK 

HPESKKECPVQEDYLSRGSWNQLL 

CVCIE\KTPVKLTESPKC\CTESLG*T 

GRPLLFSALGKFDWKHYGFPKRSF 

NCLKTFHLSMAGFMAHFFEEGRRT 

NSRKTNWHLFELVETQGPRQQKRQ 

LKAWMGGFAAFVEKCCKADDKET 

CFAEEGKKLVAASQAALGL 


5458 


10955 


5781 


135 


5459 


10956 


5782 


330 


5460 


10957 


5783 


247 


434 


5461 


10958 


5784 


140 


2569 


SGSPVLDPSEPQPLAAMHVIKRDGR 

QERVMFDKITSRIQKLCYGLNMDF 

VDPAQ1TMKV1QGLYSGVTTVELDT 

LAAETAATLTTKHPDYAILAARIAW 

SNLHKETKKVFSDWMEDLYNYINP 

HNGKHSPMVAKSTUDIVLANKDRL 

NSAI1YDRDFSYNYFGFKTLERSYLL 

KINGKVAERPQHMLMRVSVGIHKE 

DIDAAIETYNLLSERWFTHASPTLFN 

AGTNRPQLSSCFLLSMKDDSIEGIY 

DTLKQCALISKSAGGIGVAVSCIRA 

TGSYIAGTNGNSNGLVPMLRVYNN 

TARYVDQGGNKRPGAFAIYLEPWH 

LDIFEFLDLKKNTGKEEQRARDLFF 

ALWIPDLFMKRVETNQDWSLMCPN 

ECPGLDEVWGEEFEKLYASYEKQG 

RVRKVVKAQQLWYAI1ESQTETGTP 

YMLYKDSCNRKSNQQNLGTIKCSN 

LCTE1VEYTSKDEVAVCNLASLALN 

MYVTSEHTYDFKKLAEVTKWVRN 

LNKIIDINYYPVPEACLSNKRHRPIGI 

GVQGLADAFILMRYPFESAEAQLLN 

KQIFETIYYGALEASCDLAKEQGPY 

ETYEGSPVSKG1LQYDMWNVTPTD 

LWDWKVLKEKIAKYGIRNSLLIAP 

MPTASTAQILGNNESIEPYTSNIYTR 

RVLSGEFQIVNPHLLKDLTERGLWH 

EEMKNQI1ACNGSIQSIPEIPDDLKQL 

YKTVWEISQKTVLKMAAERGAFID 

QSQSLNIHIAEPNYGKLTSMHFYGW 

KQGLKTGMYYLRTRPAANPIQFTL 

NKEKLKDKEKVSKEEEEKEKNTAA 

MVCSLENRDECLMCGS 


5462 


10959 


5785 


161 


5463 


10960 


5786 


170 


5464 


10961 


5787 


219 


398 


MSQESVILFYSVGMSLFLFLFRVVT 
NFTFFPLAVICIRASHLLLACPLPSLS 
LPHQPTH* 


5465 


10962 


5788 


472 


5466 


10963 


5789 


3720 


5308 


PLLPFLSPPHLTEVEGQGRMVGTEE 

TWSNCSGAFKPKCSPQPQICLVLAP 

TRELAQQVQQVADDYGKCSRLKST 

CIYGGAPKGPQIRDLERGVEICISTP 

GRLIDFLESGKTNLSRCTYLVLDET 

DKMLPMGSEPQ1L»IGDPIRPDRQTL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acm sequwe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 







MWSATWPKEVRQLAEDFLRDYTQI 

NVGNLELSANHNILQIVDVCMESEK 

DHKLIQLMEEIMAEKENKTIIFVETK 

RRCDDLTRRMRRDGWPAMCIHGD 

KSQPERDWVLNEFRSGKAPILIATD 

VASRGLDVEDVKFVINYDYPNSSED 

YVHRIGRTARSTNKGTAYTFFTPGN 

LKQARELIKVLEEANQAINPKLMQL 

VDHRGGGGGGGKGGRSRYRTTSSA 

hfNPNLMYQDECDRRLRGVKDGGR 

RDSASYRDRSETDRAGYANGSGYG 

SPNSAFGAQAGQYTYGQGTYGAAA 

YGTSSYTAQEYGAGTYGASSTTSTG 

Ofic a nPDi^ a r r\i\A\r~i\/'\Arzr\'T' a vnvn 
\^\^r r\\^rr\jPi 1 lNJVUVj i [vlvjv^ 1 A. Y \J Yr 

IT ST ST r r r JT r o IxXV. 

5467 

10964 

A 

*\ 


1 

j\j / 


5468 

10965 

A 

5791 

2821 

5781 


5469 

10966 

A 

5792 

1 

981 


5470 

10967 

A 

5793 

99 

1023 

NHKDGEKTEQKNGKL*KSECLSKN 

KAGG ITLPDFKL YYKATVTKTA WY 

WYQNRDIDQWNRTEPSEIMPH1YN 

HLIFDKPDKNKKWGNDSLFNKWC 

WENWLAICRKLKLDPFLTPYTKINS 

RWIQDLNIRPKNIKTLEEILGNT1QD1 

GMGKDFKSKTPKAMAIKAKIDKW 

DL1KLKSFCTEKETTIRVNRQPTEWE 

KIFAIYSSEKGLISRIYNELQQIYKKK 

TNNPIQKRVKDMNRHFSKEDIYAA 

KAK. 1 <KNAHHHMKKCSSSPAIREIQI 

RGCGEIGTVLH 

5471 

10968 

A 

5794 

3 

1218 


5472 

10969 

B 

5795 

1 

1098 

MIDKGDHTDPSErQTTIREYYNYLY 

TNKLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPTTGSEIEAIMNSLPTKK 

VQDQMDSQPNSTRVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADDMIV 

YLENPIVSARNLLKLIGNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIMSE 

LPFT1ASKRIKYLGIQLKRDVKDLFK 

ENYKPLLKEIKEDTNKWKSIPCSWV 

GRINIMKMAILPKVIYRFNAIPNKLP 

MPFFTELEKTTLKFIWNQKRAHIAK 

SILSQKNKAGGITLPDFKLYYKATV 

1 R 1 A W Y W Y Vt?N KJLM UK} W N K 1 hPSEi 

lvlrril i XNttLirl^Jvr^JMNJWS. W UisJL>oL 

FNKWCWENWQPYVES* 

5473 

10970 

A 

5796 

1 

1245 


5474 

10971 

A 

5797 

1 

969 

MIVYLENPIVSAQNLLKLIGNFSRVS 

GYKINVQKSQAFLYTNNRQTENQII 

SELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKTLLKEIKEDTKKWKNIPCS 

WVGR1N1VKIAILPKVIYRFSAIPIKL 

PMTFFTELEKTTLKFIWNQKRARIA 

VTKTAWYWYQNRDIDQWNRTEPS 
EIMLHIYKHLIFDKPDKNKQWGKDS 


n tr r 
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SEQ1D 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


NO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


eq^^^( 
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Amino acid sequWe ( X-=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


LFNK WC WEN WLAICRKLKLDPFLT 
PYTKINSRWIKDLNVRPKTIKTLEEN 
LGNTIQD1GTGKDFMSKTPKAMAT 
KAKIDKWDL/LRFCTAK*TTIRV 


5475 


10972 


B 


5798 


1383 


MGDFNTPLSTLDRSKRQKVKKDIQ 

ELNSALHQVDLIDIYRTPYPKSTEYT 

FFSAQHHTYSKTDH1VGSKELLSKC 

KRTEIITNCLSDHSAIKLELRIKKLTQ 

NRSTTWKLNNLLLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLRDTLK 

AVCRGKFVALNAHQRKQKISKIDTL 

TSQLKELEKQEQTHSKASRRQEITKI 

RAELKE1ETQKTLQK1NDSRSWAIR 

QEKE1KG1QLGKEEVQLSLFADDMI 

VHLENPIVSAQNLLKLIGNFSKVSG 

YKINVKKSQAFLYTNNRQTESQIMS 

EFPFTIASKRIKYLGIQLTRDVKDLF 

KENYKTLLNEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKV1YRFNAISIK 

LPMTFFTELGKPTLKLVWNQKRVRI 

AKS1LSQKNKAGGIMLPDFKLYYKA 

TVTKTAWYWYQNRDIDQWNRTEP 

SEIMPHITTI* 


5476 


10973 


5799 


1272 


MIISMDAEKAFDKIQQCFMLKTLNK 

LGIDGTYLKKIRAIYDKPTVNIILNG 

QKLEALPLKTGTRQGCPLSPLLFNIV 

LQALARAIRQEKEIKGIQLGKEEVK 

LSLFADDMIVYLENPIVKAQNLLKL 

ISNFSKVSGYKISMQKSQAFLYTNN 

RQIESQIMSELPFTIASKRIKYLGIQL 

TRDVKDLFKENYKPLLNEIKEDKN 

KWBCNIPCSWVGRINIVKMAILPKFI 

WRQKRAHIAKSILSQKNKAGGIKLP 

DFKLYYKATVTKTAWYWYQNRDI 

DQWNRTEPSEIMLHIHNYLIFDKPD 

KNKKWRKDSLFNKWCWENWLAK 

CRKLKLHPFLTPYTKINSRWIKDLH 

VRPKTIKTLEENLG1TIQDKGMGKD 

FMSKTPEALATKANIDKSDLIKLKS 

SCK\ETTIRVNRQPTEWEKIFAIYSS 


5477 


10974 


5800 


1398 


5478 


10975 


5801 


564 


2444 


LTNQKKSRTRWIHSRILPEVQGGAV 

LEVLARAIRQEK\EVKGIQLGKEEV 

KLSLFADDMIVYLENPIISAQNLLKL 

IGNFSKVSGYKINVQKSQAFLYTNN 

RETESQIMSELPFTTASKR1KYLG1Q 

LTRDVKELFKETYNPLLNEIKEDTT 

KWKNIPCSWVGRINIVKIAILPKVICI 

FNA1PIKLPMTFFTELEKTTLKFIRNQ 

KRARIAKSILSQKNKAGDVTLPDFK 

LYYKATVTKTVWYWYQNRDIDQW 

NRTEPSEI1LH1YNHLIFDTPDKNKK 

WGKDSLFNKLCWENWLAICRKLKL 

DPFFTPYTKINSRWIKDLHVRPKTIK 

TLEENLGNTIQDIGIGKDFMTKTQK 

AMATNAEIHKWDLIKLKHFCTAKE 

TTIRVNRQPTKWENIFAIYSSDKRLI 

SRIYKELKHiYKRKTNNPINKWAKD 


if* 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

STS^ID NO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first cocJon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid seqdWe ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 







MNRHFSKEDIYAANRHMKKCSSSL 

AIREMQIKTTMRYHLTPVRMAIIKK 

SGNNRCWRGCGENHSQQTITRTKIQ 

TLHVLNHRWELNNENTWTQEGEH 

HTLGPVVGWGRGEGQQCISPYSMG 

KASIPHAVLWVFFGLCQNAPNLDW 

oLVoLWWLLLur i INrrCJvbrUCivY 

VRI PRDT niVPATPPT PDDPDDCCCTC 
v tN.LtrivrL.vjl VrA 1 rrLrrrrrro^o 1 b 

c 

5479 

10976 

A 

5802 

1 

2430 


5480 

10977 

A 

5803 

2022 

4573 


5481 

10978 

A 

5804 

1169 

3077 

VHCRFWILALCQMSRLQKSPLLFNI 

VLEVLAKAIKQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQNLLIL 

QLISNFSKVSGYKINVQKSQAFLYT 

NNRQTESQMRSELPFTVATKRIKYL 

GIQLTRDVKDLFKENYKLLLNEIKE 

DTNKWKNIPRSWVGGRINLVKMAI 

LPKVIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRALIAKSSLSQKNKTGG 

1TLPDFKLYYKATVTKTSWYWYQN 

RDIDQWNRTEPSEIMPHIYNYLIFDK 

PDKNKKWVGKDSLFNKWFWENCL 

AICRKLKLDPFLNTNYTKINSRWIKD 

LNFRPKTIKTLEDNLGNT1QDIGMG 

KDFMSLP/KTPEAMATKAKIDKWD 

LIKVLKSFCTAKETTIRVNRQPTKWE 

KIFAIYSSDKGLISRIYNELKQIYKK 

K\TNNPIKKWAKDTNRHFSKEDIYA 

ANRHMRKCSSSLVIREMQIKTTMR 

YHLTPVRTAIIKKSGDNRCWRGCGE 

IGTLLHCWWDCKLVQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPKDYKS 

CCYKDTCTCMFIAALFTIAKTWNQP 

KOP 1 M1DWIKKM WHIYTMEYYAAI 

tsJsuht Vor VCj 1 WMKLcIlILbKLSQE 

/"WTVI4PTPQT TnrSM 

54R? 

10070 

A 
f\ 


1 XX 

J JO 


JtOJ 

1003ft 

A 

^R07 
Joy) 1 

J 

i o*t 


54R4 

10031 

1U701 

A 

SROR 
JoUo 

1 ^7^ 

1790 


5485 

10982 

A 

5809 

1573 

1720 


5486 

10983 

A 

5810 

1 

4860 


5487 

10984 

A 

5811 * 

2 

2887 

VRVIKSEDDVLVVCPTILTEDGMQA 

QHLGATLALYRLVKGQSVHQLLPP 

TYRDVWLEWSDAEKKREELNKME 

TNKPRDLFIAKLLNKLKQQQQQQQ 

QHSENKRENSEDPEESWENLVSDE 

DFSALSLESANVEDLEPVRNLFRKL 

QSTPKYQKLLKERQQLPVFKHRDSI 

VETLKRHRVVWAGETGSGKSTQV 

PHFLLEDLLLNEWEASKCNIVCTQP 

RRISAVSLANRVCDELGCENGPGNG 

RNSLCGYQIXRMESRACESTRLLYCT 

TGVFA*GKLQEDGLSK*CVSMFIVD 

CV \T1JCiI\.\o V \£oL)r JLL/lILtJSJDlJbV^iSwlN.oLI 

LHLILMSATVDSEKFSTYFTHCPILR 
ISGRSYPVEVFHLEDIIEETGFVLEK 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


DNO: 
inUSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 
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Amino acid sequTRce ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; ^possible 
nucleotide insertion) 


DSEYCQKFLEEEEEVTINVTSKAGGI 

KKYQEYIPVQTGAHADLNPFYQKY 

SSRTQHAILYMNPHKINLDLILELLA 

YLDKSPQFRNIEGAVLIFLPGLAHIQ 

QLYDLLSNDRRFYSERYKVIALHSI 

LSTQDQAAAFTLPPPGVRKIVLATN1 

AETGITIPDVVFVIDTGRTKENKYHE 

SSQMSSLVETFVSKASALQRQGRA 

GRVRDGFCFRMYTRERFEGFMDYS 

VPEILRVPLEELCLHIMKCNLGSPED 

FLSKALDPPQLQVISNAMNLLRKIG 

ACELNEPKLTPLGQHLAALPVNVKI 

GKMLIFGAIFGCLDPVATLAAVMTE 

KSPFTTPIGRKDEADLAKSALAMAD 

SDHLTIYNAYLGWKKARQEGGYRS 

EITYCRRNFLNRTSLLTLEDVKQELI 

KLVKAAGFSSSTTSTSWEGNRASQT 

LSFQEIALLKAVLVAGLYDNVGKIf 

YTKSVDVTEKLACIVETAQGKAQV 

HPSSVNRDLQTHGWLLYQEKIRYA 

RVYLRETTLITPFPVLLFGGDIEVQH 

RERLLSIDGWIYFQAPVKIAVIFKQL 

RVLIDSVLRKKLENPKMSLENDKIL 

QIITELIKTENN 


5488 


10985 


5812 


132 


5489 


10986 


5813 


383 


667 


5490 


10987 


5814 


2444 


2755 


DYYYFFEMESCSVAQAGVQWRDL 

GSLQPPPPNSSRDSSASASRVAGTTG 

MHH/HNQLSFVFLVKMGFHHVGQA 

DFELLTSSDLPVSASQSAGITGVSHR 

ARPLSS 


5491 


10988 


5815 


1724 


1941 


AHLLYEWIFFFFFFFEMESHSVAQA 
GVLWRDLSSLQAPPPG\SQSDSPAS 
ASWVAGITGACHHARHEWNFKC 


5492 


10989 


5817 


37 


2496 


5493 


10990 


5818 


1814 


5494 


10991 


5819 


394 


5495 


10992 


5820 


1785 


QLFACVPKTSPPATVISSVTSTCSSL 

PSVSSAPITSGQAPTTFLPASTSQAQ 

LSSQKMESFSAVPPTKEKVSTQDQP 

MANLCTPSSTANSCSSSASNTPGAP 

ETHPSSSPTPTSSNTQEEAQPSSVSD 

LSPMSMPFASNSEPAPLTLTSPRMV 

AADNQDTSNLPQLAVPAPRVSHRM 

QPRGSFYSMVPNATIHQDPQSIFVT 

NPVTLTPPQGPPAAVQLSSAVNIMN 

GSQMHINPANKSLPPTFGPATLFNH 

FSSLFDSSQVPANQGWGDGPLSSRV 

ATDASFTVQSAFLGNSVLGHLENM 

HPDNSKAPGFRPPSQRWSTSPVGLP 

SIDPSG\SSPSSSSAPL\ASFSGIPGNQ 

GFFLQGP\APVGGLLSFNRQHF/SFP 

HPWYTSASNSCDSPIPSVSSGSSSPLS 

ATS\APPTLG\QPKGSQCQSRIRKGY 

LPPIGTERLARILQGGSVAQAPAG\T 

SFVAPVGHSG\IWSFGVNAVS\EGL\S 

GWSQSVMG\NHPMAFNNFSGPKAH 

FSQHQPMERDDSGMVAPSNIFHQP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 

SEQ ID 
NO: of 
peptide 
sequence 

Me 
tho 
d 

SS^DNO: 

in USSN 
09/770,160 

Nucleotide 
location of 
first codon 
for peptide 
sequence 

Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 

Amino acid sequWe ( X=Unknown; *=Stop 
codon; ^possible nucleotide deletion; \=possible 
nucleotide insertion) 







m/\ovjr v UroivULr lolVl Y 1 Iirorlr 
\£L*t\u v r vjvjr JL>r in vjL/ilfN rUr/\ WINr ivl 

IKVIQNSTBCTDAQQVKWA 

5496 

10993 

A 

5821 

3 

125 


5497 

10994 

A 

5822 

3448 

3831 

KNRFCSGVSSNSKSNNSCVYVYIDR 

DIDTHTYI HIHTNIC1HILFFFFFETES 

HALSPRLECNGVISAHCNLHPPGNSS 

DSPASAARVAGMTGTCHHAQLIFFF 

FVFLVETGFHHAAQAGSQTPDLR*S 

TPLGFPKC*DYRR/AAIVPGIFLLH*I 

R*\KVPTLLTDMRNASEYDCDFSTN 

KIDKEETFS*NASLNLCLLST*PYEM 

VTHFKGY*ILPLFFFFFLRQSL/SSVT 

OAGVQWHNLGSLOPLPPGFKOFSC 

LSLPSSWDYRYQLPRLA/NF/FVFLV 

ETGFHHAAQAGSQTPDLR 


WO 01/79449 PCT/US01/08656 
WHAT IS CL>MeD IS: ™ 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-5497, a mature protein coding portion of SEQ ID NO: 1-5497, an 
active domain of SEQ ID NO: 1-5497, and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

3 . An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1. 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
associated with a regulatory sequence that modulates expression of the polynucleotide in the host 
cell 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotide hybridizing under stringent 
conditions with any one of SEQ ID NO: 1-5497. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 


12. An antibody directed against the polypeptide of claim 10. 


WO 01/79449 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
10 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 1 0 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 


WO 01/79449 PCT/US01/08656 

a) exacting the compound with the polypep^fe of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 
of claim 10 is identified. 

19. A method of producing the polypeptide of claim 10, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
the group consisting of a polynucleotide sequence of SEQ ID NO: 1-5497, a mature protein 
coding portion of SEQ ID NO: 1-5497, an active domain of SEQ ID NO: 1-5497, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-5497, under conditions sufficient to express the polypeptide in said 
cell; and 

b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 5498-1 0994, the mature protein portion thereof, or the active domain 
thereof. 

21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-5497. 

23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
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